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^5 (54) Title: TRANSCRIPTION FACTORS 

Q (57) Abstract: The invention provides human transcription factors (TRFX) and polynucleotides which identify and encode TRFX. 
^ The invention also provides expression vectors, host cells, antibodies, agonists, and antagonists. The invention also provides methods 
^ for diagnosing, treating, or preventing disorders associated with expression of TRFX. 
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TRANSCRIPTION FACTORS 

TECHNICAL FIELD 

This invention relates to nucleic acid and amino acid sequences of transcription factors and to 
5 the use of these sequences in the diagnosis, treatment, and prevention of cell proliferative, 

autoimmune/inflammatory, neurological, and developmental disorders, and in the assessment of the 
effects of exogenous compounds on the expression of nucleic acid and amino acid sequences of 
transcription factors. 

10 BACKGROUND OF THE INVENTION 

Multicellular organisms are comprised of diverse cell types that differ dramatically both in 
structure and function. The identity of a cell is determined by its characteristic pattern of gene 
expression, and different cell types express overlapping but distinct sets of genes throughout 
development. Spatial and temporal regulation of gene expression is critical for the control of cell 

15 proliferation, cell differentiation, apoptosis, and other processes that contribute to organism 
development. Furthermore, gene expression is regulated in response to extracellular signals that 
mediate cell^-cell communication and coordinate the activities of different cell types. Appropriate 
gene regulation also ensures that cells function efficiendy by expressing only those genes whose 
functions are required at a given time. 

20 Transcriptional regulatory proteins are essential for the control of gene expression. Some of 

these proteins function as transcription factors that initiate, activate, repress, or terminate gene 
transcription. Transcription factors generally bind to promoter, enhancer, or upstream regulatory 
regions of a gene in a sequence-specific manner, although some factors bind regulatory elements 
within or downstream of the coding region. Transcription factors may bind to a specific region of 

25 DNA singly or as a complex with other accessory factors. (Reviewed in Lewin, B. (1990) Genes IV , 
Oxford University Press, New York, NY, pp. 554-570.) 

The double helix structure and repeated sequences of DNA create topological and chemical 
features which can be recognized by transcription factors. These features include hydrogen bond 
donor and acceptor groups, hydrophobic patches, major and minor grooves, and regular repeated 

30 stretches of sequence which induce distinct bends in the helix. Typically, transcription factors 
recognize specific DNA sequence motifs of about 20 nucleotides in length. Multiple adjacent 
transcription factor-binding motifs may be required for gene regulation. 

Many transcription factors incorporate DNA-binding structural motifs which comprise either 
a helices or 6 sheets that bind to the major groove of DNA. Four well-characterized structural motifs 

35 are helix-turn-helix, zinc finger, leucine zipper, and helix-loop-helix. Proteins containing these 
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motifs may act alone as monomers or form homo- or heterodimers that interact with DNA. 

The zinc finger motif, which binds zinc ions, generally contains tandem repeats of about 30 
amino acids consisting of periodically spaced cysteine and histidine residues. Examples of this 
sequence pattern include the C2H2-type and the C3HC4-type zinc fingers, and the PHD domain. 
5 (Lewin, supra ; Aasland, R., et al. (1995) Trends Biochem. Sci 20:56 - 59.) Zinc finger proteins each 
contain an a helix and an antiparallel B sheet whose proximity and conformation are maintained by 
the zinc ion. Contact with DNA is made by the arginine preceding the a helix and by the second, 
third, and sixth residues of the a helix. 

The leucine zipper motif comprises a stretch of amino acids rich in leucine which can form 

10 an amphipathic a helix. This structure provides the basis for dimerization of two leucine zipper 
proteins. The region adjacent to the leucine zipper is usually basic, and upon protein dimerization, is 
optimally positioned for binding to the major groove. Proteins containing such motifs are generally 
referred to as bZIP transcription factors. The helix-loop-helix motif (HLH) consists of a short a helix 
connected by a loop to a longer a helix. The loop is flexible and allows the two helices to fold back 

15 against each other and to bind to DNA. The transcription factor Myc contains a prototypical HLH 
motif. Most transcription factors contain characteristic DNA binding motifs, and variations on the 
above motifs and new motifs have been and are currently being characterized (Faisst, S. and S. Meyer 
(1992) Nucl. Acids Res. 20:3-26). 

Mutations in transcription factors contribute to oncogenesis. This is likely due to the role of 

20 transcription factors in the expression of genes involved in cell proliferation. For example, mutations 
in transcription factors encoded by proto-oncogenes, such as Fos, Jun, Myc, Rel, and Spil, may be 
oncogenic due to increased stimulation of cell proliferation. Conversely, mutations in transcription 
factors encoded by tumor suppressor genes, such as p53, RBI, and WT1, may be oncogenic due to 
decreased inhibition of cell proliferation. (Latchman, D. (1995) Gene Regulation: A Eukarvotic 

25 Perspective . Chapman and Hall, London, UK, pp 242-255.) 

Gene expression is also affected by chromatin-associated proteins. In the nucleus, DNA is 
packaged into chromatin, the compact organization of which limits the accessibility of DNA to 
transcription factors and plays a key role in gene regulation. (Lewin, supra , pp. 409-410.) The 
compact structure of chromatin is determined and influenced by chromatin-associated proteins such 

30 as histones, high mobility group (HMG) proteins, helicases, and chromodomain proteins. There are 
five classes of histones, HI, H2A, H2B, H3, and H4, all of which are highly basic, low molecular 
weight proteins. The fundamental unit of chromatin, the nucleosome, consists of 200 base pairs of 
DNA associated with two copies each of H2A, H2B, H3, and H4. HI links adjacent nucleosoraes. 
HMG proteins are low molecular weight, non-histone proteins that may play a role in unwinding 
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DNA and stabilizing single-stranded DNA. Helicases, which are DNA-dependent ATPases, unwind 
DNA, allowing access for transcription factors. Chromodomain proteins play a key role in the 
formation of highly-compacted, transcriptionally silent heterochromatin. 

Many neoplastic disorders in humans can be attributed to inappropriate gene expression. 
5 Malignant cell growth may result from either excessive expression of tumor promoting genes or 
insufficient expression of tumor suppressor genes. (Cleary, M.L. (1992) Cancer Surv. 15:89-104.) 
Chromosomal translocations may also produce chimeric loci which fuse the coding sequence of one 
gene with the regulatory regions of a second unrelated gene. Such an arrangement often results in 
inappropriate gene transcription. The Wilms tumor suppressor gene product, WT1, is a protein 

10 containing a DNA-binding domain consisting of four zinc fingers and a proline-glutamine rich region 
capable of regulating transcription. (ExPASy PROSITE document PR00049.) Deletions of the WT1 
gene, or point mutations which destroy the DNA-binding activity of the protein are associated with 
development of the pediatric nephroblastoma, Wilms tumor, and Denys-Dxash syndrome. (Rauscher, 
FJ. (1993) FASEB J. 7:896-903.) 

15 Certain proteins enriched in glutamine are associated with various neurological disorders 

including spinocerebellar ataxia, bipolar effective disorder, schizophrenia, and autism. (Margolis, 
R.L. et al. (1997) Human Genetics 100:114-122.) These proteins contain regions with as many as 15 
or more consecutive glutamine residues and may function as transcription factors with a potential role 
in regulation of neurodevelopment or neuroplasticity . 

20 The immune system responds to infection or trauma by activating a cascade of events that 

coordinate the progressive selection, amplification, and mobilization of cellular defense mechanisms. 
A complex and balanced program of gene activation and repression is involved in this process. 
Hyperactivity of the immune system as a result of improper or insufficient regulation of gene 
expression may result in considerable tissue or organ damage. This damage is well documented in 

25 immunological responses associated with arthritis, allergens, heart attack, stroke, and infections. 
(Harrison's Principles of Internal Medicine » 13/e, McGraw Hill, Inc. and Teton Data Systems 
Software, 1996.) In particular, a zinc finger protein termed Staf50 (for Stimulated trans-acting factor 
of 50 kDa) is a transcriptional regulator and is induced in various cell lines by interferon-I and rJL 
Staf50 appears to mediate the antiviral activity of interferon by down-regulating the viral 

30 transcription directed by the long terminal repeat promoter region of human immunodeficiency virus 
type-1 in transfected cells (Tissot, C. (1995) J. Biol. Chem. 270:14891-14898) . 

The generation of multicellular organisms is based on the induction and coordination of cell 
differentiation at the appropriate stages of development. Differential gene expression confers the 
distinct identities of cells and tissues throughout the body. Failure to regulate gene expression during 
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development could result in developmental disorders. 

The discovery of new transcription factors and the polynucleotides encoding them satisfies a 
need in the art by providing new compositions which are useful in the diagnosis, prevention, and 
treatment of cell proliferative, autoimmune/inflammatory, neurological, and developmental disorders, 
5 and in the assessment of the effects of exogenous compounds on the expression of nucleic acid and 
amino acid sequences of transcription factors. 



SUMMARY OF THE INVENTION 

The invention features purified polypeptides, transcription factors, referred to collectively as 

10 "TRFX" and individually as "TRFX-l," "TRFX-2," 'TRFX-3," "TRFX-4," "TRFX-5," "TRFX-6," 
4 TRFX-7," "TRFX-8," "TRFX-9," "TRFX-10," "TRFX-ll," "TRFX-12," "TRFX-13," 4 TRFX-14," 
"TRFX-15," "TRFX-16," "TRFX-17," "TRFX-18," 4 TRFX-19," "TRFX-20," "TRFX-21," "TRFX- 
22," 'TRFX-23," 4 TRFX-24," "TRFX-25," "TRFX-26," 4 TRFX-27," 'TRFX-28," "TRFX-29," 
'TRFX-30," 'TRFX-31," "TRFX-32," 4 TRFX-33," 4 TRFX-34," 4 TRFX-35," 4t TRFX-36," 4 TRFX- 

15 37," 'TRFX-38," 4 TRFX-39," 4 TRFX-40," "TRFX-41," 'TRFX-42," 4 TRFX-43," 'TRFX-44," 
4 TRFX-45," 'TRFX-46," "TRFX-47," "TRFX-48," 4 TRFX-49," 4 TRFX-50," "TRFX-51," 4 TRFX- 
52," 44 TRFX-53," 4 TRFX-54," 4 TRFX-55," "TRFX-56," 4 TRFX-57," 4 TRFX-58," 4 TRFX-59," 
'TRFX-60," 'TRFX-61," "TRFX-62," 4t TRFX-63," 4 TRFX-64," "TRFX-65," "TRFX-66," 'TRFX- 
67," "TRFX-68," 4 TRFX-69," 4t TRFX-70," "TRFX-71," "TRFX-72," "TRFX-73," 4 TRFX-74," 

20 "TRFX-75," 4 TRFX-76," 4< TRFX-77," "TRFX-78," 'TRFX-79," "TRFX-80," 4 TRFX-81," "TRFX- 
82," 'TRFX-83," "TRFX-84," "TRFX-85," "TRFX-86," "TRFX-87," 44 TRFX-88," "TRFX-89," 
"TRFX-90," "TRFX-91," "TRFX-92," 44 TRFX-93," 4 TRFX-94," 'TRFX-95," 'TRFX-96," "TRFX- 
97," "TRFX-98," "TRFX-99," 44 TRFX-100," 4 TRFX-101," "TRFX-102," 4 TRFX-103," 4 TRFX- 
104," 'TRFX-105," "TRFX-106," and 4 TRFX-107." In one aspect, the invention provides an 

25 isolated polypeptide comprising an amino acid sequence selected from the group consisting of a) an 
amino acid sequence selected from the group consisting of SEQ ED NO:1-107, b) a naturally 
occurring amino acid sequence having at least 90% sequence identity to an amino acid sequence 
selected from the group consisting of SEQ ID NO: 1-107, c) a biologically active fragment of an 
amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, and d) an 

30 immunogenic fragment of an amino acid sequence selected from the group consisting of SEQ ID 
NO: 1-107. In one alternative, the invention provides an isolated polypeptide comprising the amino 
acid sequence of SEQ ID NO: 1-107. 

__ . _ The invention further provides an isolated polynucleotide encoding a polypeptide comprising - 
an amino acid sequence selected from the group consisting of a) an amino acid sequence selected 
35 from the group consisting of SEQ ID NO: 1-107, b) a naturally occurring amino acid sequence having 
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at least 90% sequence identity to an amino acid sequence selected from the group consisting of SEQ 
ID NO: 1-107, c) a biologically active fragment of an amino acid sequence selected from the group 
consisting of SEQ ID NO: 1-107, and d) an immunogenic fragment of an amino acid sequence 
selected from the group consisting of SEQ ID NO: 1-107. In one alternative, the polynucleotide 
5 encodes a polypeptide selected from the group consisting of SEQ ID NO: 1-107. In another 
alternative, the polynucleotide is selected from the group consisting of SEQ ID NO: 108-214. 

Additionally, the invention provides a recombinant polynucleotide comprising a promoter 
sequence operably linked to a polynucleotide encoding a polypeptide comprising an amino acid 
sequence selected from the group consisting of a) an amino acid sequence selected from the group 

10 consisting of SEQ ID NO: 1-107, b) a naturally occurring amino acid sequence having at least 90% 
sequence identity to an amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, 
c) a biologically active fragment of an amino acid sequence selected from the group consisting of 
SEQ ID NO:1-107, and d) an immunogenic fragment of an amino acid sequence selected from the 
group consisting of SEQ ID NO: 1-107. In one alternative, the invention provides a cell transformed 

15 with the recombinant polynucleotide. In another alternative, the invention provides a transgenic 
organism comprising the recombinant polynucleotide. 

The invention also provides a method for producing a polypeptide comprising an amino acid 
sequence selected from the group consisting of a) an amino acid sequence selected from the group 
consisting of SEQ ID NO: 1-107, b) a naturally occurring amino acid sequence having at least 90% 

20 sequence identity to an amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, 
c) a biologically active fragment of an amino acid sequence selected from the group consisting of 
SEQ ID NO: 1-107, and d) an immunogenic fragment of an amino acid sequence selected from the 
group consisting of SEQ ID NO:1-107. The method comprises a) culturing a cell under conditions 
suitable for expression of the polypeptide, wherein said cell is transformed with a recombinant 

25 polynucleotide comprising a promoter sequence operably linked to a polynucleotide encoding the 
polypeptide, and b) recovering the polypeptide so expressed. 

Additionally, the invention provides an isolated antibody which specifically binds to a 
polypeptide comprising an amino acid sequence selected from the group consisting of a) an amino 
acid sequence selected from the group consisting of SEQ ID NO: 1-107, b) a naturally occurring 

30 amino acid sequence having at least 90% sequence identity to an amino acid sequence selected from 
the group consisting of SEQ ID NO: 1-107, c) a biologically active fragment of an amino acid 
sequence selected from the group consisting of SEQ ID NO: 1-107, and d) an immunogenic fragment 
of an amino acid sequence selected -from the group consisting of SEQ ID NO: 1-107. 

The invention further provides an isolated polynucleotide comprising a polynucleotide 

35 sequence selected from the group consisting of a) a polynucleotide sequence selected from the group 
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consisting of SEQ ID NO: 108-214, b) a naturally occurring polynucleotide sequence having at least 
90% sequence identity to a polynucleotide sequence selected from the group consisting of SEQ ID 
NO: 108-214, c) a polynucleotide sequence complementary to a), d) a polynucleotide sequence 
complementary to b), and e) an RNA equivalent of a)-d). In one alternative, the polynucleotide 
5 comprises at least 60 contiguous nucleotides. 

Additionally, the invention provides a method for detecting a target polynucleotide in a 
sample, said target polynucleotide having a sequence of a polynucleotide comprising a polynucleotide 
sequence selected from the group consisting of a) a polynucleotide sequence selected from the group 
consisting of SEQ ID NO: 108-214, b) a naturally occurring polynucleotide sequence having at least 

10 90% sequence identity to a polynucleotide sequence selected from the group consisting of SEQ ID 
NO:108-214, c) a polynucleotide sequence complementary to a), d) a polynucleotide sequence 
complementary to b), and e) an RNA equivalent of a)-d). The method comprises a) hybridizing the 
sample with a probe comprising at least 20 contiguous nucleotides comprising a sequence 
complementary to said target polynucleotide in the sample, and which probe specifically hybridizes to 

15 said target polynucleotide, under conditions whereby a hybridization complex is formed between said 
probe and said target polynucleotide or fragments thereof, and b) detecting the presence or absence of 
said hybridization complex, and optionally, if present, the amount thereof. In one alternative, the 
probe comprises at least 60 contiguous nucleotides. 

The invention further provides a method for detecting a target polynucleotide in a sample, 

20 said target polynucleotide having a sequence of a polynucleotide comprising a polynucleotide 

sequence selected from the group consisting of a) a polynucleotide sequence selected from the group 
consisting of SEQ ID NO: 108-214, b) a naturally occurring polynucleotide sequence having at least 
90% sequence identity to a polynucleotide sequence selected from the group consisting of SEQ ID 
NO: 108-214, c) a polynucleotide sequence complementary to a), d) a polynucleotide sequence 

25 complementary to b), and e) an RNA equivalent of a)-d). The method comprises a) amplifying said 
target polynucleotide or fragment thereof using polymerase chain reaction amplification, and b) 
detecting the presence or absence of said amplified target polynucleotide or fragment thereof, and, 
optionally, if present, the amount thereof. 

The invention further provides a composition comprising an effective amount of a 

30 polypeptide comprising an amino acid sequence selected from the group consisting of a) an amino 
acid sequence selected from the group consisting of SEQ ID NO: 1-107, b) a naturally occurring 
amino acid sequence having at least 90% sequence identity to an amino acid sequence selected from 
_ the group consisting of SEQ ID NO: 1-107, c) a biologically active fragment of an amino acid 

sequence selected from the group consisting of SEQ ID NO: 1-107, and d) an immunogenic fragment 

35 of an amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, and a 
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phaimaceutically acceptable excipient. In one embodiment, the composition comprises an amino acid 
sequence selected from the group consisting of SEQ ID NO: 1-107. The invention additionally 
provides a method of treating a disease or condition associated with decreased expression of 
functional TRFX, comprising administering to a patient in need of such treatment the composition. 
5 The invention also provides a method for screening a compound for effectiveness as an 

agonist of a polypeptide comprising an amino acid sequence selected from the group consisting of a) 
an amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, b) a naturally 
occurring amino acid sequence having at least 90% sequence identity to an amino acid sequence 
selected from the group consisting of SEQ ID NO:1-107, c) a biologically active fragment of an 

10 amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, and d) an 

immunogenic fragment of an amino acid sequence selected from the group consisting of SEQ ID 
NO: 1-107. The method comprises a) exposing a sample comprising the polypeptide to a compound, 
and b) detecting agonist activity in the sample. In one alternative, the invention provides a 
composition comprising an agonist compound identified by the method and a pharmaceutically 

15 acceptable excipient. In another alternative, the invention provides a method of treating a disease or 
condition associated with decreased expression of functional TRFX, comprising administering to a 
patient in need of such treatment the composition. 

Additionally, the invention provides a method for screening a compound for effectiveness as 
an antagonist of a polypeptide comprising an amino acid sequence selected from the group consisting 

20 of a) an amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, b) a naturally 
occurring amino acid sequence having at least 90% sequence identity to an amino acid sequence 
selected from the group consisting of SEQ ID NO: 1-107, c) a biologically active fragment of an 
amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, and d) an 
immunogenic fragment of an amino acid sequence selected from the group consisting of SEQ ID 

25 NO: 1-107. The method comprises a) exposing a sample comprising the polypeptide to a compound, 
and b) detecting antagonist activity in the sample. In one alternative, the invention provides a 
composition comprising' an antagonist compound identified by the method and a pharmaceutically 
acceptable excipient. In another alternative, the invention provides a method of treating a disease or 
condition associated with overexpression of functional TRFX, comprising administering to a patient 

30 in need of such treatment the composition. 

The invention further provides a method of screening for a compound that specifically binds 
to a polypeptide comprising an amino acid sequence selected from the group consisting of a) an 
amino acid sequence selected from the group consisting of SEQ ID NO:1-107, b) a naturally 
occurring amino acid sequence having at least 90% sequence identity to an amino acid sequence 
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selected from the group consisting of SEQ ID NO: 1-107, c) a biologically active fragment of an 
amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, and d) an 
immunogenic fragment of an amino acid sequence selected from the group consisting of SEQ ID 
NO: 1-107. The method comprises a) combining the polypeptide with at least one test compound 
5 under suitable conditions, and b) detecting binding of the polypeptide to the test compound, thereby 
identifying a compound that specifically binds to the polypeptide. 

The invention further provides a method of screening for a compound that modulates the 
activity of a polypeptide comprising an amino acid sequence selected from the group consisting of a) 
an amino acid sequence selected from the group consisting of SEQ ED NO: 1-107, b) a naturally 

10 occurring amino acid sequence having at least 90% sequence identity to an amino acid sequence 
selected from the group consisting of SEQ ID NO:1-107, c) a biologically active fragment of an 
amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, and d) an 
immunogenic fragment of an amino acid sequence selected from the group consisting of SEQ ID 
NO:1-107. The method comprises a) combining the polypeptide with at least one test compound 

15 under conditions permissive for the activity of the polypeptide, b) assessing the activity of the 

polypeptide in the presence of the test compound, and c) comparing the activity of the polypeptide in 
the presence of the test compound with the activity of the polypeptide in the absence of the test 
compound, wherein a change in the activity of the polypeptide in the presence of the test compound is 
indicative of a compound that modulates the activity of the polypeptide. 

20 The invention further provides a method for screening a compound for effectiveness in 

altering expression of a target polynucleotide, wherein said target polynucleotide comprises a 
sequence selected from the group consisting of SEQ ID NO: 108-214, the method comprising a) 
exposing a sample comprising the target polynucleotide to a compound, and b) detecting altered 
expression of the target polynucleotide. 

25 The invention further provides a method for assessing toxicity of a test compound, said 

method comprising a) treating a biological sample containing nucleic acids with the test compound; 
b) hybridizing the nucleic acids of the treated biological sample with a probe comprising at least 20 
contiguous nucleotides of a polynucleotide comprising a polynucleotide sequence selected from the 
group consisting of i) a polynucleotide sequence selected from the group consisting of SEQ ID 

30 NO:108-214, ii) a naturally occurring polynucleotide sequence having at least 90% sequence identity 
to a polynucleotide sequence selected from the group consisting of SEQ ID NO:108-214, iii) a 
polynucleotide sequence complementary to i), iv) a polynucleotide sequence complementary to ii), 
and v) an RN A: equivalent of i)-iv). Hybridization occurs under conditions whereby a specific 
hybridization complex is formed between said probe and a target polynucleotide in the biological 
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sample, said target polynucleotide comprising a polynucleotide sequence selected from the group 
consisting of i) a polynucleotide sequence selected from the group consisting of SEQ ID NO: 108- 
214, ii) a naturally occurring polynucleotide sequence having at least 90% sequence identity to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO:108-214, iii) a 

5 polynucleotide sequence complementary to i), iv) a polynucleotide sequence complementary to ii), 
and v) an RNA equivalent of i)-iv). Alternatively, the target polynucleotide comprises a fragment of 
a polynucleotide sequence selected from the group consisting of i)-v) above; c) quantifying the 
amount of hybridization complex; and d) comparing the amount of hybridization complex in the 
treated biological sample with the amount of hybridization complex in an untreated biological 

10 sample, wherein a difference in the amount of hybridization complex in the treated biological sample 
is indicative of toxicity of the test compound. 

BRIEF DESCRIPTION OF THE TABLES 

Table 1 shows polypeptide and nucleotide sequence identification numbers (SEQ ID NOs), 
15 clone identification numbers (clone IDs), cDNA libraries, and cDNA fragments used to assemble full- 
length sequences encoding TRFX. 

Table 2 shows features of each polypeptide sequence, including potential motifs, homologous 
sequences, and methods, algorithms, and searchable databases used for analysis of TRFX; 

Table 3 shows the tissue-specific expression patterns of each nucleic acid sequence as 
20 determined by northern analysis; diseases, disorders, or conditions associated with these tissues; and 
the vector into which each cDNA was cloned. 

Table 4 describes the tissues used to construct the cDNA libraries from which cDNA clones 
encoding TRFX were isolated. 

Table 5 shows the tools, programs, and algorithms used to analyze the polynucleotides and 
25 polypeptides of the invention, along with applicable descriptions, references, and threshold 
parameters. 

DESCRIPTION OF THE INVENTION 

Before the present proteins, nucleotide sequences, and methods are described, it is understood 
30 that this invention is not limited to the particular machines, materials and methods described, as these 
may vary. It is also to be understood that the terminology used herein is for the purpose of describing 
particular embodiments only, and is not intended to limit the scope of the present invention which 

will be limited only by the appended claims. — 

It must be noted that as used herein and in the appended claims, the singular forms "a," "an," 
35 and "the" include plural reference unless the context clearly dictates otherwise. Thus, for example, a 
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reference to "a host cell" includes a plurality of such host cells, and a reference to "an antibody" is a 
reference to one or more antibodies and equivalents thereof known to those skilled in the art, and so 
forth. 

Unless defined otherwise, all technical and scientific terms used herein have the same 
5 meanings as commonly understood by one of ordinary skill in the art to which this invention belongs. 
Although any machines, materials, and methods similar or equivalent to those described herein can be 
used to practice or test the present invention, the preferred machines, materials and methods are now 
described. All publications mentioned herein are cited for the purpose of describing and disclosing 
the cell lines, protocols, reagents and vectors which are reported in the publications and which might 
10 be used in connection with the invention. Nothing herein is to be construed as an admission that the 
invention is not entitled to antedate such disclosure by virtue of prior invention. 
DEFINITIONS 

"TRFX" refers to the amino acid sequences of substantially purified TRFX obtained from 
any species, particularly a mammalian species, including bovine, ovine, porcine, murine, equine, and 

15 human, and from any source, whether natural, synthetic, semi-synthetic, or recombinant. 

The term "agonist" refers to a molecule which intensifies or mimics the biological activity of 
TRFX. Agonists may include proteins, nucleic acids, carbohydrates, small molecules, or any other 
compound or composition which modulates the activity of TRFX either by directly interacting with 
TRFX or by acting on components of the biological pathway in which TRFX participates. 

20 An "allelic variant" is an alternative form of the gene encoding TRFX. Allelic variants may 

result from at least one mutation in the nucleic acid sequence and may result in altered mRNAs or in 
polypeptides whose structure or function may or may not be altered. A gene may have none, one, or 
many allelic variants of its naturally occurring form. Common mutational changes which give rise to 
allelic variants are generally ascribed to natural deletions, additions, or substitutions of nucleotides. 

25 Each of these types of changes may occur alone, or in combination with the others, one or more times 
in a given sequence. 

"Altered" nucleic acid sequences encoding TRFX include those sequences with deletions, 
insertions, or substitutions of different nucleotides, resulting in a polypeptide the same as TRFX or a 
polypeptide with at least one functional characteristic of TRFX. Included within this definition are 
30 polymorphisms which may or may not be readily detectable using a particular oligonucleotide probe 
of the polynucleotide encoding TRFX, and improper or unexpected hybridization to allelic variants, 
with a locus other than the normal chromosomal locus for the polynucleotide sequence encoding 
— -TRFX. The encoded protein may also be "alteredr^and may contain deletions, insertions, or - 
substitutions of amino acid residues which produce a silent change and result in a functionally 
35 equivalent TRFX. Deliberate amino acid substitutions may be made on the basis of similarity in 
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polarity, charge, solubility, hydrophobicity, hydrophilicity, and/or the amphipathic nature of the 
residues, as long as the biological or immunological activity of TRFX is retained. For example, 
negatively charged amino acids may include aspartic acid and glutamic acid, and positively charged 
amino acids may include lysine and arginine. Amino acids with uncharged polar side chains having 
5 similar hydrophilicity values may include: asparagine and glutamine; and serine and threonine. 
Amino acids with uncharged side chains having similar hydrophilicity values may include: leucine, 
isoleucine, and valine; glycine and alanine; and phenylalanine and tyrosine. 

The terms "amino acid" and "amino acid sequence" refer to an oligopeptide, peptide, 
polypeptide, or protein sequence, or a fragment of any of these, and to naturally occurring or synthetic 
10 molecules. Where "amino acid sequence" is recited to refer to a sequence of a naturally occurring 
protein molecule, "amino acid sequence" and like terms are not meant to limit the amino acid 
sequence to the complete native amino acid sequence associated with the recited protein molecule. 

"Amplification" relates to the production of additional copies of a nucleic acid sequence. 
Amplification is generally carried out using polymerase chain reaction (PCR) technologies well 
15 known in the art. 

The term "antagonist" refers to a molecule which inhibits or attenuates the biological activity 
of TRFX. Antagonists may include proteins such as antibodies, nucleic acids, carbohydrates, small 
molecules, or any other compound or composition which modulates the activity of TRFX either by 
directly interacting with TRFX or by acting on components of the biological pathway in which TRFX 
20 participates. 

The term "antibody" refers to intact immunoglobulin molecules as well as to fragments 
thereof, such as Fab, F(ab% and Fv fragments, which are capable of binding an epitopic determinant. 
Antibodies that bind TRFX polypeptides can be prepared using intact polypeptides or using 
fragments containing small peptides of interest as the immunizing antigen. The polypeptide or 
25 oligopeptide used to immunize an animal (e.g., a mouse, a rat, or a rabbit) can be derived from the 
translation of RNA, or synthesized chemically, and can be conjugated to a carrier protein if desired. 
Commonly used carriers that are chemically coupled to peptides include bovine serum albumin, 
thyroglobulin, and keyhole limpet hemocyanin (KLH). The coupled peptide is then used to immunize 
the animal. 

30 The term "antigenic determinant" refers to that region of a molecule (i.e., an epitope) that 

makes contact with a particular antibody. When a protein or a fragment of a protein is used to 
immunize a host animal, numerous regions of the protein may induce the production of antibodies 
which bind specifically to antigenic determinants (particular regions or three-dimensional structures 
on the protein). An antigenic determinant may compete with the intact antigen (i.e., the immunogen 

35 used to elicit the immune response) for binding to an antibody. 
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The term "antisense" refers to any composition capable of base-pairing with the "sense" 
(coding) strand of a specific nucleic acid sequence. Antisense compositions may include DNA; 
RNA; peptide nucleic acid (PNA); oligonucleotides having modified backbone linkages such as 
phosphorothioates, methylphosphonates, or benzylphosphonates; oligonucleotides having modified 
5 sugar groups such as 2-methoxyethyl sugars or 2-methoxyethoxy sugars; or oligonucleotides having 
modified bases such as 5-methyl cytosine, 2'-deoxyuracil, or 7-deaza-2'-deoxyguanosine. Antisense 
molecules may be produced by any method including chemical synthesis or transcription. Once 
introduced into a cell, the complementary antisense molecule base-pairs with a naturally occurring 
nucleic acid sequence produced by the cell to form duplexes which block either transcription or 

10 translation. The designation "negative" or "minus" can refer to the antisense strand, and the 
designation "positive" or "plus" can refer to the sense strand of a reference DNA molecule. 

The term "biologically active" refers to a protein having structural, regulatory, or biochemical 
functions of a naturally occurring molecule. Likewise, "immunologically active" or "immunogenic" 
refers to the capability of the natural, recombinant, or synthetic TRFX, or of any oligopeptide thereof, 

15 to induce a specific immune response in appropriate animals or cells and to bind with specific 
antibodies. 

"Complementary" describes the relationship between two single-stranded nucleic acid 
sequences that anneal by base-pairing. For example, 5 , -AGT~3 t pairs with its complement, 
3'-TCA-5\ 

20 A "composition comprising a given polynucleotide sequence" and a "composition comprising 

a given amino acid sequence" refer broadly to any composition containing the given polynucleotide 
or amino acid sequence. The composition may comprise a dry formulation or an aqueous solution. 
Compositions comprising polynucleotide sequences encoding TRFX or fragments of TRFX may be 
employed as hybridization probes. The probes may be stored in freeze-dried form and may be 

25 associated with a stabilizing agent such as a carbohydrate. In hybridizations, the probe may be 
deployed in an aqueous solution containing salts (e.g., NaCl), detergents (e.g., sodium dodecyl 
sulfate; SDS), and other components (e.g., Denhardt's solution, dry milk, salmon sperm DNA, etc.). 

"Consensus sequence" refers to a nucleic acid sequence which has been subjected to repeated 
DNA sequence analysis to resolve uncalled bases, extended using the XL-PCR kit (Applied 

30 Biosystems, Foster City CA) in the 5' and/or the 3' direction, and resequenced, or which has been 
assembled from one or more overlapping cDNA, EST, or genomic DNA fragments using a computer 
program for fragment assembly, such as the GEL VIEW fragment assembly system (GCG, Madison 
WT) or Phrap (University of Washington, Seattle WA)^ Some sequences have been both extended and 
assembled to produce the consensus sequence. 

35 "Conservative amino acid substitutions" are those substitutions that are predicted to least 
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interfere with the properties of the original protein, i.e., the structure and especially the function of 
the protein is conserved and not significantly changed by such substitutions. The table below shows 
amino acids which may be substituted for an original amino acid in a protein and which are regarded 
as conservative amino acid substitutions. 



5 


Original Residue 


Conservative Substitution 




Ala 


Gly, Ser 




Arg 


His, Lys 




Asn 


Asp, Gin, His 




Asp 


Asn, Glu 


10 


Cys 


Ala, Ser 




Gin 


Asn, Glu, His 




Glu 


Asp, Gin, His 




Gly 


Ala 




His 


Asn, Arg, Gin, Glu 


15 


He 


Leu, Val 




Leu 


He, Val 




Lys 


Arg, Gin, Glu 




Met 


Leu, lie 




Phe 


His, Met, Leu, Trp, Tyr 


20 


Ser 


Cys, Thr 




Thr 


Ser, Val 




Trp 


Phe, Tyr 




Tyr 


His, Phe, Tip 




Val 


lie, Leu, Thr 



25 



Conservative amino acid substitutions generally maintain (a) the structure of the polypeptide 
backbone in the area of the substitution, for example, as a beta sheet or alpha helical conformation, 
(b) the charge or hydrophobicity of the molecule at the site of the substitution, and/or (c) the bulk of 
the side chain. 

30 A "deletion" refers to a change in the amino acid or nucleotide sequence that results in the 

absence of one or more amino acid residues or nucleotides. 

The term "derivative" refers to a chemically modified polynucleotide or polypeptide. 
Chemical modifications of a polynucleotide sequence can include, for example, replacement of 
hydrogen by an alkyl, acyl, hydroxyl, or amino group. A derivative polynucleotide encodes a 

35 polypeptide which retains at least one biological or immunological function of the natural molecule. 
A derivative polypeptide is one modified by glycosylation, pegylation, or any similar process that 
retains at least one biological or immunological function of the polypeptide from which it was 
derived. 

A "detectable label" refers to a reporter molecule or enzyme that is capable of generating a 
40 measurable signal and is covalently or noncovalently joined to a polynucleotide or polypeptide. 

A "fragment" is a unique portion of TRFX or the polynucleotide encoding TRFX which is 
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identical in sequence to but shorter in length than the parent sequence. A fragment may comprise up 
to the entire length of the defined sequence, minus one nucleotide/amino acid residue. For example, 
a fragment may comprise from 5 to 1000 contiguous nucleotides or amino acid residues. A fragment 
used as a probe, primer, antigen, therapeutic molecule, or for other purposes, may be at least 5, 10, 
5 15, 16, 20, 25, 30, 40, 50, 60, 75, 100, 150, 250 or at least 500 contiguous nucleotides or amino acid 
residues in length. Fragments may be preferentially selected from certain regions of a molecule. For 
example, a polypeptide fragment may comprise a certain length of contiguous amino acids selected 
from the first 250 or 500 amino acids (or first 25% or 50% of a polypeptide) as shown in a certain 
defined sequence. Clearly these lengths are exemplary, and any length that is supported by the 
10 specification, including the Sequence Listing, tables, and figures, may be encompassed by the present 
embodiments. 

A fragment of SEQ ID NO: 108-214 comprises a region of unique polynucleotide sequence 
that specifically identifies SEQ ID NO: 108-214, for example, as distinct from any other sequence in 
the genome from which the fragment was obtained. A fragment of SEQ ID NO: 108-214 is useful, for 
15 example, in hybridization and amplification technologies and in analogous methods that distinguish 
SEQ ID NO: 108-2 14 from related polynucleotide sequences. The precise length of a fragment of 
SEQ ID NO:108-214 and the region of SEQ ID NO: 108-214 to which the fragment corresponds are 
routinely determinable by one of ordinary skill in the art based on the intended purpose for the 
fragment. 

20 A fragment of SEQ ID NO: 1-107 is encoded by a fragment of SEQ ID NO:108-214. A 

fragment of SEQ ID NO: 1-107 comprises a region of unique amino acid sequence that specifically 
identifies SEQ ID NO:1-107. For example, a fragment of SEQ ID NO:1-107 is useful as an 
immunogenic peptide for the development of antibodies that specifically recognize SEQ ID NO:l- 
107. The precise length of a fragment of SEQ ID NO: 1-107 and the region of SEQ ID NO: 1-107 to 

25 which the fragment corresponds are routinely determinable by one of ordinary skill in the art based 
on the intended purpose for the fragment. 

A "full-length" polynucleotide sequence is one containing at least a translation initiation 
codon (e.g., methionine) followed by an open reading frame and a translation termination codon. A 
"full-length" polynucleotide sequence encodes a "full-length" polypeptide sequence. 

30 "Homology" refers to sequence similarity or, interchangeably, sequence identity, between 

two or more polynucleotide sequences or two or more polypeptide sequences. 

The terms "percent identity" and "% identity," as applied to polynucleotide sequences, refer 
to the percentage of residueTnatches betweenat least two polynucleotide sequences aligned using a 
standardized algorithm. Such an algorithm may insert, in a standardized and reproducible way, gaps 

35 in the sequences being compared in order to optimize alignment between two sequences, and 
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therefore achieve a more meaningful comparison of the two sequences. 

Percent identity between polynucleotide sequences may be determined using the default 
parameters of the CLUSTAL V algorithm as incorporated into the MEGALIGN version 3.12e 
sequence alignment program. This program is part of the LASERGENE software package, a suite of 
5 molecular biological analysis programs (DNASTAR, Madison WI). CLUSTAL V is described in 
Higgins, D.G. and P.M. Sharp (1989) CABIOS 5:151-153 and in Higgins, D.G. et al. (1992) CABIOS 
8:189-191. For pairwise alignments of polynucleotide sequences, the default parameters are set as 
follows: Ktuple=2, gap penalty=5, window=4, and "diagonals saved"=4. The "weighted" residue 
weight table is selected as the default. Percent identity is reported by CLUSTAL V as the "percent 
10 similarity" between aligned polynucleotide sequences. 

Alternatively, a suite of commonly used and freely available sequence comparison algorithms 
is provided by the National Center for Biotechnology Information (NCB1) Basic Local Alignment 
Search Tool (BLAST) (Altschul, S.F. et al. (1990) J. Mol. Biol. 215:403-410), which is available 
from several sources, including the NCBI, Bethesda, MD, and on the Internet at 
15 http://www.ncbi.nlm.nih.gov/BLAST/. The BLAST software suite includes various sequence 
analysis programs including "blastn," that is used to align a known polynucleotide sequence with 
other polynucleotide sequences from a variety of databases. Also available is a tool called "BLAST 2 
Sequences" that is used for direct pairwise comparison of two nucleotide sequences. "BLAST 2 
Sequences" can be accessed and used interactively at http://www.ncbi.nlm.nih.gov/gorf/bl2.html. 
20 The "BLAST 2 Sequences" tool can be used for both blastn and blastp (discussed below). BLAST 
programs are commonly used with gap and other parameters set to default settings. For example, to 
compare two nucleotide sequences, one may use blastn with the "BLAST 2 Sequences" tool Version 
2.0.12 (April-21-2000) set at default parameters. Such default parameters may be, for example: 

Matrix: BLOSUM62 
25 Reward for match: 1 

Penalty for mismatch: -2 

Open Gap: 5 and Extension Gap: 2 penalties 

Gap x drop-off: 50 

Expect: 10 
30 Word Size: 11 

Filter: on 

Percent identity may be measured over the length of an entire defined sequence, for example, 
as defined by a particular SEQ ID number, or may be measured over a shorter lengthrfor examplep - 
over the length of a fragment taken from a larger, defined sequence, for instance, a fragment of at 
35 least 20, at least 30, at least 40, at least 50, at least 70, at least 100, or at least 200 contiguous 
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nucleotides. Such lengths are exemplary only, and it is understood that any fragment length 
supported by the sequences shown herein, in the tables, figures, or Sequence Listing, may be used to 
describe a length over which percentage identity may be measured. 

Nucleic acid sequences that do not show a high degree of identity may nevertheless encode 
5 similar amino acid sequences due to the degeneracy of the genetic code. It is understood that changes 
in a nucleic acid sequence can be made using this degeneracy to produce multiple nucleic acid 
sequences that all encode substantially the same protein. 

The phrases "percent identity" and "% identity," as applied to polypeptide sequences, refer to 
the percentage of residue matches between at least two polypeptide sequences aligned using a 
10 standardized algorithm. Methods of polypeptide sequence alignment are well-known. Some 
alignment methods take into account conservative amino acid substitutions. Such conservative 
substitutions, explained in more detail above, generally preserve the charge and hydrophobicity at the 
site of substitution, thus preserving the structure (and therefore function) of the polypeptide. 
Percent identity between polypeptide sequences may be determined using the default 
15 parameters of the CLUSTAL V algorithm as incorporated into the MEGALIGN version 3.12e 
sequence alignment program (described and referenced above). For pairwise alignments of 
polypeptide sequences using CLUSTAL V, the default parameters are set as follows: Ktuple=l, gap 
penalty=3, window=5, and "diagonals saved"=5. The PAM250 matrix is selected as the default 
residue weight table. As with polynucleotide alignments, the percent identity is reported by 
20 CLUSTAL V as the "percent similarity" between aligned polypeptide sequence pairs. 

Alternatively the NCBI BLAST software suite may be used. For example, for a pairwise 
comparison of two polypeptide sequences, one may use the "BLAST 2 Sequences" tool Version 
2.0.12 (Apr-21-2000) with blastp set at default parameters. Such default parameters may be, for 
example: 
25 Matrix: BLOSUM62 

Open Gap: 11 and Extension Gap: 1 penalties 
Gap x drop-off: 50 
Expect: 10 
Word Size: 3 
30 Filter: on 

Percent identity may be measured over the length of an entire defined polypeptide sequence, 
for example, as defined by a particular SEQ ID number, or may be measured over a shorter length, for 
- example, over the length of a fragment taken from a larger, rdefined polypeptide sequence, for^ 
instance, a fragment of at least 15, at least 20, at least 30, at least 40, at least 50, at least 70 or at least 
35 150 contiguous residues. Such lengths are exemplary only, and it is understood that any fragment 
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length supported by the sequences shown herein, in the tables, figures or Sequence Listing, may be 
used to describe a length over which percentage identity may be measured. 

"Human artificial chromosomes" (HACs) are linear microchromosomes which may contain 
DNA sequences of about 6 kb to 10 Mb in size, and which contain all of the elements required for 
5 chromosome replication, segregation and maintenance. 

The term "humanized antibody" refers to an antibody molecule in which the amino acid 
sequence in the non-antigen binding regions has been altered so that the antibody more closely 
resembles a human antibody, and still retains its original binding ability. 

"Hybridization" refers to the process by which a polynucleotide strand anneals with a 

10 complementary strand through base pairing under defined hybridization conditions. Specific 

hybridization is an indication that two nucleic acid sequences share a high degree of complementarity. 
Specific hybridization complexes form under permissive annealing conditions and remain hybridized 
after the "washing" step(s). The washing step(s) is particularly important in determining the 
stringency of the hybridization process, with more stringent conditions allowing less non-specific 

15 binding, i.e., binding between pairs of nucleic acid strands that are not perfectly matched. Permissive 
conditions for annealing of nucleic acid sequences are routinely determinable by one of ordinary skill 
in the art and may be consistent among hybridization experiments, whereas wash conditions may be 
varied among experiments to achieve the desired stringency, and therefore hybridization specificity. 
Permissive annealing conditions occur, for example, at 68°C in the presence of about 6 x SSC, about 

20 1% (w/v) SDS, and about 100 ug/ml sheared, denatured salmon sperm DNA. 

Generally, stringency of hybridization is expressed, in part, with reference to the temperature 
under which the wash step is carried out. Such wash temperatures are typically selected to be about 
5°C to 20°C lower than the thermal melting point (TJ for the specific sequence at a defined ionic 
strength and pH. The T m is the temperature (under defined ionic strength and pH) at which 50% of 

25 the target sequence hybridizes to a perfectly matched probe. An equation for calculating T ra and 
conditions for nucleic acid hybridization are well known and can be found in Sambrook, J. et al., 
1989, Molecular Cloning: A Laboratory Manual 2 nd ed., vol. 1-3, Cold Spring Harbor Press, 
Plainview NY; specifically see volume 2, chapter 9. 

High stringency conditions for hybridization between polynucleotides of the present 

30 invention include wash conditions of 68°C in the presence of about 0.2 x SSC and about 0.1% SDS, 
for 1 hour. Alternatively, temperatures of about 65°C, 60°C, 55°C, or 42°C may be used. SSC 
concentration may be varied from about 0.1 to 2 x SSC, with SDS being present at about 0.1%. 
Typicallyvblocking reagents are used to block non-specific hybridization. Such blocking reagents 
include, for instance, sheared and denatured salmon sperm DNA at about 100-200 ug/ml. Organic 
* 35 solvent, such as formamide at a concentration of about 35-50% v/v, may also be used under particular 
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circumstances, such as for RNA:DNA hybridizations. Useful variations on these wash conditions 
will be readily apparent to those of ordinary skill in the art. Hybridization, particularly under high 
stringency conditions, may be suggestive of evolutionary similarity between the nucleotides. Such 
similarity is strongly indicative of a similar role for the nucleotides and their encoded polypeptides. 
5 The term "hybridization complex" refers to a complex formed between two nucleic acid 

sequences by virtue of the formation of hydrogen bonds between complementary bases. A 
hybridization complex may be formed in solution (e.g., C 0 t or Rot analysis) or formed between one 
nucleic acid sequence present in solution and another nucleic acid sequence immobilized on a solid 
support (e.g., paper, membranes, filters, chips, pins or glass slides, or any other appropriate substrate 
10 to which cells or their nucleic acids have been fixed). 

The words "insertion" and "addition" refer to changes in an amino acid or nucleotide 
sequence resulting in the addition of one or more amino acid residues or nucleotides, respectively. 

"Immune response" can refer to conditions associated with inflammation, trauma, immune 
disorders, or infectious or genetic disease, etc. These conditions can be characterized by expression 
15 of various factors, e.g., cytokines, chernokines, and other signaling molecules, which may affect 
cellular and systemic defense systems. 

An "immunogenic fragment" is a polypeptide or oligopeptide fragment of TRFX which is 
capable of eliciting an immune response when introduced into a living organism, for example, a 
mammal. The term "immunogenic fragment" also includes any polypeptide or oligopeptide fragment 
20 of TRFX which is useful in any of the antibody production methods disclosed herein or known in the 
art. 

The term "microarray" refers to an arrangement of a plurality of polynucleotides, 
polypeptides, or other chemical compounds on a substrate. 

The terms "element" and "array element" refer to a polynucleotide, polypeptide, or other 
25 chemical compound having a unique and defined position on a microarray. 

The term "modulate" refers to a change in the activity of TRFX. For example, modulation 
may cause an increase or a decrease in protein activity, binding characteristics, or any other 
biological, functional, or immunological properties of TRFX. 

The phrases "nucleic acid" and "nucleic acid sequence" refer to a nucleotide, oligonucleotide, 
30 polynucleotide, or any fragment thereof. These phrases also refer to DNA or RNA of genomic or 
synthetic origin which may be single-stranded or double-stranded and may represent the sense or the 
antisense strand, to peptide nucleic acid (PNA), or to any DNA-like or RNA-like material. 

. — ^Operably-linked-refers-tO'the-situarion-in which a-first nucleic-acid sequenceas placed-in-a'- - 

functional relationship with a second nucleic acid sequence. For instance, a promoter is operably 
35 linked to a coding sequence if the promoter affects the transcription or expression of the coding 
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sequence. Operably linked DNA sequences may be in close proximity or contiguous and, where 
necessary to join two protein coding regions, in the same reading frame. 

"Peptide nucleic acid" (PNA) refers to an antisense molecule or anti-gene agent which 
comprises an oligonucleotide of at least about 5 nucleotides in length linked to a peptide backbone of 
5 amino acid residues ending in lysine. The terminal lysine confers solubility to the composition. 
PNAs preferentially bind complementary single stranded DNA or RNA and stop transcript 
elongation, and may be pegylated to extend their lifespan in the cell. 

"Post-translational modification" of an TRFX may involve lipidation, glycosylation, 
phosphorylation, acetylation, racemization, proteolytic cleavage, and other modifications known in 

10 the art. These processes may occur synthetically or biochemically. Biochemical modifications will 
vary by cell type depending on the enzymatic milieu of TRFX. 

"Probe" refers to nucleic acid sequences encoding TRFX, their complements, or fragments 
thereof, which are used to detect identical, allelic or related nucleic acid sequences. Probes are 
isolated oligonucleotides or polynucleotides attached to a detectable label or reporter molecule. 

15 Typical labels include radioactive isotopes, iigands, chemiluminescent agents, and enzymes. 

"Primers" are short nucleic acids, usually DNA oligonucleotides, which may be annealed to a target 
polynucleotide by complementary base-pairing. The primer may then be extended along the target 
DNA strand by a DNA polymerase enzyme. Primer pairs can be used for amplification (and 
identification) of a nucleic acid sequence, e.g., by the polymerase chain reaction (PCR). 

20 Probes and primers as used in the present invention typically comprise at least 15 contiguous 

nucleotides of a known sequence. La order to enhance specificity, longer probes and primers may also 
be employed, such as probes and primers that comprise at least 20, 25, 30, 40, 50, 60, 70, 80, 90, 100, 
or at least 150 consecutive nucleotides of the disclosed nucleic acid sequences. Probes and primers 
may be considerably longer than these examples, and it is understood that any length supported by the 

25 specification, including the tables, figures, and Sequence Listing, may be used. 

Methods for preparing and using probes and primers are described in the references, for 
example Sambrook, J. et al. (1989) Molecular Cloning: A Laboratory Manual . 2 nd ed., vol. 1-3, Cold 
Spring Harbor Press, Plainview NY; Ausubel, F.M. et al. (1987) Current Protocols in Molecular 
Biology , Greene Publ. Assoc. & Wiley-Intersciences, New York NY; Innis, M. et al. (1990) PCR 

30 Protocols. A Guide to Methods and Applications. Academic Press, San Diego CA. PCR primer pairs 
can be derived from a known sequence, for example, by using computer programs intended for that 
purpose such as Primer (Version 0.5, 1991, Whitehead Institute for Biomedical Research, Cambridge 
MA). 

Oligonucleotides for use as primers are selected using software known in the art for such 
35 purpose. For example, OLIGO 4.06 software is useful for the selection of PCR primer pairs of up to 
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100 nucleotides each, and for the analysis of oligonucleotides and larger polynucleotides of up to 
5,000 nucleotides from an input polynucleotide sequence of up to 32 kilobases. Similar primer 
selection programs have incorporated additional features for expanded capabilities. For example, the 
PrimOU primer selection program (available to the public from the Genome Center at University of 
5 Texas South West Medical Center, Dallas TX) is capable of choosing specific primers from 

megabase sequences and is thus useful for designing primers on a genome-wide scope. The Primer3 
primer selection program (available to the public from the Whitehead Institute/MIT Center for 
Genome Research, Cambridge MA) allows the user to input a "mispriraing library," in which 
sequences to avoid as primer binding sites are user-specified. Primer3 is useful, in particular, for the 

10 selection of oligonucleotides for microarrays. (The source code for the latter two primer selection 
programs may also be obtained from their respective sources and modified to meet the user's specific 
needs.) The PrimeGen program (available to the public from the UK Human Genome Mapping 
Project Resource Centre, Cambridge UK) designs primers based on multiple sequence alignments, 
thereby allowing selection of primers that hybridize to either the most conserved or least conserved 

15 regions of aligned nucleic acid sequences. Hence, this program is useful for identification of both 
unique and conserved oligonucleotides and polynucleotide fragments. The oligonucleotides and 
polynucleotide fragments identified by any of the above selection methods are useful in hybridization 
technologies, for example, as PCR or sequencing primers, microarray elements, or specific probes to 
identify fully or partially complementary polynucleotides in a sample of nucleic acids. Methods of 

20 oligonucleotide selection are not limited to those described above. 

A "recombinant nucleic acid" is a sequence that is not naturally occurring or has a sequence 
that is made by an artificial combination of two or more otherwise separated segments of sequence. 
This artificial combination is often accomplished by chemical synthesis or, more commonly, by the 
artificial manipulation of isolated segments of nucleic acids, e.g., by genetic engineering techniques 

25 such as those described in Sambrook, supra . The term recombinant includes nucleic acids that have 
been altered solely by addition, substitution, or deletion of a portion of the nucleic acid. Frequently, a 
recombinant nucleic acid may include a nucleic acid sequence operably linked to a promoter 
sequence. Such a recombinant nucleic acid may be part of a vector that is used, for example, to 
transform a cell. 

30 Alternatively, such recombinant nucleic acids may be part of a viral vector, e.g., based on a 

vaccinia virus, that could be use to vaccinate a mammal wherein the recombinant nucleic acid is 
expressed, inducing a protective immunological response in the mammal. 

A-regulatory element" refers to a nucleic acid sequence usually derived from untranslated 
regions of a gene and includes enhancers, promoters, introns, and 5 1 and 3' untranslated regions 

35 (UTRs). Regulatory elements interact with host or viral proteins which control transcription, 
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translation, or RNA stability. 

"Reporter molecules" are chemical or biochemical moieties used for labeling a nucleic acid, 
amino acid, or antibody. Reporter molecules include radionuclides; enzymes; fluorescent, 
chemiluminescent, or chromogenic agents; substrates; cofactors; inhibitors; magnetic particles; and 
5 other moieties known in the art. 

An "RNA equivalent," in reference to a DNA sequence, is composed of the same linear 
sequence of nucleotides as the reference DNA sequence with the exception that all occurrences of the 
nitrogenous base thymine are replaced with uracil, and the sugar backbone is composed of ribose 
instead of deoxyribose. 

10 The term "sample" is used in its broadest sense. A sample suspected of containing nucleic 

acids encoding TRFX, or fragments thereof, or TRFX itself, may comprise a bodily fluid; an extract 
from a cell, chromosome, organelle, or membrane isolated from a cell; a cell; genomic DNA, RNA, or 
cDNA, in solution or bound to a substrate; a tissue; a tissue print; etc. 

The terms "specific binding" and "specifically binding" refer to that interaction between a 

15 protein or peptide and an agonist, an antibody, an antagonist, a small molecule, or any natural or 
synthetic binding composition. The interaction is dependent upon the presence of a particular 
structure of the protein, e.g., the antigenic determinant or epitope, recognized by the binding 
molecule. For example, if an antibody is specific for epitope "A," the presence of a polypeptide 
comprising the epitope A, or the presence of free unlabeled A, in a reaction containing free labeled A 

20 and the antibody will reduce the amount of labeled A that binds to the antibody. 

The term "substantially purified" refers to nucleic acid or amino acid sequences that are 
removed from their natural environment and are isolated or separated, and are at least 60% free, 
preferably at least 75% free, and most preferably at least 90% free from other components with which 
they are naturally associated. 

25 A "substitution" refers to the replacement of one or more amino acid residues or nucleotides 

by different amino acid residues or nucleotides, respectively. 

"Substrate" refers to any suitable rigid or semi-rigid support including membranes, filters, 
chips, slides, wafers, fibers, magnetic or nonmagnetic beads, gels, tubing, plates, polymers, 
microparticles and capillaries. The substrate can have a variety of surface forms, such as wells, 

30 trenches, pins, channels and pores, to which polynucleotides or polypeptides are bound. 

A "transcript image" refers to the collective pattern of gene expression by a particular cell 
type or tissue under given conditions at a given time. 

"Transformation" describes a process by which exogenous DNA is introduced into a recipient - 
cell. Transformation may occur under natural or artificial conditions according to various methods 

35 well known in the art, and may rely on any known method for the insertion of foreign nucleic acid 
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sequences into a prokaryotic or eukaryotic host cell. The method for transformation is selected based 
on the type of host cell being transformed and may include, but is not limited to, bacteriophage or 
viral infection, electroporation, heat shock, lipofection, and particle bombardment. The term 
"transformed" cells includes stably transformed cells in which the inserted DNA is capable of 
5 replication either as an autonomously replicating plasmid or as part of the host chromosome, as well 
as transiently transformed cells which express the inserted DNA or RNA for limited periods of time. 

A "transgenic organism," as used herein, is any organism, including but not limited to 
animals and plants, in which one or more of the cells of the organism contains heterologous nucleic 
acid introduced by way of human intervention, such as by transgenic techniques well known in the 

10 art. The nucleic acid is introduced into the cell, directly or indirectly by introduction into a precursor 
of the cell, by way of deliberate genetic manipulation, such as by microinjection or by infection with 
a recombinant virus. The term genetic manipulation does not include classical cross-breeding, or m 
vitro fertilization, but rather is directed to the introduction of a recombinant DNA molecule. The 
transgenic organisms contemplated in accordance with the present invention include bacteria, 

15 cyanobacteria, fungi, plants, and animals. The isolated DNA of the present invention can be 
introduced into the host by methods known in the art, for example infection, transfection, 
transformation or transconjugation. Techniques for transferring the DNA of the present invention 
into such organisms are widely known and provided in references such as Sambrook, J. et al. (1989), 
supra . 

20 A "variant" of a particular nucleic acid sequence is defined as a nucleic acid sequence having 

at least 40% sequence identity to the particular nucleic acid sequence over a certain length of one of 
the nucleic acid sequences using blastn with the "BLAST 2 Sequences" tool Version 2.0.9 (May-07- 
1999) set at default parameters. Such a pair of nucleic acids may show, for example, at least 50%, at 
least 60%, at least 70%, at least 80%, at least 85%, at least 90%, at least 95% or at least 98% or 

25 greater sequence identity over a certain defined length. A variant may be described as, for example, 
an "allelic" (as defined above), "splice," "species," or "polymorphic" variant. A splice variant may 
have significant identity to a reference molecule, but will generally have a greater or lesser number of 
polynucleotides due to alternative splicing of exons during mRNA processing. The corresponding 
polypeptide may possess additional functional domains or lack domains that are present in the 

30 reference molecule. Species variants are polynucleotide sequences that vary from one species to 
another. The resulting polypeptides generally will have significant amino acid identity relative to 
each other. A polymorphic variant is a variation in the polynucleotide sequence of a particular gene 
between individuals of a given species. Polymorphic variants also may encompass "single nucleotide 
polymorphisms" (SNPs) in which the polynucleotide sequence varies by one nucleotide base. The 

35 presence of SNPs may be indicative of, for example, a certain population, a disease state, or a 
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propensity for a disease state. 

A "variant" of a particular polypeptide sequence is defined as a polypeptide sequence having 
at least 40% sequence identity to the particular polypeptide sequence over a certain length of one of 
the polypeptide sequences using blastp with the "BLAST 2 Sequences" tool Version 2.0.9 (May-07- 
5 1999) set at default parameters. Such a pair of polypeptides may show, for example, at least 50%, at 
least 60%, at least 70%, at least 80%, at least 90%, at least 95%, or at least 98% or greater sequence 
identity over a certain defined length of one of the polypeptides. 
THE INVENTION 

The invention is based on the discovery of new human transcription factors (TRFX), the 
10 polynucleotides encoding TRFX, and the use of these compositions for the diagnosis, treatment, or 
prevention of cell proliferative, autoimmune/inflammatory, neurological, and developmental 
disorders. 

Table 1 lists the Incyte clones used to assemble full length nucleotide sequences encoding 
TRFX. Columns 1 and 2 show the sequence identification numbers (SEQ ID NOs) of the polypeptide 

15 and nucleotide sequences, respectively. Column 3 shows the clone IDs of the Incyte clones in which 
nucleic acids encoding each TRFX were identified, and column 4 shows the cDNA libraries from 
which these clones were isolated. Column 5 shows Incyte clones and their corresponding cDNA 
libraries. Clones for which cDNA libraries are not indicated were derived from pooled cDNA 
libraries. In some cases, GenBank sequence identifiers are also shown in column 5. The Incyte clones 

20 and GenBank cDNA sequences, where indicated, in column 5 were used to assemble the consensus 
nucleotide sequence of each TRFX and are useful as fragments in hybridization technologies. 

The columns of Table 2 show various properties of each of the polypeptides of the invention: 
column 1 references the SEQ ID NO and Incyte clone ID of each polypeptide; column 2 shows the 
number of amino acid residues in each polypeptide; column 3 shows potential phosphorylation sites; 

25 column 4 shows potential glycosylation sites; column 5 shows the amino acid residues comprising 
signature sequences and motifs; column 6 shows homologous sequences as identified by BLAST 
analysis along with relevant citations, all of which are expressly incorporated by reference herein in 
their entirety; and column 7 shows analytical methods and in some cases, searchable databases to 
which the analytical methods were applied. The methods of column 7 were used to characterize each 

30 polypeptide through sequence homology and protein motifs. 

The columns of Table 3 show the tissue-specificity and diseases, disorders, or conditions 
associated with nucleotide sequences encoding TRFX. The first column of Table 3 lists the 
nucleotide SEQ ID NOs and Incyte Clone IDs— Fragments of these polynucleotides are useful, for 
example, in hybridization or amplification technologies to identify SEQ ID NO: 108-214 and to 

35 distinguish between SEQ ID NO: 108-214 and related polynucleotide sequences. The polypeptides 
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encoded by these fragments are useful, for example, as immunogenic peptides. Column 2 lists tissue 
categories which express TRFX as a fraction of total tissues expressing TRFX. Column 3 lists 
diseases, disorders, or conditions associated with those tissues expressing TRFX as a fraction of total 
tissues expressing TRFX. Column 4 lists the vectors used to subclone each cDNA library. 
5 The columns of Table 4 show descriptions of the tissues used to construct the cDNA libraries 

from which cDNA clones encoding TRFX were isolated. Column 1 references the nucleotide SEQ 
ID NOs and Licyte Clone IDs, column 2 shows the cDNA libraries from which these clones were 
isolated, and column 3 shows the tissue origins and other descriptive information relevant to the 
cDNA libraries in column 2. 
10 SEQ ID NO:l 1 1 maps to chromosome 6 within the interval from 89.4 to 96.1 centiMorgans. 

SEQ ID NO: 114 maps to chromosome 6 within the interval from 42.0 to 44.9 centiMorgans. 

SEQ ID NO: 117 maps to chromosome 13 within the interval from 95.9 to 112.7 
centiMorgans. 

SEQ ID NO:122 maps to chromosome 3 within the interval from 55.4 to 63.3 centiMorgans. 
15 SEQ ID NO: 123 maps to chromosome 7 within the interval from 149.6 to 159.0 

centiMorgans. 

SEQ ID NO: 125 maps to chromosome 15 within the interval from 45.5 to 58.8 centiMorgans. 
SEQ ID NO:130 maps to chromosome 1 within the interval from 152.2 to 156.1 
centiMorgans. 

20 SEQ ID NO:132 maps to chromosome 1 within the interval from 36.2 to 54.2 centiMorgans. 

SEQ ID NO: 133 maps to chromosome 19 within the interval from 41.7 to 49.4 centiMorgans. 
SEQ ID NO: 134 maps to chromosome 17 within the interval from 99.3 to 104.7 
centiMorgans. 

SEQ ID NO:136 maps to chromosome 16 within the interval from 119.2 centiMorgans to the 
25 q-terminus. 

SEQ ID NO: 138 maps to chromosome 19 within the interval from 60.9 to 61.4 centiMorgans. 
SEQ ID NO: 145 maps to chromosome 2 within the interval from 190.8 to 196.8 
centiMorgans and to chromosome 10 within the interval from 68.7 to 72.5 centiMorgans. 

SEQ ID NO: 149 maps to chromosome 3 within the interval from the p terminus to 16.5 
30 centiMorgans. 

SEQ ID NO: 152 maps to chromosome 19 within the interval from 35.5 to 49.4 centiMorgans 
and to chromosome 7 within the interval from 100.5 to 114.5 centiMorgans and to chromosome 7 
within the intervals from 67.6 to 69.3 centiMorgans and 83.8 centiMorgans and the q-terminus. 

SEQ ID NO: 153 maps to chromosome 16 within the interval from 65.6 to 72.6 centiMorgans. 
35 SEQ ID NO: 156 maps to chromosome 20 within the interval from 65.5 to 79.0 centiMorgans. 
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SEQ ID NO: 159 maps to chromosome 18 within the interval from 40.4 to 49.7 centiMorgans. 
SEQ ID NO: 168 maps to chromosome 23 within the interval from 112.8 to 139.4 
centiMorgans. 

SEQ ID NO: 179 maps to chromosome 11 within the interval from 16.7 to 24.7 centiMorgans. 
5 SEQ ID NO: 180 maps to chromosome 16 within the interval from 33.3 to 42.7 centiMorgans 

SEQ ID NO: 184 maps to chromosome 2 within the interval from 190.5 to 196.8 
centiMorgans and within the interval from the p terminus to 16.4 centiMorgans. 

SEQ ID NO: 185 maps to chromosome 9 within the interval from 20.4 to 27.8 centiMorgans 
and from the p terminus to 33.3 centiMorgans. 
10 SEQ ID NO: 196 maps to chromosome 1 within the interval from 57.2 to 57.5 centiMorgans. 

SEQ ID NO: 197 maps to chromosome 19 within the interval from 60.9 to 61.4 centiMorgans. 
SEQ ID NO: 199 maps to chromosome 13 within the interval from 77.1 to 86.9 centiMorgans 
and to chromosome 2 within the interval from 51.2 to 51.8 centiMorgans. 

SEQ ID NO:201 maps to chromosome 22 within the interval from 22.2 to 40.2 centiMorgans. 
15 SEQ ID NO:204 maps to chromosome 5 within the interval from 132.8 to 141.4 

centiMorgans. 

SEQ ID NO:208 maps to chromosome 13 within the interval from 37.3 to 45.8 centiMorgans 
and to chromosome 19 within the interval from 58.1 to 58.7 centiMorgans. 

SEQ ID NO:212 maps to chromosome 19 within the interval from the p terminus to 35.5 
20 centiMorgans and to chromosome 20 within the interval from 50.2 to 53.6. 

SEQ ID NO:213 maps to chromosome 6 within the interval from the p terminus to 14.2 
centiMorgans. 

The invention also encompasses TRFX variants. A preferred TRFX variant is one which has 
at least about 80%, or alternatively at least about 90%, or even at least about 95% amino acid 
25 sequence identity to the TRFX amino acid sequence, and which contains at least one functional or 
structural characteristic of TRFX. 

The invention also encompasses polynucleotides which encode TRFX. In a particular 
embodiment, the invention encompasses a polynucleotide sequence comprising a sequence selected 
from the group consisting of SEQ ID NO: 108-214, which encodes TRFX. The polynucleotide 
30 sequences of SEQ ID NO: 108-214, as presented in the Sequence Listing, embrace the equivalent 
RNA sequences, wherein occurrences of the nitrogenous base thymine are replaced with uracil, and 
the sugar backbone is composed of ribose instead of deoxyribose. 

The invention also encompasses a variant of a polynucleotide sequence encoding TRFX. In 
particular, such a variant polynucleotide sequence will have at least about 70%, or alternatively at 
35 least about 85%, or even at least about 95% polynucleotide sequence identity to the polynucleotide 
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sequence encoding TRFX. A particular aspect of the invention encompasses a variant of a 
polynucleotide sequence comprising a sequence selected from the group consisting of SEQ ID 
NO: 108-214 which has at least about 70%, or alternatively at least about 85%, or even at least about 
95% polynucleotide sequence identity to a nucleic acid sequence selected from the group consisting 
5 of SEQ ID NO: 108-214. Any one of the polynucleotide variants described above can encode an 
amino acid sequence which contains at least one functional or structural characteristic of TRFX. 

It will be appreciated by those skilled in the art that as a result of the degeneracy of the 
genetic code, a multitude of polynucleotide sequences encoding TRFX, some bearing minimal 
similarity to the polynucleotide sequences of any known and naturally occurring gene, may be 

10 produced. Thus, the invention contemplates each and every possible variation of polynucleotide 
sequence that could be made by selecting combinations based on possible codon choices. These 
combinations are made in accordance with the standard triplet genetic code as applied to the 
polynucleotide sequence of naturally occurring TRFX, and all such variations are to be considered as 
being specifically disclosed. 

15 Although nucleotide sequences which encode TRFX and its variants are generally capable of 

hybridizing to the nucleotide sequence of the naturally occurring TRFX under appropriately selected 
conditions of stringency, it may be advantageous to produce nucleotide sequences encoding TRFX or 
its derivatives possessing a substantially different codon usage, e.g., inclusion of non-naturally 
occurring codons. Codons may be selected to increase the rate at which expression of the peptide 

20 occurs in a particular prokaryotic or eukaryotic host in accordance with the frequency with which 
particular codons are utilized by the host. Other reasons for substantially altering the nucleotide 
sequence encoding TRFX and its derivatives without altering the encoded amino acid sequences 
include the production of RNA transcripts having more desirable properties, such as a greater 
half-life, than transcripts produced from the naturally occurring sequence. 

25 - The invention also encompasses production of DNA sequences which encode TRFX and 
TRFX derivatives, or fragments thereof, entirely by synthetic chemistry. After production, the 
synthetic sequence may be inserted into any of the many available expression vectors and cell 
systems using reagents well known in the art. Moreover, synthetic chemistry may be used to 
introduce mutations into a sequence encoding TRFX or any fragment thereof. 

30 Also encompassed by the invention are polynucleotide sequences that are capable of 

hybridizing to the claimed polynucleotide sequences, and, in particular, to those shown in SEQ ID 
NO: 108-214 and fragments thereof under various conditions of stringency. (See, e.g., Wahl, G.M. 
and S.L. Berger_(1987) Methods Enzymol. 152:399-407; Kimmel r A.R. (1987) Methods Enzymol. 
152:507-511.) Hybridization conditions, including annealing and wash conditions, are described in 

35 "Definitions." 
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Methods for DNA sequencing are well known in the art and may be used to practice any of 
the embodiments of the invention. The methods may employ such enzymes as the Klenow fragment 
of DNA polymerase I, SEQUENASE (US Biochemical, Cleveland OH), Taq polymerase (Applied 
Biosystems, Foster City CA), thermostable T7 polymerase (Amersham Pharmacia Biotech, 
5 Piscataway NJ), or combinations of polymerases and proofreading exonucleases such as those found 
in the ELONGASE amplification system (Life Technologies, Gaithersburg MD). Preferably, 
sequence preparation is automated with machines such as the MICROLAB 2200 liquid transfer 
system (Hamilton, Reno NV), PTC200 thermal cycler (MJ Research, Watertown MA) and ABI 
CATALYST 800 thermal cycler (Applied Biosystems). Sequencing is then carried out using either 

10 the ABI 373 or 377 DNA sequencing system (Applied Biosystems), the MEGABACE 1000 DNA 
sequencing system (Molecular Dynamics, Sunnyvale CA), or other systems known in the art. The 
resulting sequences are analyzed using a variety of algorithms which are well known in the art. (See, 
e.g., Ausubel, F.M. (1997) Short Protocols in Molecular Biology , John Wiley & Sons, New York NY, 
unit 7.7; Meyers, R.A. (1995) Molecular Biology and Biotechnology , Wiley VCH, New York NY, pp. 

15 856-853.) 

> The nucleic acid sequences encoding TRFX may be extended utilizing a partial nucleotide 
sequence and employing various PCR-based methods known in the art to detect upstream sequences, 
such as promoters and regulatory elements. For example, one method which may be employed, 
restriction-site PCR, uses universal and nested primers to amplify unknown sequence from genomic 

20 DNA within a cloning vector. (See, e.g., Sarkar, G. (1993) PCR Methods Applic. 2:318-322.) 

Another method, inverse PCR, uses primers that extend in divergent directions to amplify unknown 
sequence from a circularized template. The template is derived from restriction fragments comprising 
a known genomic locus and surrounding sequences. (See, e.g., Triglia, T. et al. (1988) Nucleic Acids 
Res. 16:8186.) A third method, capture PCR, involves PCR amplification of DNA fragments 

25 adjacent to known sequences in human and yeast artificial chromosome DNA. (See, e.g., Lagerstrom, 
M. et al. (1991) PCR Methods Applic. 1:111-119.) In this method, multiple restriction enzyme 
digestions and ligations may be used to insert an engineered double-stranded sequence into a region 
of unknown sequence before performing PCR. Other methods which may be used to retrieve 
unknown sequences are known in the art. (See, e.g., Parker, J.D. et al. (1991) Nucleic Acids Res. 

30 19:3055-3060). Additionally, one may use PCR, nested primers, and PROMOTERFENDER libraries 
(Clontech, Palo Alto CA) to walk genomic DNA. This procedure avoids the need to screen libraries 
and is useful in finding intron/exon junctions. For all PCR-based methods, primers may be designed 

- — — using commercially available softwarcrsuch as 0LIG0 4;06Primer Analysis-software (National— — 

Biosciences, Plymouth MN) or another appropriate program, to be about 22 to 30 nucleotides in 

35 length, to have a GC content of about 50% or more, and to anneal to the template at temperatures of 
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about 68°C to 72°C. 

When screening for full-length cDNAs, it is preferable to use libraries that have been 
size-selected to include larger cDNAs. In addition, random-primed libraries, which often include 
sequences containing the 5' regions of genes, are preferable for situations in which an oligo d(T) 
5 library does not yield a full-length cDNA. Genomic libraries may be useful for extension of sequence 
into 5' non-transcribed regulatory regions. 

Capillary electrophoresis systems which are commercially available may be used to analyze 
the size or confirm the nucleotide sequence of sequencing or PCR products. In particular, capillary 
sequencing may employ flowable polymers for electrophoretic separation, four different nucleotide- 

10 specific, laser-stimulated fluorescent dyes, and a charge coupled device camera for detection of the 
emitted wavelengths. Output/light intensity may be converted to electrical signal using appropriate 
software (e.g., GENOTYPER and SEQUENCE NAVIGATOR, Applied Biosystems), and the entire 
process from loading of samples to computer analysis and electronic data display may be computer 
controlled. Capillary electrophoresis is especially preferable for sequencing small DNA fragments 

15 which may be present in limited amounts in a particular sample. 

In another embodiment of the invention, polynucleotide sequences or fragments thereof 
which encode TRFX may be cloned in recombinant DNA molecules that direct expression of TRFX, 
or fragments or functional equivalents thereof, in appropriate host cells. Due to the inherent 
degeneracy of the genetic code, other DNA sequences which encode substantially the same or a 

20 functionally equivalent amino acid sequence may be produced and used to express TRFX. 

The nucleotide sequences of the present invention can be engineered using methods generally 
known in the art in order to alter TRFX-encoding sequences for a variety of purposes including, but 
not limited to, modification of the cloning, processing, and/or expression of the gene product. DNA 
shuffling by random fragmentation and PCR reassembly of gene fragments and synthetic 

25 oligonucleotides may be used to engineer the nucleotide sequences. For example, oligonucleotide- 
mediated site-directed mutagenesis may be used to introduce mutations that create new restriction 
sites, alter glycosylation patterns, change codon preference, produce splice variants, and so forth. 

The nucleotides of the present invention may be subjected to DNA shuffling techniques such 
as MOLECULARBREEDING (Maxygen Inc., Santa Clara CA; described in U.S. Patent Number 

30 5,837,458; Chang, C.-C. et al. (1999) Nat. Biotechnol. 17:793-797; Christians, F.C. et al. (1999) Nat. 
Biotechnol. 17:259-264; and Crameri, A. et al. (1996) Nat. Biotechnol. 14:315-319) to alter or 
improve the biological properties of TRFX, such as its biological or enzymatic activity or its ability 
to bind to other molecules or compounds. DNA shuffling is a process by which a library of gene 
variants is produced using PCR-mediated recombination of gene fragments. The library is then 

35 subjected to selection or screening procedures that identify those gene variants with the desired 
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properties. These preferred variants may then be pooled and further subjected to recursive rounds of 
DNA shuffling and selection/screening. Thus, genetic diversity is created through "artificial" 
breeding and rapid molecular evolution. For example, fragments of a single gene containing random 
point mutations may be recombined, screened, and then reshuffled until the desired properties are 
5 optimized. Alternatively, fragments of a given gene may be recombined with fragments of 
homologous genes in the same gene family, either from the same or different species, thereby 
maximizing the genetic diversity of multiple naturally occurring genes in a directed and controllable 
manner. 

In another embodiment, sequences encoding TRFX may be synthesized, in whole or in part, 

10 using chemical methods well known in the art. (See, e.g., Caruthers, M.H. et al. (1980) Nucleic Acids 
Symp. Ser. 7:215-223; Horn, T. et al. (1980) Nucleic Acids Symp. Ser. 7:225-232.) Alternatively, 
TRFX itself or a fragment thereof may be synthesized using chemical methods. For example, peptide 
synthesis can be performed using various solution-phase or solid-phase techniques. (See, e.g., 
Creighton, T. (1984) Proteins, Structures and Molecular Properties , WH Freeman, New York NY, pp. 

15 55-60; and Roberge, J.Y. et al. (1995) Science 269:202-204.) Automated synthesis may be achieved 
using the ABI 431 A peptide synthesizer (Applied Biosystems). Additionally, the amino acid 
sequence of TRFX, or any part thereof, may be altered during direct synthesis and/or combined with 
sequences from other proteins, or any part thereof, to produce a variant polypeptide or a polypeptide 
having a sequence of a naturally occurring polypeptide. 

20 The peptide may be substantially purified by preparative high performance liquid 

chromatography. (See, e.g., Chiez, R.M. and F.Z. Regnier (1990) Methods Enzymol. 182:392-421.) 
The composition of the synthetic peptides may be confirmed by amino acid analysis or by 
sequencing, (See, e.g., Creighton, supra , pp. 28-53.) 

In order to express a biologically active TRFX, the nucleotide sequences encoding TRFX or 

25 derivatives thereof may be inserted into an appropriate expression vector, i.e., a vector which contains 
the necessary elements for transcriptional and translation^ control of the inserted coding sequence in 
a suitable host. These elements include regulatory sequences, such as enhancers, constitutive and 
inducible promoters, and 5' and 3* untranslated regions in the vector and in polynucleotide sequences 
encoding TRFX. Such elements may vary in their strength and specificity. Specific initiation signals 

30 may also be used to achieve more efficient translation of sequences encoding TRFX. Such signals 
include the ATG initiation codon and adjacent sequences, e.g. the Kozak sequence. In cases where 
sequences encoding TRFX and its initiation codon and upstream regulatory sequences are inserted 
into the appropriate expression vector, no additional transcriptional or translation^ control signals 
may be needed. However, in cases where only coding sequence, or a fragment thereof, is inserted, 

35 exogenous translational control signals including an in-frame ATG initiation codon should be 
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provided by the vector. Exogenous translational elements and initiation codons may be of various 
origins, both natural and synthetic. The efficiency of expression may be enhanced by the inclusion of 
enhancers appropriate for the particular host cell system used. (See, e.g., Scharf, D. et al. (1994) 
Results Probl. Cell Differ. 20: 125-162.) 

5 Methods which are well known to those skilled in the art may be used to construct expression 

vectors containing sequences encoding TRFX and appropriate transcriptional and translational 
control elements. These methods include in vitro recombinant DNA techniques, synthetic techniques, 
and in vivo genetic recombination. (See, e.g., Sambrook, J. et al. (1989) Molecular Cloning, A 
Laboratory Manual. Cold Spring Harbor Press, Plainview NY, ch. 4, 8, and 16-17; Ausubel, F.M. et 

10 al. (1995) Current Protocols in Molecular Biology. John Wiley & Sons, New York NY, ch. 9, 13, and 
16.) 

A variety of expression vector/host systems may be utilized to contain and express sequences 
encoding TRFX. These include, but are not limited to, microorganisms such as bacteria transformed 
with recombinant bacteriophage, plasmid, or cosmid DNA expression vectors; yeast transformed with 

15 yeast expression vectors; insect cell systems infected with viral expression vectors (e.g., baculovirus); 
plant cell systems transformed with viral expression vectors (e.g., cauliflower mosaic virus, CaMV, 
or tobacco mosaic virus, TMV) or with bacterial expression vectors (e.g., Ti or pBR322 plasmids); or 
animal cell systems. (See, e.g., Sambrook, supra ; Ausubel, supra ; Van Heeke, G. and S.M. Schuster 
(1989) J. Biol. Chem. 264:5503-5509; Bitter, G.A. et al. (1987) Methods Enzymol. 153:516-544; 

20 Scorer, C.A. et al. (1994) Bio/Technology 12:181-184; Engelhard, E.K. et al. (1994) Proc. Natl. 
Acad. Sci. USA 91:3224-3227; Sandig, V. et al. (1996) Hum. Gene Then 7:1937-1945; Takamatsu, 
N. (1987) EMBO J. 6:307-311; Coruzzi, G. et al. (1984) EMBO J. 3:1671-1680; Broglie, R. et al. 
(1984) Science 224:838-843; Winter, J. et al. (1991) Results Probl. Cell Differ. 17:85-105; The 
McGraw Hill Yearbook of Science and Technology (1992) McGraw Hill, New York NY, pp. 

25 191-196; Logan, J. and T. Shenk (1984) Proc. Natl. Acad. Sci. USA 81:3655-3659; and Harrington, 
J J. et al. (1997) Nat. Genet. 15:345-355.) Expression vectors derived from retroviruses, 
adenoviruses, or herpes or vaccinia viruses, or from various bacterial plasmids, may be used for 
delivery of nucleotide sequences to the targeted organ, tissue, or cell population. (See, e.g., Di 
Nicola, M. et al. (1998) Cancer Gen. Ther. 5(6):350-356; Yu, M. et al. (1993) Proc, Natl. Acad. Sci. 

30 USA 90(13):6340-6344; Buller, R.M. et al. (1985) Nature 317(6040):813-815; McGregor, D.P. et al. 
(1994) Mol. Immunol. 31(3):219-226; and Verma, I.M. and N. Somia (1997) Nature 389:239-242.) 
The invention is not limited by the host cell employed. 

- In bacterial systems, a number of cloning and expression vectors may be selected depending 
upon the use intended for polynucleotide sequences encoding TRFX. For example, routine cloning, 

35 subcloning, and propagation of polynucleotide sequences encoding TRFX can be achieved using a 
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multifunctional E. coli vector such as PBLUESCRIPT (Stratagene, La Jolla CA) or PSPORT1 
plasmid (Life Technologies). Ligation of sequences encoding TRFX into the vector's multiple 
cloning site disrupts the lacL gene, allowing a colorimetric screening procedure for identification of 
transformed bacteria containing recombinant molecules. In addition, these vectors may be useful for 
5 in vitro transcription, dideoxy sequencing, single strand rescue with helper phage, and creation of 
nested deletions in the cloned sequence. (See, e.g., Van Heeke, G. and S.M. Schuster (1989) J. Biol. 
Chem. 264:5503-5509.) When large quantities of TRFX are needed, e.g. for the production of 
antibodies, vectors which direct high level expression of TRFX may be used. For example, vectors 
containing the strong, inducible T5 or T7 bacteriophage promoter may be used. 

10 Yeast expression systems may be used for production of TRFX. A number of vectors 

containing constitutive or inducible promoters, such as alpha factor, alcohol oxidase, and PGH 
promoters, may be used in the yeast Saccharomvces cerevisiae or Pichia pastoris . In addition, such 
vectors direct either the secretion or intracellular retention of expressed proteins and enable 
integration of foreign sequences into the host genome for stable propagation. (See, e.g., Ausubel, 

15 1995, supra ; Bitter, supra : and Scorer, supra .) 

Plant systems may also be used for expression of TRFX. Transcription of sequences 
encoding TRFX may be driven viral promoters, e.g., the 35S and 19S promoters of CaMV used alone 
or in combination with the omega leader sequence from TMV (Takamatsu, N. (1987) EMBO J. 
6:307-31 1). Alternatively, plant promoters such as the small subunit of RUBISCO or heat shock 

20 promoters may be used. (See, e.g., Coruzzi, supra ; Broglie, supra ; and Winter, supra .) These 
constructs can be introduced into plant cells by direct DNA transformation or pathogen-mediated 
transfection. (See, e.g., The McGraw Hill Yearbook of Science and Technology (1992) McGraw 
Hill, New York NY, pp. 19M96.) 

In mammalian cells, a number of viral-based expression systems may be utilized. In cases 

25 where an adenovirus is used as an expression vector, sequences encoding TRFX may be ligated into 
an adenovirus transcription/translation complex consisting of the late promoter and tripartite leader 
sequence. Insertion in a non-essential El or E3 region of the viral genome may be used to obtain 
infective virus which expresses TRFX in host cells. (See, e.g., Logan, J. and T. Shenk (1984) Proc. 
Natl. Acad. Sci. USA 81:3655-3659.) In addition, transcription enhancers, such as the Rous sarcoma 

30 virus (RS V) enhancer, may be used to increase expression in mammalian host cells. SV40 or EB V- 
based vectors may also be used for high-level protein expression. 

Human artificial chromosomes (HACs) may also be employed to deliver larger fragments of 
DNA than can be contained in and expressed from a plasmid. HACs of about 6 kb to 10 Mb are 
constructed and delivered via conventional delivery methods (liposomes, polycationic amino 

35 polymers, or vesicles) for therapeutic purposes. (See, e.g., Harrington, J J. et al. (1997) Nat. Genet. 
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15:345-355.) 

For long term production of recombinant proteins in mammalian systems, stable expression 
of TRFX in cell lines is preferred. For example, sequences encoding TRFX can be transformed into 
cell lines using expression vectors which may contain viral origins of replication and/or endogenous 
5 expression elements and a selectable marker gene on the same or on a separate vector. Following the 
introduction of the vector, cells may be allowed to grow for about 1 to 2 days in enriched media 
before being switched to selective media. The purpose of the selectable marker is to confer resistance 
to a selective agent, and its presence allows growth and recovery of cells which successfully express 
the introduced sequences. Resistant clones of stably transformed cells may be propagated using 

10 tissue culture techniques appropriate to the cell type. 

Any number of selection systems may be used to recover transformed cell lines. These 
include, but are not limited to, the herpes simplex virus thymidine kinase and adenine 
phosphoribosyltransferase genes, for use in tic and apf cells, respectively. (See, e.g., Wigler, M. et 
al. (1977) Cell 11:223-232; Lowy, I. et al. (1980) Cell 22:817-823.) Also, antimetabolite, antibiotic, 

15 or herbicide resistance can be used as the basis for selection. For example, dhfr confers resistance to 
methotrexate; neo confers resistance to the aminoglycosides neomycin and G-418; and als and pat 
confer resistance to chlorsulfuron and phosphinotricin acetyltransferase, respectively. (See, e.g., 
Wigler, M. et al. (1980) Proc. Natl. Acad. Sci. USA 77:3567-3570; Colbere-Garapin, F. et al. (1981) 
J. Mol. Biol. 150:1-14.) Additional selectable genes have been described, e.g., trpB and hisD, which 

20 alter cellular requirements for metabolites. (See, e.g., Hartman, S.C. and R.C. Mulligan (1988) Proc. 
Natl. Acad. Sci. USA 85:8047-8051.) Visible markers, e.g., anthocyanins, green fluorescent proteins 
(GFP; Clontech), 6 glucuronidase and its substrate 6-glucuronide, or luciferase and its substrate 
luciferin may' be used. These markers can be used not only to identify transformants, but also to 
quantify the amount of transient or stable protein expression attributable to a specific vector system. 

25 (See, e.g., Rhodes, C.A. (1995) Methods Mol. Biol. 55:121-131.) 

Although the presence/absence of marker gene expression suggests that the gene of interest is 
also present, the presence and expression of the gene may need to be confirmed. For example, if the 
sequence encoding TRFX is inserted within a marker gene sequence, transformed cells containing 
sequences encoding TRFX can be identified by the absence of marker gene function. Alternatively, a 

30 marker gene can be placed in tandem with a sequence encoding TRFX under the control of a single 
promoter. Expression of the marker gene in response to induction or selection usually indicates 
expression of the tandem gene as well. 

_ In general,.host cells that contain the nucleic acid sequence encoding^TRFX and that express 
TRFX may be identified by a variety of procedures known to those of skill in the art. These 

35 procedures include, but are not limited to, DNA-DNA or DNA-RNA hybridizations, PCR 
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amplification, and protein bioassay or immunoassay techniques which include membrane, solution, or 
chip based technologies for the detection and/or quantification of nucleic acid or protein sequences. 

Immunological methods for detecting and measuring the expression of TRFX using either 
specific polyclonal or monoclonal antibodies are known in the art. Examples of such techniques 
5 include enzyme-linked immunosorbent assays (ELISAs), radioimmunoassays (RIAs), and 

fluorescence activated cell sorting (FACS). A two-site, monoclonal-based immunoassay utilizing 
monoclonal antibodies reactive to two non-interferii?^jpitopes on TRFX is preferred, but a 
competitive binding assay may be employed. These and other assays are well known in the art. (See, 
e.g., Hampton, R. et al. (1990) Serological Methods, a Laboratory Manual, APS Press, St. Paul MN, 
10 Sect. IV; Coligan, J.E. et al. (1997) Current Protocols in Immunology, Greene Pub. Associates and 
Wiley-Interscience, New York NY; and Pound, J.D. (1998) Immunochemical Protocols . Humana 
Press, Totowa NJ.) 

A wide variety of labels and conjugation techniques are known by those skilled in the art and 
may be used in various nucleic acid and amino acid assays. Means for producing labeled 

15 hybridization or PCR probes for detecting sequences related to polynucleotides encoding TRFX 

include oligolabeling, nick translation, end-labeling, or PCR amplification using a labeled nucleotide. 
Alternatively, the sequences encoding TRFX, or any fragments thereof, may be cloned into a vector 
for the production of an mRNA probe. Such vectors are known in the art, are commercially available, 
and may be used to synthesize RNA probes in vitro by addition of an appropriate RNA polymerase 

20 such as T7, T3, or SP6 and labeled nucleotides. These procedures may be conducted using a variety 
of commercially available kits, such as those provided by Amersham Pharmacia Biotech, Promega 
(Madison WI), and US Biochemical. Suitable reporter molecules or labels which may be used for 
ease of detection include radionuclides, enzymes, fluorescent, chemiluminescent, or chromogenic 
agents, as well as substrates, cofactors, inhibitors, magnetic particles, and the like. 

25 Host cells transformed with nucleotide sequences encoding TRFX may be cultured under 

conditions suitable for the expression and recovery of the protein from cell culture. The protein 
produced by a transformed cell may be secreted or retained intracellularly depending on the sequence 
and/or the vector used. As will be understood by those of skill in the art, expression vectors 
containing polynucleotides which encode TRFX may be designed to contain signal sequences which 

30 direct secretion of TRFX through a prokaryotic or eukaryotic cell membrane. 

In addition, a host cell strain may be chosen for its ability to modulate expression of the 
inserted sequences or to process the expressed protein in the desired fashion. Such modifications of 
the polypeptide include, but are not limited to, acetylation, carboxylation, glycosylation, 
phosphorylation, lipidation, and acylation. Post-translational processing which cleaves a "prepro" or 

35 "pro" form of the protein may also be used to specify protein targeting, folding, and/or activity. 
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Different host cells which have specific cellular machinery and characteristic mechanisms for 
post-translational activities (e.g., CHO, HeLa, MDCK, HEK293, and WB8) are available from the 
American Type Culture Collection (ATCC, Manassas VA) and may be chosen to ensure the correct 
modification and processing of the foreign protein. 
5 In another embodiment of the invention, natural, modified, or recombinant nucleic acid 

sequences encoding TRFX may be ligated to a heterologous sequence resulting in translation of a 
fusion protein in any of the aforementioned host systems. For example, a chimeric TRFX protein 
containing a heterologous moiety that can be recognized by a commercially available antibody may 
facilitate the screening of peptide libraries for inhibitors of TRFX activity. Heterologous protein and 

10 peptide moieties may also facilitate purification of fusion proteins using commercially available 
affinity matrices. Such moieties include, but are not limited to, glutathione S-transferase (GST), 
maltose binding protein (MBP), thioredoxin (Trx), calmodulin binding peptide (CBP), 6-His, FLAG, 
c-myc, and hemagglutinin (HA). GST, MBP, Trx, CBP, and 6-His enable purification of their 
cognate fusion proteins on immobilized glutathione, maltose, phenylarsine oxide, calmodulin, and 

15 metal-chelate resins, respectively. FLAG, c-myc, and hemagglutinin (HA) enable immunoaffinity 
purification of fusion proteins using commercially available monoclonal and polyclonal antibodies 
that specifically recognize these epitope tags. A fusion protein may also be engineered to contain a 
proteolytic cleavage site located between the TRFX encoding sequence and the heterologous protein 
sequence, so that TRFX may be cleaved away from the heterologous moiety following purification. 

20 Methods for fusion protein expression and purification are discussed in Ausubel (1995, supra , ch. 10). 
A variety of commercially available kits may also be used to facilitate expression and purification of 
fusion proteins. 

In a further embodiment of the invention, synthesis of radiolabeled TRFX may be achieved in 
vitro using the TNT rabbit reticulocyte lysate or wheat germ extract system (Promega). These 
25 systems couple transcription and translation of protein-coding sequences operably associated with the 
T7, T3, or SP6 promoters. Translation takes place in the presence of a radiolabeled amino acid 
precursor, for example, 35 S-methionine. 

TRFX of the present invention or fragments thereof may be used to screen for compounds 
that specifically bind to TRFX. At least one and up to a plurality of test compounds may be screened 
30 for specific binding to TRFX. Examples of test compounds include antibodies, oligonucleotides, 
proteins (e.g., receptors), or small molecules. 

In one embodiment, the compound thus identified is closely related to the natural ligand of 
— TRFX, e.g., a ligand or fragment thereof, a natural substrate, a structural or functional mimetic, or a — 

natural-binding partner. (See, e.g., Coligan, J.E. et al. (1991) Current Protocols in Immunology 1(2): 
35 Chapter 5.) Similarly, the compound can be closely related to the natural receptor to which TRFX 
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binds, or to at least a fragment of the receptor, e.g., the ligand binding site. In either case, the 
compound can be rationally designed using known techniques. In one embodiment, screening for 
these compounds involves producing appropriate cells which express TRFX, either as a secreted 
protein or on the cell membrane. Preferred cells include cells from mammals, yeast, Drosophila . or 

5 E. coli . Cells expressing TRFX or cell membrane fractions which contain TRFX are then contacted 
with a test compound and binding, stimulation, or inhibition of activity of either TRFX or the 
compound is analyzed. 

An assay may simply test binding of a test compound to the polypeptide, wherein binding is 
detected by a fluorophore, radioisotope, enzyme conjugate, or other detectable label For example, 

10 the assay may comprise the steps of combining at least one test compound with TRFX, either in 
solution or affixed to a solid support, and detecting the binding of TRFX to the compound. 
Alternatively, the assay may detect or measure binding of a test compound in the presence of a 
labeled competitor. Additionally, the assay may be carried out using cell-free preparations, chemical 
libraries, or natural product mixtures, and the test compound(s) may be free in solution or affixed to a 

15 solid support. 

TRFX of the present invention or fragments thereof may be used to screen for compounds 
that modulate the activity of TRFX. Such compounds may include agonists, antagonists, or partial or 
inverse agonists. In one embodiment, an assay is performed under conditions permissive for TRFX 
activity, wherein TRFX is combined with at least one test compound, and the activity of TRFX in the 

20 presence of a test compound is compared with the activity of TRFX in the absence of the test 

compound. A change in the activity of TRFX in the presence of the test compound is indicative of a 
compound that modulates the activity of TRFX. Alternatively, a test compound is combined with an 
in vitro or cell-free system comprising TRFX under conditions suitable for TRFX activity, and the 
assay is performed. In either of these assays, a test compound which modulates the activity of TRFX 

25 may do so indirectly and need not come in direct contact with the test compound. At least one and up 
to a plurality of test compounds may be screened. 

In another embodiment, polynucleotides encoding TRFX or their mammalian homologs may 
be "knocked out" in an animal model system using homologous recombination in embryonic stem 
(ES) cells. Such techniques are well known in the art and are useful for the generation of animal 

30 models of human disease. (See, e.g., U.S. Patent No. 5,175,383 and U.S. Patent No. 5,767,337.) For 
example, mouse ES cells, such as the mouse 129/SvJ cell line, are derived from the early mouse 
embryo and grown in culture. The ES cells are transformed with a vector containing the gene of 
~ interest disrupted by a marker gene, e.g^the neomycin phosphotransferase gene (neo; Capecchi, 
M.R. (1989) Science 244:1288-1292). The vector integrates into the corresponding region of the host 
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genome by homologous recombination. Alternatively, homologous recombination takes place using 
the Cre-loxP system to knockout a gene of interest in a tissue- or developmental stage-specific 
manner (Marth, J.D. (1996) Clin. Invest. 97:1999-2002; Wagner, K.U. et al. (1997) Nucleic Acids 
Res. 25:4323-4330). Transformed ES cells are identified and microinjected into mouse cell 
5 blastocysts such as those from the C57BL/6 mouse strain. The blastocysts are surgically transferred 
to pseudopregnant dams, and the resulting chimeric progeny are genotyped and bred to produce 
heterozygous or homozygous strains. Transgenic animals thus generated may be tested with potential 
therapeutic or toxic agents. 

Polynucleotides encoding TRFX may also be manipulated in vitro in ES cells derived from 

10 human blastocysts. Human ES cells have the potential to differentiate into at least eight separate cell 
lineages including endoderm, mesoderm, and ectodermal cell types. These cell lineages differentiate 
into, for example, neural cells, hematopoietic lineages, and cardiomyocytes (Thomson, J.A. et al. 
(1998) Science 282:1145-1147). 

Polynucleotides encoding TRFX can also be used to create "knockin" humanized animals 

15 (pigs) or transgenic animals (mice or rats) to model human disease. With knockin technology, a 

region of a polynucleotide encoding TRFX is injected into animal ES cells, and the injected sequence 
integrates into the animal cell genome. Transformed cells are injected into blastulae, and the 
blastulae are implanted as described above. Transgenic progeny or inbred lines are studied and 
treated with potential pharmaceutical agents to obtain information on treatment of a human disease. 

20 Alternatively, a mammal inbred to overexpress TRFX, e.g., by secreting TRFX in its milk, may also 
serve as a convenient source of that protein (Janne, J. et al. (1998) Biotechnol. Annu. Rev. 4:55-74). 
THERAPEUTICS 

Chemical and structural similarity, e.g., in the context of sequences and motifs, exists 
between regions of TRFX and transcription factors. In addition, the expression of TRFX is closely 

25 associated with reproductive, nervous, and hematopoeitic/immune tissues. Therefore, TRFX appears 
to play a role in cell proliferative, autoimmune/inflammatory, neurological, and developmental 
disorders. In the treatment of disorders associated with increased TRFX expression or activity, it is 
desirable to decrease the expression or activity of TRFX. In the treatment of disorders associated 
with decreased TRFX expression or activity, it is desirable to increase the expression or activity of 

30 TRFX. 

Therefore, in one embodiment, TRFX or a fragment or derivative thereof may be 
administered to a subject to treat or prevent a disorder associated with decreased expression or 
activity of TRFX. Examplesof such disorders include, but are not limited to, a cell proliferative 
disorder such as actinic keratosis, arteriosclerosis, atherosclerosis, bursitis, cirrhosis, hepatitis, mixed 
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connective tissue disease (MCTD), myelofibrosis, paroxysmal nocturnal hemoglobinuria, 
polycythemia vera, psoriasis, primary thrombocythemia, and cancers including adenocarcinoma, 
leukemia, lymphoma, melanoma, myeloma, sarcoma, teratocarcinoma, and, in particular, cancers of 
the adrenal gland, bladder, bone, bone marrow, brain, breast, cervix, gall bladder, ganglia, 
5 gastrointestinal tract, heart, kidney, liver, lung, muscle, ovary, pancreas, parathyroid, penis, prostate, 
salivary glands, skin, spleen, testis, thymus, thyroid, and uterus; an autoimmune/inflammatory 
disorder such as acquired immunodeficiency syndrome (AIDS), Addison's disease, adult respiratory 
distress syndrome, allergies, ankylosing spondylitis, amyloidosis, anemia, asthma, atherosclerosis, 
autoimmune hemolytic anemia, autoimmune thyroiditis, autoimmune polyendocrinopathy- 

10 candidiasis-ectodermal dystrophy (APECED), bronchitis, cholecystitis, contact dermatitis, Crohn's 
disease, atopic dermatitis, dermatomyositis, diabetes mellitus, emphysema, episodic lymphopenia 
with lymphocytotoxins, erythroblastosis fetalis, erythema nodosum, atrophic gastritis, 
glomerulonephritis, Goodpasture's syndrome, gout, Graves' disease, Hashimoto's thyroiditis, 
hypereosinophilia, irritable bowel syndrome, multiple sclerosis, myasthenia gravis, myocardial or 

15 pericardial inflammation, osteoarthritis, osteoporosis, pancreatitis, polymyositis, psoriasis, Reiter's 
syndrome, rheumatoid arthritis, scleroderma, Sjogren's syndrome, systemic anaphylaxis, systemic 
lupus erythematosus, systemic sclerosis, thrombocytopenic purpura, ulcerative colitis, uveitis, 
Werner syndrome, complications of cancer, hemodialysis, and extracorporeal circulation, viral, 
bacterial, fungal, parasitic, protozoal, and helminthic infections, and trauma; a neurological disorder 

20 such as epilepsy, ischemic cerebrovascular disease, stroke, cerebral neoplasms, Alzheimer's disease, 
Pick's disease, Huntington's disease, dementia, Parkinson's disease and other extrapyramidal 
disorders, amyotrophic lateral sclerosis and other motor neuron disorders, progressive neural 
muscular atrophy, retinitis pigmentosa, hereditary ataxias, multiple sclerosis and other demyelinating 
diseases, bacterial and viral meningitis, brain abscess, subdural empyema, epidural abscess, 

25 suppurative intracranial thrombophlebitis, myelitis and radiculitis, viral central nervous system 
disease, prion diseases including kuru, Creutzfeldt- Jakob disease, and Gerstmann- 
Straussler-Scheinker syndrome, fatal familial insomnia, nutritional and metabolic diseases of the 
nervous system, neurofibromatosis, tuberous sclerosis, cerebelloretinal hemangioblastomatosis, 
encephalotrigeminal syndrome, mental retardation and other developmental disorders of the central 

30 nervous system including Down syndrome, cerebral palsy, neuroskeletal disorders, autonomic 

nervous system disorders, cranial nerve disorders, spinal cord diseases, muscular dystrophy and other 
neuromuscular disorders, peripheral nervous system disorders, dermatomyositis and polymyositis, 
inherited, metabolic, endocrine, and toxic myopathies, myasthenia gravis, periodic paralysis, mental 
disorders including mood, anxiety, and schizophrenic disorders, seasonal affective disorder (SAD), 
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akathesia, amnesia, catatonia, diabetic neuropathy, tardive dyskinesia, dystonias, paranoid psychoses, 
postherpetic neuralgia, Tourette's disorder, progressive supranuclear palsy, corticobasal 
degeneration, and familial frontotemporal dementia; and a developmental disorder such as renal 
tubular acidosis, anemia, Cushing's syndrome, achondroplastic dwarfism, Duchenne and Becker 
5 muscular dystrophy, epilepsy, gonadal dysgenesis, WAGR syndrome (Wilms' tumor, aniridia, 
genitourinary abnormalities, and mental retardation), Smith-Magenis syndrome, myelodysplastic 
syndrome, hereditary mucoepithelial dysplasia, hereditary keratodermas, hereditary neuropathies 
such as Charcot-Marie-Tooth disease and neurofibromatosis, hypothyroidism, hydrocephalus, seizure 
disorders such as Syndenham's chorea and cerebral palsy, spina bifida, anencephaly, 

10 craniorachischisis, congenital glaucoma, cataract, and sensorineural hearing loss. 

In another embodiment, a vector capable of expressing TRFX or a fragment or derivative 
thereof may be administered to a subject to treat or prevent a disorder associated with decreased 
expression or activity of TRFX including, but not limited to, those described above. 

In a further embodiment, a composition comprising a substantially purified TRFX in 

15 conjunction with a suitable pharmaceutical carrier may be administered to a subject to treat or prevent 
a disorder associated, with decreased expression or activity of TRFX including, but not limited to, 
those provided above. 

In still another embodiment, an agonist which modulates the activity of TRFX may be 
administered to a subject to treat or prevent a disorder associated with decreased expression or 

20 activity of TRFX including, but not limited to, those listed above. 

In a further embodiment, an antagonist of TRFX may be administered to a subject to treat or 
prevent a disorder associated with increased expression or activity of TRFX. Examples of such 
disorders include, but are not limited to, those cell proliferative, autoimmune/inflammatory, 
neurological, and developmental disorders described above. In one aspect, an antibody which 

25 specifically binds TRFX may be used directly as an antagonist or indirectly as a targeting or delivery 
mechanism for bringing a pharmaceutical agent to cells or tissues which express TRFX. 

In an additional embodiment, a vector expressing the complement of the polynucleotide 
encoding TRFX may be administered to a subject to treat or prevent a disorder associated with 
increased expression or activity of TRFX including, but not limited to, those described above. 

30 In other embodiments, any of the proteins, antagonists, antibodies, agonists, complementary 

sequences, or vectors of the invention may be administered in combination with other appropriate 
therapeutic agents. Selection of the appropriate agents for use in combination therapy may be made 
by one of ordinary skill in the art, according to conventional pharmaceutical principles. The 
combination of therapeutic agents may act synergistically to effect the treatment or prevention of the 

35 various disorders described above. Using this approach, one may be able to achieve therapeutic 
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efficacy with lower dosages of each agent, thus reducing the potential for adverse side effects. 

An antagonist of TRFX may be produced using methods which are generally known in the 
art. In particular, purified TRFX may be used to produce antibodies or to screen libraries of 
pharmaceutical agents to identify those which specifically bind TRFX. Antibodies to TRFX may also 
5 be generated using methods that are well known in the art. Such antibodies may include, but are not 
limited to, polyclonal, monoclonal, chimeric, and single chain antibodies, Fab fragments, and 
fragments produced by a Fab expression library. Neutralizing antibodies (i.e., those which inhibit 
dimer formation) are generally preferred for therapeutic use. 

For the production of antibodies, various hosts including goats, rabbits, rats, mice, humans, 

10 and others may be immunized by injection with TRFX or with any fragment or oligopeptide thereof 
which has immunogenic properties. Depending on the host species, various adjuvants may be used to 
increase immunological response. Such adjuvants include, but are not limited to, Freund's, mineral 
gels such as aluminum hydroxide, and surface active substances such as lysolecithin, pluronic 
polyols, polyanions, peptides, oil emulsions, KLH, and dinitrophenol. Among adjuvants used in 

15 humans, BCG (bacilli Calmette-Guerin) and Corvnebacterium parvum are especially preferable. 

It is preferred that the oligopeptides, peptides, or fragments used to induce antibodies to 
TRFX have an amino acid sequence consisting of at least about 5 amino acids, and generally will 
consist of at least about 10 amino acids. It is also preferable that these oligopeptides, peptides, or 
fragments are identical to a portion of the amino acid sequence of the natural protein. Short stretches 

20 of TRFX amino acids may be fused with those of another protein, such as KLH, and antibodies to the 
chimeric molecule may be produced. 

Monoclonal antibodies to TRFX may be prepared using any technique which provides for the 
production of antibody molecules by continuous cell lines in culture. These include, but are not 
limited to, the hybridoma technique, the human B-cell hybridoma technique, and the EBV-hybridoma 

25 technique. (See, e.g., Kohler, G. et al. (1975) Nature 256:495-497; Kozbor, D. et al. (1985) J. 

Immunol. Methods 81:3M2; Cote, RJ. et al. (1983) Proc. Natl. Acad. Sci. USA 80:2026-2030; and 
Cole, S.P. et al. (1984) Mol. Cell Biol. 62:109-120.) 

In addition, techniques developed for the production of "chimeric antibodies," such as the 
splicing of mouse antibody genes to human antibody genes to obtain a molecule with appropriate 

30 antigen specificity and biological activity, can be used. (See, e.g., Morrison, S.L. et al. (1984) Proc. 
Natl. Acad. Sci. USA 81:6851-6855; Neuberger, M.S. et al. (1984) Nature 312:604-608; and Takeda, 
S. et al. (1985) Nature 314:452-454.) Alternatively, techniques described for the production of single 
chain antibodies maybe adapted,_using methods known in the art,-to produce TRFX-specific single 
chain antibodies. Antibodies with related specificity, but of distinct idiotypic composition, may be 

35 generated by chain shuffling from random combinatorial immunoglobulin libraries. (See, e.g., 
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Burton, D.R. (1991) Proc. Nad. Acad. Sci. USA 88:10134-10137.) 

Antibodies may also be produced by inducing in vivo production in the lymphocyte 
population or by screening immunoglobulin libraries or panels of highly specific binding reagents as 
disclosed in the literature. (See, e.g., Orlandi, R. et al. (1989) Proc. Natl. Acad. Sci. USA 
5 86:3833-3837; Winter, G. et al. (1991) Nature 349:293-299.) 

Antibody fragments which contain specific binding sites for TRFX may also be generated. 
For example, such fragments include, but are not limited to, F(ab) 2 fragments produced by pepsin 
digestion of the antibody molecule and Fab fragments generated by reducing the disulfide bridges of 
the F(ab , )2 fragments. Alternatively, Fab expression libraries may be constructed to allow rapid and 

10 easy identification of monoclonal Fab fragments with the desired specificity. (See, e.g., Huse, W.D. 
et al. (1989) Science 246:1275-1281.) 

Various immunoassays may be used for screening to identify antibodies having the desired 
specificity. Numerous protocols for competitive binding or immunoradioraetric assays using either 
polyclonal or monoclonal antibodies with established specificities are well known in the art. Such 

15 immunoassays typically involve the measurement of complex formation between TRFX and its 
specific antibody. A two-site, monoclonal-based immunoassay utilizing monoclonal antibodies 
reactive to two non-interfering TRFX epitopes is generally used, but a competitive binding assay may 
also be employed (Pound, supra) . 

Various methods such as Scatchard analysis in conjunction with radioimmunoassay 

20 techniques may be used to assess the affinity of antibodies for TRFX. Affinity is expressed as an 
association constant, K^, which is defined as the molar concentration of TRFX-antibody complex 
divided by the molar concentrations of free antigen and free antibody under equilibrium conditions. 
The determined for a preparation of polyclonal antibodies, which are heterogeneous in their 
affinities for multiple TRFX epitopes, represents the average affinity, or avidity, of the antibodies for 

25 TRFX. The determined for a preparation of monoclonal antibodies, which are monospecific for a 
particular TRFX epitope, represents a true measure of affinity. High-affinity antibody preparations 
with Ka ranging from about 10 9 to 10 12 L/mole are preferred for use in immunoassays in which the 
TRFX-antibody complex must withstand rigorous manipulations. Low-affinity antibody preparations 
with 1Q ranging from about 10 6 to 10 7 L/mole are preferred for use in immunopurification and similar 

30 procedures which ultimately require dissociation of TRFX, preferably in active form, from the 

antibody (Catty, D. (1988) Antibodies. Volume I: A Practical Approach . IRL Press, Washington DC; 
Liddell, J.E. and A. Cryer (1991) A Practical Guide to Monoclonal Antibodies. John Wiley & Sons, 
New York NY). „ . ._ _ _ - — — - — 

The titer and avidity of polyclonal antibody preparations may be further evaluated to 

35 determine the quality and suitability of such preparations for certain downstream applications. For 
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example, a polyclonal antibody preparation containing at least 1-2 mg specific antibody/ml, 
preferably 5-10 mg specific antibody/ml, is generally employed in procedures requiring precipitation 
of TRFX-antibody complexes. Procedures for evaluating antibody specificity, titer, and avidity, and 
guidelines for antibody quality and usage in various applications, are generally available. (See, e.g., 
5 Catty, supra , and Coligan et al., supra .) 

In another embodiment of the invention, the polynucleotides encoding TRFX, or any 
fragment or complement thereof, may be used for therapeutic purposes. In one aspect, modifications 
of gene expression can be achieved by designing complementary sequences or antisense molecules 
(DNA, RNA, PNA, or modified oligonucleotides) to the coding or regulatory regions of the gene 
10 encoding TRFX. Such technology is well known in the art, and antisense oligonucleotides or larger 
fragments can be designed from various locations along the coding or control regions of sequences 
encoding TRFX. (See, e.g., Agrawal, S., ed. (1996) Antisense Therapeutics. Humana Press Inc., 
Totawa NJ.) 

In therapeutic use, any gene delivery system suitable for introduction of the antisense 

15 sequences into appropriate target cells can be used. Antisense sequences can be delivered 

intracellularly in the form of an expression plasmid which, upon transcription, produces a sequence 
complementary to at least a portion of the cellular sequence encoding the target protein. (See, e.g., 
Slater, J.E. et al. (1998) J. Allergy Clin. Immunol. 102(3):469-475; and Scanlon, K.J. et al. (1995) 
9(13): 1288-1296.) Antisense sequences can also be introduced intracellularly through the use of viral 

20 vectors, such as retrovirus and adeno-associated virus vectors. (See, e.g., Miller, A.D. (1990) Blood 
76:271; Ausubel, supra : Uckert, W. and W. Walther (1994) Pharmacol. Ther. 63(3):323-347.) Other 
gene delivery mechanisms include liposome-derived systems, artificial viral envelopes, and other 
systems known in the art. (See, e.g., Rossi, J J. (1995) Br. Med. Bull. 51(l):217-225; Boado, RJ. et 
al. (1998) J. Pharm. Sci. 87(11):1308-1315; and Morris, M.C. et al. (1997) Nucleic Acids Res. 

25 25(14):2730-2736.) 

In another embodiment of the invention, polynucleotides encoding TRFX may be used for 
somatic or germline gene therapy. Gene therapy may be performed to (i) correct a genetic deficiency 
(e.g., in the cases of severe combined immunodeficiency (SCID)-Xl disease characterized by X- 
linked inheritance (Cavazzana-Calvo, M. et al. (2000) Science 288:669-672), severe combined 

30 immunodeficiency syndrome associated with an inherited adenosine deaminase (ADA) deficiency 
(Blaese, R.M. et al. (1995) Science 270:475-480; Bordignon, C. et al. (1995) Science 270:470-475), 
cystic fibrosis (Zabner, J. et al. (1993) Cell 75:207-216; Crystal, R.G. et al. (1995) Hum. Gene 
~~ TherapyM4?666f^ 6:667-703), thalassamias, familial 

hypercholesterolemia, and hemophilia resulting from Factor VIII or Factor IX deficiencies (Crystal, 

35 R.G. (1995) Science 270:404-410; Verma, I.M. and N. Somia (1997) Nature 389:239-242)), (ii) 
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express a conditionally lethal gene product (e.g., in the case of cancers which result from unregulated 
cell proliferation), or (iii) express a protein which affords protection against intracellular parasites 
(e.g., against human retroviruses, such as human immunodeficiency virus (HIV) (Baltimore, D. 
(1988) Nature 335:395-396; Poeschla, E. et al. (1996) Proc. Natl. Acad. Sci. USA. 93:1139541399), 
5 hepatitis B or C virus (HBV, HCV); fungal parasites, such as Candida albicans and Paracoccidioides 
brasiliensis : and protozoan parasites such as Plasmodium falciparum and Trypanosoma cruzi) . In the 
case where a genetic deficiency in TRFX expression or regulation causes disease, the expression of 
TRFX from an appropriate population of transduced cells may alleviate the clinical manifestations 
caused by the genetic deficiency. 

10 In a further embodiment of the invention, diseases or disorders caused by deficiencies in 

TRFX are treated by constructing mammalian expression vectors encoding TRFX and introducing 
these vectors by mechanical means into TRFX-deficient cells. Mechanical transfer technologies for 
use with cells in vivo or ex vitro include (i) direct DNA microinjection into individual cells, (ii) 
ballistic gold particle delivery, (iii) liposome-mediated transfection, (iv) receptor-mediated gene 

15 transfer, and (v) the use of DNA transposons (Morgan, R.A. and W.F. Anderson (1993) Annu. Rev. 
Biochem. 62:191-217; Ivies, Z. (1997) Cell 91:501-510; Boulay, J-L. and H. R6cipon (1998) Curr. 
Opin. Biotechnol. 9:445-450). 

Expression vectors that may be effective for the expression of TRFX include, but are not 
limited to, the PCDNA 3.1, EPITAG, PRCCMV2, PREP, PVAX vectors (Invitrogen, Carlsbad CA), 

20 PCMV-SCRIPT, PCMV-TAG, PEGSH/PERV (Stratagene, La Jolla CA), and PTET-OFF, 

PTET-ON, PTRE2, PTRE2-LUC, PTK-HYG (Clontech, Palo Alto CA). TRFX may be expressed 
using (i) a constitutively active promoter, (e.g., from cytomegalovirus (CMV), Rous sarcoma virus 
(RSV), SV40 virus, thymidine kinase (TK), or p-actin genes), (ii) an inducible promoter (e.g., the 
tetracycline-regulated promoter (Gossen, M. and H. Bujard (1992) Proc. Natl. Acad. Sci. USA 

25 89:5547-5551; Gossen, M. et al. (1995) Science 268:1766-1769; Rossi, F.M.V. and H.M. Blau (1998) 
Curr. Opin. Biotechnol. 9:451-456), commercially available in the T-REX plasmid (Invitrogen)); the 
ecdysone-inducible promoter (available in the plasmids PVGRXR and PIND; Invitrogen); the 
FK506/rapamycin inducible promoter; or the RU486/mifepristone inducible promoter (Rossi, F.M.V. 
and H.M. Blau, supra) ), or (iii) a tissue-specific promoter or the native promoter of the endogenous 

30 gene encoding TRFX from a normal individual. 

Commercially available liposome transformation kits (e.g., the PERFECT LIPID 
TRANSFECTION KIT, available from Invitrogen) allow one with ordinary skill in the art to deliver 
- polynucleotides to target cells in culture and require minimal effort to optimize experimental 
parameters. In the alternative, transformation is performed using the calcium phosphate method 

35 (Graham, F.L. and A.J. Eb (1973) Virology 52:456-467), or by electroporation (Neumann, E. et al. 
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(1982) EMBO J. 1:841-845). The introduction of DNA to primary cells requires modification of 
these standardized mammalian transfection protocols. 

In another embodiment of the invention, diseases or disorders caused by genetic defects with 
respect to TRFX expression are treated by constructing a retrovirus vector consisting of (i) the 

5 . polynucleotide encoding TRFX under the control of an independent promoter or the retrovirus long 
terminal repeat (LTR) promoter, (ii) appropriate RNA packaging signals, and (iii) a Rev-responsive 
element (RRE) along with additional retrovirus exacting RNA sequences and coding sequences 
required for efficient vector propagation. Retrovirus vectors (e.g., PFB and PFBNEO) are 
commercially available (Stratagene) and are based on published data (Riviere, I. et al. (1995) Proc. 

10 Natl. Acad. Sci. USA 92:6733-6737), incorporated by reference herein. The vector is propagated in 
an appropriate vector producing cell line (VPCL) that expresses an envelope gene with a tropism for 
receptors on the target cells or a promiscuous envelope protein such as VSVg (Armentano, D. et al. 
(1987) J. Virol 61:1647-1650; Bender, M.A. et al. (1987) J. Virol. 61:1639-1646; Adam, M.A. and 
A.D. Miller (1988) J. Virol. 62:3802-3806; Dull, T. et al. (1998) J. Virol. 72:8463-8471; Zufferey, R. 

15 et al. (1998) J. Virol. 72:9873-9880). U.S. Patent Number 5,910,434 to Rigg ("Method for obtaining 
retrovirus packaging cell lines producing high transducing efficiency retroviral supernatant") 
discloses a method for obtaining retrovirus packaging cell lines and is hereby incorporated by 
reference. Propagation of retrovirus vectors, transduction of a population of cells (e.g., CD4 + T- 
cells), and the return of transduced cells to a patient are procedures well known to persons skilled in 

20 the art of gene therapy and have been well documented (Ranga, U. et al. (1997) J. Virol. 71:7020- 
7029; Bauer, G. et al. (1997) Blood 89:2259-2267; Bonyhadi, M.L. (1997) J. Virol. 71:4707-4716; 
Ranga, U. et al. (1998) Proc. Natl. Acad. Sci. USA 95:1201-1206; Su, L. (1997) Blood 89:2283- 
2290). 

In the alternative, an adenoviras-based gene therapy delivery system is used to deliver 
25 polynucleotides encoding TRFX to cells which have one or more genetic abnormalities with respect 
to the expression of TRFX. The construction and packaging of adenovirus-based vectors are well 
known to those with ordinary skill in the art. Replication defective adenovirus vectors have proven to 
be versatile for importing genes encoding immunoregulatory proteins into intact islets in the pancreas 
(Csete, M.E. et al. (1995) Transplantation 27:263-268). Potentially useful adenoviral vectors are 
30 described in U.S. Patent Number 5,707,618 to Armentano ("Adenovirus vectors for gene therapy"), 
hereby incorporated by reference. For adenoviral vectors, see also Antinozzi, P.A. et al. (1999) 
Annu. Rev. Nutr. 19:51 1-544; and Verma, I.M. and N. Somia (1997) Nature 18:389:239-242, both 

incorporated by reference herein. - — — . _ _ . — 

In another alternative, a herpes-based, gene therapy delivery system is used to deliver 
35 polynucleotides encoding TRFX to target cells which have one or more genetic abnormalities with 
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respect to the expression of TRFX. The use of herpes simplex virus (HSV)-based vectors may be 
especially valuable for introducing TRFX to cells of the central nervous system, for which HSV has a 
tropism. The construction and packaging of herpes-based vectors are well known to those with 
ordinary skill in the art. A replication-competent herpes simplex virus (HSV) type 1-based vector has 
5 been used to deliver a reporter gene to the eyes of primates (Liu, X. et al. (1999) Exp. Eye Res. 
169:385-395). The construction of a HSV-1 virus vector has also been disclosed in detail in U.S. 
Patent Number 5,804,413 to DeLuca ("Herpes simplex virus strains for gene transfer"), which is 
hereby incorporated by reference. U.S. Patent Number 5,804,413 teaches the use of recombinant 
HSV d92 which consists of a genome containing at least one exogenous gene to be transferred to a 

10 cell under the control of the appropriate promoter for purposes including human gene therapy. Also 
taught by this patent are the construction and use of recombinant HSV strains deleted for ICP4, ICP27 
and ICP22. For HSV vectors, see also Goins, WJF. et al. (1999) J. Virol. 73:519-532 and Xu, H. et al. 
(1994) Dev. Biol. 163:152-161, hereby incorporated by reference. The manipulation of cloned 
herpesvirus sequences, the generation of recombinant virus following the transfection of multiple 

15 plasmids containing different segments of the large herpesvirus genomes, the growth and propagation 
of herpesvirus, and the infection of cells with herpesvirus are techniques weD known to those of 
ordinary skill in the art. 

In another alternative, an alphavirus (positive, single-stranded RNA virus) vector is used to 
deliver polynucleotides encoding TRFX to target cells. The biology of the prototypic alphavirus, 

20 Semliki Forest Virus (SFV), has been studied extensively and gene transfer vectors have been based 
on the SFV genome (Garoff, H. and K.-J. Li (1998) Curr. Opin. Biotechnol. 9:464-469). During 
alphavirus RNA replication, a subgenomic RNA is generated that normally encodes the viral capsid 
proteins. This subgenomic RNA replicates to higher levels than the full-length genomic RNA, 
resulting in the overproduction of capsid proteins relative to the viral proteins with enzymatic activity 

25 (e.g., protease and polymerase). Similarly, inserting the coding sequence for TRFX into the 

alphavirus genome in place of the capsid-coding region results in the production of a large number of 
TRFX-coding RNAs and the synthesis of high levels of TRFX in vector transduced cells. While 
alphavirus infection is typically associated with cell lysis within a few days, the ability to establish a 
persistent infection in hamster normal kidney cells (BHK-21) with a variant of Sindbis virus (SIN) 

30 indicates that the lytic replication of alphaviruses can be altered to suit the needs of the gene therapy 
application (Dryga, S.A. et al. (1997) Virology 228:74-83). The wide host range of alphaviruses will 
allow the introduction of TRFX into a variety of cell types. The specific transduction of a subset of 

- — cells in-a-population may require the sorting of cells prior to transductionr-The methods-of— — 

manipulating infectious cDNA clones of alphaviruses, performing alphavirus cDNA and RNA 

35 transfections, and performing alphavirus infections, are well known to those with ordinary skill in the 
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art. 

Oligonucleotides derived from the transcription initiation site, e.g., between about positions 
-10 and +10 from the start site, may also be employed to inhibit gene expression. Similarly, 
inhibition can be achieved using triple helix base-pairing methodology. Triple helix pairing is useful 
5 because it causes inhibition of the ability of the double helix to open sufficiently for the binding of 
polymerases, transcription factors, or regulatory molecules. Recent therapeutic advances using 
triplex DNA have been described in the literature. (See, e.g., Gee, J.E. et al. (1994) in Huber, B.E. 
and B.I. Carr, Molecular and Immunologic Approaches. Futura Publishing, Mt. Kisco NY, pp. 163- 
177.) A complementary sequence or antisense molecule may also be designed to block translation of 

10 mRNA by preventing the transcript from binding to ribosomes. 

Ribozymes, enzymatic RNA molecules, may also be used to catalyze the specific cleavage of 
RNA. The mechanism of ribozyme action involves sequence-specific hybridization of the ribozyme 
molecule to complementary target RNA, followed by endonucleolytic cleavage. For example, 
engineered hammerhead motif ribozyme molecules may specifically and efficiently catalyze 

15 endonucleolytic cleavage of sequences encoding TRFX. 

Specific ribozyme cleavage sites within any potential RNA target are initially identified by 
scanning the target molecule for ribozyme cleavage sites, including the following sequences: GUA, 
GUU, and GUC. Once identified, short RNA sequences of between 15 and 20 ribonucleotides, 
corresponding to the region of the target gene containing the cleavage site, may be evaluated for 

20 secondary structural features which may render the oligonucleotide inoperable. The suitability of 
candidate targets may also be evaluated by testing accessibility to hybridization with complementary 
oligonucleotides using ribonuclease protection assays. 

Complementary ribonucleic acid molecules and ribozymes of the invention may be prepared 
by any method known in the art for the synthesis of nucleic acid molecules. These include techniques 

25 for chemically synthesizing oligonucleotides such as solid phase phosphoramidite chemical synthesis. 
Alternatively, RNA molecules may be generated by in vitro and in vivo transcription of DNA 
sequences encoding TRFX. Such DNA sequences may be incorporated into a wide variety of vectors 
with suitable RNA polymerase promoters such as T7 or SP6. Alternatively, these cDNA constructs 
that synthesize complementary RNA, constitutively or inducibly, can be introduced into cell lines, 

30 cells, or tissues. 

RNA molecules may be modified to increase intracellular stability and half-life. Possible 
modifications include, but are not limited to, the addition of flanking sequences at the 5' and/or 3' 
ends of the molecule, or the use of phosphorothioate or T O-methyl rather than phosphodiesterase 
linkages within the backbone of the molecule. This concept is inherent in the production of PNAs 
35 and can be extended in all of these molecules by the inclusion of nontraditional bases such as inosine, 
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queosine, and wybutosine, as well as acetyl-, methyl-, thio-, and similarly modified forms of adenine, 
cytidine, guanine, thymine, and uridine which are not as easily recognized by endogenous 
endonucleases. 

An additional embodiment of the invention encompasses a method for screening for a 
5 compound which is effective in altering expression of a polynucleotide encoding TRFX. Compounds 
which may be effective in altering expression of a specific polynucleotide may include, but are not 
limited to, oligonucleotides, antisense oligonucleotides, triple helix-forming oligonucleotides, 
transcription factors and other polypeptide transcriptional regulators, and non-macromolecular 
chemical entities which are capable of interacting with specific polynucleotide sequences. Effective 

10 compounds may alter polynucleotide expression by acting as either inhibitors or promoters of 
polynucleotide expression. Thus, in the treatment of disorders associated with increased TRFX 
expression or activity, a compound which specifically inhibits expression of the polynucleotide 
encoding TRFX may be therapeutically useful, and in the treament of disorders associated with 
decreased TRFX expression or activity, a compound which specifically promotes expression of the 

15 polynucleotide encoding TRFX may be therapeutically useful. 

At least one, and up to a plurality, of test compounds may be screened for effectiveness in 
altering expression of a specific polynucleotide. A test compound may be obtained by any method 
commonly known in the art, including chemical modification of a compound known to be effective in 
altering polynucleotide expression; selection from an existing, commercially-available or proprietary 

20 library of naturally-occurring or non-natural chemical compounds; rational design of a compound 
based on chemical and/or structural properties of the target polynucleotide; and selection from a 
library of chemical compounds created combinatorially or randomly. A sample comprising a 
polynucleotide encoding TRFX is exposed to at least one test compound thus obtained. The sample 
may comprise, for example, an intact or permeabilized cell, or an in vitro cell-free or reconstituted 

25 biochemical system. Alterations in the expression of a polynucleotide encoding TRFX are assayed 
by any method commonly known in the art. Typically, the expression of a specific nucleotide is 
detected by hybridization with a probe having a nucleotide sequence complementary to the sequence 
of the polynucleotide encoding TRFX. The amount of hybridization may be quantified, thus forming 
the basis for a comparison of the expression of the polynucleotide both with and without exposure to 

30 one or more test compounds. Detection of a change in the expression of a polynucleotide exposed to 
a test compound indicates that the test compound is effective in altering the expression of the 
polynucleotide. A screen for a compound effective in altering expression of a specific polynucleotide 
can be carried out, for example, using a Schizosaccharomvces pombe gene expression system 
(Atkins, D. et al. (1999) U.S. Patent No. 5,932,435; Amdt, G.M. et al. (2000) Nucleic Acids Res. 
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28:E15) or a human cell line such as HeLa cell (Clarke, M.L. et al. (2000) Biochem. Biophys. Res. 
Commun. 268:8-13). A particular embodiment of the present invention involves screening a 
combinatorial library of oligonucleotides (such as deoxyribonucleotides, ribonucleotides, peptide 
nucleic acids, and modified oligonucleotides) for antisense activity against a specific polynucleotide 
5 sequence (Bruice, T.W. et al. (1997) U.S. Patent No. 5,686,242; Bruice, T.W. et al. (2000) U.S. 
Patent No. 6,022,691). 

Many methods for introducing vectors into cells or tissues are available and equally suitable 
for use in vivo, in vitro, and ex vivo . For ex vivo therapy, vectors may be introduced into stem cells 
taken from the patient and clonally propagated for autologous transplant back into that same patient. 
10 Delivery by transfection, by liposome injections, or by polycationic amino polymers may be achieved 
using methods which are well known in the art. (See, e.g., Goldman, C.K. et al. (1997) Nat. 
Biotechnol. 15:462-466.) 

Any of the therapeutic methods described above may be applied to any subject in need of 
such therapy, including, for example, mammals such as humans, dogs, cats, cows, horses, rabbits, and 
15 monkeys. 

An additional embodiment of the invention relates to the administration of a composition 
which generally comprises an active ingredient formulated with a pharmaceutically acceptable 
excipient. Excipients may include, for example, sugars, starches, celluloses, gums, and proteins. 
Various formulations are commonly known and are thoroughly discussed in the latest edition of 

20 Remington's Pharmaceutical Sciences (Maack Publishing. Easton PA). Such compositions may 
consist of TRFX, antibodies to TRFX, and mimetics, agonists, antagonists, or inhibitors of TRFX. 

The compositions utilized in this invention may be administered by any number of routes 
including, but not limited to, oral, intravenous, intramuscular, intra-arterial, intramedullary, 
intrathecal, intraventricular, pulmonary, transdermal, subcutaneous, intraperitoneal, intranasal, 

25 enteral, topical, sublingual, or rectal means. 

Compositions for pulmonary administration may be prepared in liquid or dry powder form. 
These compositions are generally aerosolized immediately prior to inhalation by the patient. In the 
case of small molecules (e.g. traditional low molecular weight organic drugs), aerosol delivery of 
fast-acting formulations is well-known in the art. In the case of macroraolecules (e.g. larger peptides 

30 and proteins), recent developments in the field of pulmonary delivery via the alveolar region of the 
lung have enabled the practical delivery of drugs such as insulin to blood circulation (see, e.g., Patron, 
J.S. et al., U.S. Patent No. 5,997,848). Pulmonary delivery has the advantage of administration 
without needle injection, and obviates the need for potentially toxic penetration enhancers. 

Compositions suitable for use in the invention include compositions wherein the active 

35 ingredients are contained in an effective amount to achieve the intended purpose. The determination 
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of an effective dose is well within the capability of those skilled in the art. 

Specialized forms of compositions may be prepared for direct intracellular delivery of 
macromolecules comprising TRFX or fragments thereof. For example, liposome preparations 
containing a cell-impermeable macromolecule may promote cell fusion and intracellular delivery of 

5 the macromolecule. Alternatively, TRFX or a fragment thereof may be joined to a short cationic N- 
terminal portion from the HIV Tat-1 protein. Fusion proteins thus generated have been found to 
transduce into the cells of all tissues, including the brain, in a mouse model system (Schwarze, S.R. et 
al. (1999) Science 285:1569^1572). 

For any compound, the therapeutically effective dose can be estimated initially either in cell 

10 culture assays, e.g., of neoplastic cells, or in animal models such as mice, rats, rabbits, dogs, 

monkeys, or pigs. An animal model may also be used to determine the appropriate concentration 
range and route of administration. Such information can then be used to determine useful doses and 
routes for administration in humans. 

A therapeutically effective dose refers to that amount of active ingredient, for example TRFX 

15 or fragments thereof, antibodies of TRFX, and agonists, antagonists or inhibitors of TRFX, which 
ameliorates the symptoms or condition. Therapeutic efficacy and toxicity may be determined by 
standard pharmaceutical procedures in cell cultures or with experimental animals, such as by 
calculating the ED 50 (the dose therapeutically effective in 50% of the population) or LD^ (the dose 
lethal to 50% of the population) statistics. The dose ratio of toxic to therapeutic effects is the 

20 therapeutic index, which can be expressed as the LD 50 /ED 50 ratio. Compositions which exhibit large 
therapeutic indices are preferred. The data obtained from cell culture assays and animal studies are 
used to formulate a range of dosage for human use. The dosage contained in such compositions is 

r 

preferably within a range of circulating concentrations that includes the ED 50 with little or no toxicity. 
The dosage varies within this range depending upon the dosage form employed, the sensitivity of the 

25 patient, and the route of administration. 

The exact dosage will be determined by the practitioner, in light of factors related to the 
subject requiring treatment. Dosage and administration are adjusted to provide sufficient levels of the 
active moiety or to maintain the desired effect. Factors which may be taken into account include the 
severity of the disease state, the general health of the subject, the age, weight, and gender of the 

30 subject, time and frequency of administration, drug combination(s), reaction sensitivities, and 

response to therapy. Long-acting compositions may be administered every 3 to 4 days, every week, 
or biweekly depending on the half-life and clearance rate of the particular formulation. 

NormaTdosage amounts may vary from about 0.1 fig to 100,000 jug, up to a total dose of 
about 1 gram, depending upon the route of administration. Guidance as to particular dosages and 

35 methods of delivery is provided in the literature and generally available to practitioners in the art. 
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Those skilled in the art will employ different formulations for nucleotides than for proteins or their 
inhibitors. Similarly, delivery of polynucleotides or polypeptides will be specific to particular cells, 
conditions, locations, etc. 
DIAGNOSTICS 

5 In another embodiment, antibodies which specifically bind TRFX may be used for the 

diagnosis of disorders characterized by expression of TRFX, or in assays to monitor patients being 
treated with TRFX or agonists, antagonists, or inhibitors of TRFX. Antibodies useful for diagnostic 
purposes may be prepared in the same manner as described above for therapeutics. Diagnostic assays 
for TRFX include methods which utilize the antibody and a label to detect TRFX in human body 

10 fluids or in extracts of cells or tissues. The antibodies may be used with or without modification, and 
may be labeled by covalent or non-covalent attachment of a reporter molecule. A wide variety of 
reporter molecules, several of which are described above, are known in the art and may be used. 

A variety of protocols for measuring TRFX, including ELISAs, RIAs, and FACS, are known 
in the art and provide a basis for diagnosing altered or abnormal levels of TRFX expression. Normal 

15 or standard values for TRFX expression are established by combining body fluids or cell extracts 
taken from normal mammalian subjects, for example, human subjects, with antibody to TRFX under 
conditions suitable for complex formation. The amount of standard complex formation may be 
quantitated by various methods, such as photometric means. Quantities of TRFX expressed in 
subject, control, and disease samples from biopsied tissues are compared with the standard values. 

20 Deviation between standard and subject values establishes the parameters for diagnosing disease. 

In another embodiment of the invention, the polynucleotides encoding TRFX may be used for 
diagnostic purposes. The polynucleotides which may be used include oligonucleotide sequences, 
complementary RNA and DNA molecules, and PNAs. The polynucleotides may be used to detect 
and quantify gene expression in biopsied tissues in which expression of TRFX may be correlated with 

25 disease. The diagnostic assay may be used to determine absence, presence, and excess expression of 
TRFX, and to monitor regulation of TRFX levels during therapeutic intervention. 1 

In one aspect, hybridization with PCR probes which are capable of detecting polynucleotide 
sequences, including genomic sequences, encoding TRFX or closely related molecules may be used 
to identify nucleic acid sequences which encode TRFX. The specificity of the probe, whether it is 

30 made from a highly specific region, e.g., the 5' regulatory region, or from a less specific region, e.g., a 
conserved motif, and the stringency of the hybridization or amplification will determine whether the 
probe identifies only naturally occurring sequences encoding TRFX, allelic variants, or related 
sequences. 

Probes may also be used for the detection of related sequences, and may have at least 50% 
35 sequence identity to any of the TRFX encoding sequences. The hybridization probes of the subject 
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invention may be DNA or RNA and may be derived from the sequence of SEQ ID NO: 108-214 or 
from genomic sequences including promoters, enhancers, and introns of the TRFX gene. 

Means for producing specific hybridization probes for DNAs encoding TRFX include the 
cloning of polynucleotide sequences encoding TRFX or TRFX derivatives into vectors for the 
5 production of mRNA probes. Such vectors are known in the art, are commercially available, and may 
be used to synthesize RNA probes in vitro by means of the addition of the appropriate RNA 
polymerases and the appropriate labeled nucleotides. Hybridization probes may be labeled by a 
variety of reporter groups, for example, by radionuclides such as 32 P or 35 S, or by enzymatic labels, 
such as alkaline phosphatase coupled to the probe via avidin/biotin coupling systems, and the like. 

10 Polynucleotide sequences encoding TRFX may be used for the diagnosis of disorders 

associated with expression of TRFX. Examples of such disorders include, but are not limited to, a 
cell proliferative disorder such as actinic keratosis, arteriosclerosis, atherosclerosis, bursitis, cirrhosis, 
hepatitis, mixed connective tissue disease (MCTD), myelofibrosis, paroxysmal nocturnal 
hemoglobinuria, polycythemia vera, psoriasis, primary thrombocythemia, and cancers including 

15 adenocarcinoma, leukemia, lymphoma, melanoma, myeloma, sarcoma, teratocarcinoma, and, in 
particular, cancers of the adrenal gland, bladder, bone, bone marrow, brain, breast, cervix, gall 
bladder, ganglia, gastrointestinal tract, heart, kidney, liver, lung, muscle, ovary, pancreas, 
parathyroid, penis, prostate, salivary glands, skin, spleen, testis, thymus, thyroid, and uterus; an 
autoimmune/inflammatory disorder such as acquired immunodeficiency syndrome (AIDS), 

20 Addison's disease, adult respiratory distress syndrome, allergies, ankylosing spondylitis, amyloidosis, 
anemia, asthma, atherosclerosis, autoimmune hemolytic anemia, autoimmune thyroiditis, 
autoimmune polyendocrinopathy-candidiasis-ectodermal dystrophy (APECED), bronchitis, 
cholecystitis, contact dermatitis, Crohn's disease, atopic dermatitis, dermatomyositis, diabetes 
mellitus, emphysema, episodic lymphopenia with lymphocytotoxins, erythroblastosis fetalis, 

25 erythema nodosum, atrophic gastritis, glomerulonephritis, Goodpasture's syndrome, gout, Graves' 
disease, Hashimoto's thyroiditis, hypereosinophilia, irritable bowel syndrome, multiple sclerosis, 
myasthenia gravis, myocardial or pericardial inflammation, osteoarthritis, osteoporosis, pancreatitis, 
polymyositis, psoriasis, Reiter's syndrome, rheumatoid arthritis, scleroderma, Sjogren's syndrome, 
systemic anaphylaxis, systemic lupus erythematosus, systemic sclerosis, thrombocytopenic purpura, 

30 ulcerative colitis, uveitis, Werner syndrome, complications of cancer, hemodialysis, and 

extracorporeal circulation, viral, bacterial, fungal, parasitic, protozoal, and helminthic infections, and 
trauma; a neurological disorder such as epilepsy, ischemic cerebrovascular disease, stroke, cerebral 
neoplasms, Alzheimer's disease, Pick's disease, Huntington's disease^ dementia, Parkinson's disease 
and other extrapyramidal disorders, amyotrophic lateral sclerosis and other motor neuron disorders, 

35 progressive neural muscular atrophy, retinitis pigmentosa, hereditary ataxias, multiple sclerosis and 
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other demyelinating diseases, bacterial and viral meningitis, brain abscess, subdural empyema, 
epidural abscess, suppurative intracranial thrombophlebitis, myelitis and radiculitis, viral central 
nervous system disease, prion diseases including kuru, Creutzfeldt-Jakob disease, and Gerstmann- 
Straussler-Scheinker syndrome, fatal familial insomnia, nutritional and metabolic diseases of the 
5 nervous system, neurofibromatosis, tuberous sclerosis, cerebelloretinal hemangioblastomatosis, 
encephalotrigeminal syndrome, mental retardation and other developmental disorders of the central 
nervous system including Down syndrome, cerebral palsy, neuroskeletal disorders, autonomic 
nervous system disorders, cranial nerve disorders, spinal cord diseases, muscular dystrophy and other 
neuromuscular disorders, peripheral nervous system disorders, dermatomyositis and polymyositis, 

10 inherited, metabolic, endocrine, and toxic myopathies, myasthenia gravis, periodic paralysis, mental 
disorders including mood, anxiety, and schizophrenic disorders, seasonal affective disorder (SAD), 
akathesia, amnesia, catatonia, diabetic neuropathy, tardive dyskinesia, dystonias, paranoid psychoses, 
postherpetic neuralgia, Tourette's disorder, progressive supranuclear palsy, corticobasal 
degeneration, and familial frontotemporal dementia; and a developmental disorder such as renal 

15 tubular acidosis, anemia, Cushing's syndrome, achondroplastic dwarfism, Duchenne and Becker 
muscular dystrophy, epilepsy, gonadal dysgenesis, WAGR syndrome (Wilms' tumor, aniridia, 
genitourinary abnormalities, and mental retardation), Smith-Magenis syndrome, myelodysplastic 
syndrome, hereditary mucoepithelial dysplasia, hereditary keratodermas, hereditary neuropathies 
such as Charcot-Marie-Tooth disease and neurofibromatosis, hypothyroidism, hydrocephalus, seizure 

20 ' disorders such as Syndenham's chorea and cerebral palsy, spina bifida, anencephaly, 

craniorachischisis, congenital glaucoma, cataract, and sensorineural hearing loss. The polynucleotide 
sequences encoding TRFX may be used in Southern or northern analysis, dot blot, or other 
membrane-based technologies; in PCR technologies; in dipstick, pin, and multiformat ELISA-like 
assays; and in microarrays utilizing fluids or tissues from patients to detect altered TRFX expression. 

25 Such qualitative or quantitative methods are well known in the art. 

In a particular aspect, the nucleotide sequences encoding TRFX may be useful in assays that 
detect the presence of associated disorders, particularly those mentioned above. The nucleotide 
sequences encoding TRFX may be labeled by standard methods and added to a fluid or tissue sample 
from a patient under conditions suitable for the formation of hybridization complexes. After a 

30 suitable incubation period, the sample is washed and the signal is quantified and compared with a 
standard value. If the amount of signal in the patient sample is significantly altered in comparison to 
a control ^ample then the presence of altered levels of nucleotide sequences encoding TRFX in the 
sample indicates the presence of the associated disorder. Such assays may also be used to evaluate 
the efficacy of a particular therapeutic treatment regimen in animal studies, in clinical trials, or to 

35 monitor the treatment of an individual patient. 
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In order to provide a basis for the diagnosis of a disorder associated with expression of 
TRFX, a normal or standard profile for expression is established. This may be accomplished by 
combining body fluids or cell extracts taken from normal subjects, either animal or human, with a 
sequence, or a fragment thereof, encoding TRFX, under conditions suitable for hybridization or 

5 amplification. Standard hybridization may be quantified by comparing the values obtained from 
normal subjects with values from an experiment in which a known amount of a substantially purified 
polynucleotide is used. Standard values obtained in this manner may be compared with values 
obtained from samples from patients who are symptomatic for a disorder. Deviation from standard 
values is used to establish the presence of a disorder. 

10 Once the presence of a disorder is established and a treatment protocol is initiated, 

hybridization assays may be repeated on a regular basis to determine if the level of expression in the 
patient begins to approximate that which is observed in the normal subject. The results obtained from 
successive assays may be used to show the efficacy of treatment over a period ranging from several 
days to months. 

15 With respect to cancer, the presence of an abnormal amount of transcript (either under- or 

overexpressed) in biopsied tissue from an individual may indicate a predisposition for the 
development of the disease, or may provide a means for detecting the disease prior to the appearance 
of actual clinical symptoms. A more definitive diagnosis of this type may allow health professionals 
to employ preventative measures or aggressive treatment earlier thereby preventing the development 

20 or further progression of the cancer. 

Additional diagnostic uses for oligonucleotides designed from the sequences encoding TRFX 
may involve the use of PCR. These oligomers may be chemically synthesized, generated 
enzymatically, or produced in vitro . Oligomers will preferably contain a fragment of a polynucleotide 
encoding TRFX, or a fragment of a polynucleotide complementary to the polynucleotide encoding 

25 TRFX, and will be employed under optimized conditions for identification of a specific gene or 
condition. Oligomers may also be employed under less stringent conditions for detection or 
quantification of closely related DNA or RNA sequences. 

In a particular aspect, oligonucleotide primers derived from the polynucleotide sequences 
encoding TRFX may be used to detect single nucleotide polymorphisnis (SNPs). SNPs are 

30 substitutions, insertions and deletions that are a frequent cause of inherited or acquired genetic 
disease in humans. Methods of SNP detection include, but are not limited to, single-stranded 
conformation polymorphism (SSCP) and fluorescent SSCP (fSSCP) methods. In SSCP, 
oligonucleotide primers derived from the polynucleotide sequences encoding TRFX are used to 
amplify DNA using the polymerase chain reaction (PCR). The DNA may be derived, for example, 

35 from diseased or normal tissue, biopsy samples, bodily fluids, and the like. SNPs in the DNA cause 
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differences in the secondary and tertiary structures of PCR products in single-stranded form, and 
these differences are detectable using gel electrophoresis in non-denaturing gels. In fSCCP, the 
oligonucleotide primers are fluorescently labeled, which allows detection of the amplimers in high- 
throughput equipment such as DNA sequencing machines. Additionally, sequence database analysis 
5 methods, termed in silico SNP (isSNP), are capable of identifying polymorphisms by comparing the 
sequence of individual overlapping DNA fragments which assemble into a common consensus 
sequence. These computer-based methods filter out sequence variations due to laboratory preparation 
of DNA and sequencing errors using statistical models and automated analyses of DNA sequence 
chromatograms. In the alternative, SNPs may be detected and characterized by mass spectrometry 

10 using, for example, the high throughput MASSARRAY system (Sequenom, Inc., San Diego CA). 

Methods which may also be used to quantify the expression of TRFX include radiolabeling or 
biotinylating nucleotides, coamplification of a control nucleic acid, and interpolating results from 
standard curves. (See, e.g., Melby, P.C. et al. (1993) J. Immunol. Methods 159:235-244; Duplaa, C. 
et al. (1993) Anal. Biochem. 212:229-236.) The speed of quantitation of multiple samples may be 

15 accelerated by running the assay in a high-throughput format where the oligomer or polynucleotide of 
interest is presented in various dilutions and a spectrophotometric or colorimetric response gives 
rapid quantitation. 

In further embodiments, oligonucleotides or longer fragments derived from any of the 
polynucleotide sequences described herein may be used as elements on a microarray. The microarray 

20 can be used in transcript imaging techniques which monitor the relative expression levels of large 
numbers of genes simultaneously as described in Seilhamer, J.J. et al., "Comparative Gene Transcript 
Analysis," U.S. Patent No. 5,840,484, incorporated herein by reference. The microarray may also be 
used to identify genetic variants, mutations, and polymorphisms. This information may be used to 
determine gene function, to understand the genetic basis of a disorder, to diagnose a disorder, to 

25 monitor progression/regression of disease as a function of gene expression, and to develop and 

monitor the activities of therapeutic agents in the treatment of disease. In particular, this information 
may be used to develop a pharmacogenomic profile of a patient in order to select the most appropriate 
and effective treatment regimen for that patient. For example, therapeutic agents which are highly 
effective and display the fewest side effects may be selected for a patient based on his/her 

30 pharmacogenomic profile. 

In another embodiment, antibodies specific for TRFX, or TRFX or fragments thereof may be 
used as elements on a microarray. The microarray may be used to monitor or measure protein-protein 
interactions, drug-target interactions, and gene expression profiles, as described above. 

A particular embodiment relates to the use of the polynucleotides of the present invention to 

35 generate a transcript image of a tissue or cell type. A transcript image represents the global pattern of 
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gene expression by a particular tissue or cell type. Global gene expression patterns are analyzed by 
quantifying the number of expressed genes and their relative abundance under given conditions and at 
a given time. (See Seilhamer et al., "Comparative Gene Transcript Analysis," U.S. Patent Number 
5,840,484, expressly incorporated by reference herein.) Thus a transcript image may be generated by 
5 hybridizing the polynucleotides of the present invention or their complements to the totality of 
transcripts or reverse transcripts of a particular tissue or cell type. In one embodiment, the 
hybridization takes place in high-throughput format, wherein the polynucleotides of the present 
invention or their complements comprise a subset of a plurality of elements on a microarray. The 
resultant transcript image would provide a profile of gene activity. 

10 Transcript images may be generated using transcripts isolated from tissues, cell lines, 

biopsies, or other biological samples. The transcript image may thus reflect gene expression in vivo , 
as in the case of a tissue or biopsy sample, or in vitro , as in the case of a cell line. 

Transcript images which profile the expression of the polynucleotides of the present 
invention may also be used in conjunction with in vitro model systems and preclinical evaluation of 

15 pharmaceuticals, as well as toxicological testing of industrial and naturally-occuning environmental 
compounds. All compounds induce characteristic gene expression patterns, frequently termed 
molecular fingerprints or toxicant signatures, which are indicative of mechanisms of action and 
toxicity (Nuwaysir, E.F. et al. (1999) Mol. Carcinog. 24:153-159; Steiner, S. and N.L. Anderson 
(2000) Toxicol. Lett. 1 12-1 13:467-471, expressly incorporated by reference herein). If a test 

20 compound has a signature similar to that of a compound with known toxicity, it is likely to share 

those toxic properties. These fingerprints or signatures are most useful and refined when they contain 
expression information from a large number of genes and gene families. Ideally, a genome-wide 
measurement of expression provides the highest quality signature. Even genes whose expression is 
not altered by any tested compounds are important as well, as the levels of expression of these genes 

25 are used to normalize the rest of the expression data. The normalization procedure is useful for 
comparison of expression data after treatment with different compounds. While the assignment of 
gene function to elements of a toxicant signature aids in interpretation of toxicity mechanisms, 
knowledge of gene function is not necessary for the statistical matching of signatures which leads to 
prediction of toxicity. (See, for example, Press Release 00-02 from the National Institute of 

30 Environmental Health Sciences, released February 29, 2000, available at 

http://www.niehs.nih.gov/oc/news/toxchip.htm.) Therefore, it is important and desirable in 
toxicological screening using toxicant signatures to include all expressed gene sequences. 

In one embodiment, the toxicity of a test compound is assessed by treating a biological 
sample containing nucleic acids with the test compound. Nucleic acids that are expressed in the 

35 treated biological sample are hybridized with one or more probes specific to the polynucleotides of 
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the present invention, so that transcript levels corresponding to the polynucleotides of the present 
invention may be quantified. The transcript levels in the treated biological sample are compared with 
levels in an untreated biological sample. Differences in the transcript levels between the two samples 
are indicative of a toxic response caused by the test compound in the treated sample. 
5 Another particular embodiment relates to the use of the polypeptide sequences of the present 

invention to analyze the proteome of a tissue or cell type. The term proteome refers to the global 
pattern of protein expression in a particular tissue or cell type. Each protein component of a 
proteome can be subjected individually to further analysis. Proteome expression patterns, or profiles, 
are analyzed by quantifying the number of expressed proteins and their relative abundance under 

10 given conditions and at a given time. A profile of a cell's proteome may thus be generated by 

separating and analyzing the polypeptides of a particular tissue or cell type. In one embodiment, the 
separation is achieved using two-dimensional gel electrophoresis, in which proteins from a sample are 
separated by isoelectric focusing in the first dimension, and then according to molecular weight by 
sodium dodecyl sulfate slab gel electrophoresis in the second dimension (Steiner and Anderson, 

15 supra). The proteins are visualized in the gel as discrete and uniquely positioned spots, typically by 
staining the gel with an agent such as Coomassie Blue or silver or fluorescent stains. The optical 
density of each protein spot is generally proportional to the level of the protein in the sample. The 
optical densities of equivalently positioned protein spots from different samples, for example, from 
biological samples either treated or untreated with a test compound or therapeutic agent, are 

20 compared to identify any changes in protein spot density related to the treatment. The proteins in the 
spots are partially sequenced using, for example, standard methods employing chemical or enzymatic 
cleavage followed by mass spectrometry. The identity of the protein in a spot may be determined by 
comparing its partial sequence, preferably of at least 5 contiguous amino acid residues, to the 
polypeptide sequences of the present invention. In some cases, further sequence data may be 

25 obtained for definitive protein identification. 

A proteomic profile may also be generated using antibodies specific for TRFX to quantify the 
levels of TRFX expression. In one embodiment, the antibodies are used as elements on a microarray, 
and protein expression levels are quantified by exposing the microarray to the sample and detecting 
the levels of protein bound to each array element (Lueking, A. et al. (1999) Anal. Biochem. 270:103- 

30 111; Mendoze, L.G. et al. (1999) Biotechniques 27:778-788). Detection may be performed by a 
variety of methods known in the art, for example, by reacting the proteins in the sample with a thiol- 
or amino-reactive fluorescent compound and detecting the amount of fluorescence bound at each 
array element. 

Toxicant signatures at the proteome level are also useful for toxicological screening, and 
35 should be analyzed in parallel with toxicant signatures at the transcript level. There is a poor 
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correlation between transcript and protein abundances for some proteins in some tissues (Anderson, 
N.L. and J. Seilhamer (1997) Electrophoresis 1&533-537), so proteome toxicant signatures may be 
useful in the analysis of compounds which do not significantly affect the transcript image, but which 
alter the proteomic profile. In addition, the analysis of transcripts in body fluids is difficult, due to 
5 rapid degradation of mRNA, so proteomic profiling may be more reliable and informative in such 
cases. 

In another embodiment, the toxicity of a test compound is assessed by treating a biological 
sample containing proteins with the test compound. Proteins that are expressed in the treated 
biological sample are separated so that the amount of each protein can be quantified. The amount of 

10 each protein is compared to the amount of the corresponding protein in an untreated biological 
sample. A difference in the amount of protein between the two samples is indicative of a toxic 
response to the test compound in the treated sample. Individual proteins are identified by sequencing 
the amino acid residues of the individual proteins and comparing these partial sequences to the 
polypeptides of the present invention. 

15 In another embodiment, the toxicity of a test compound is assessed by treating a biological 

sample containing proteins with the test compound. Proteins from the biological sample are 
incubated with antibodies specific to the polypeptides of the present invention. The amount of 
protein recognized by the antibodies is quantified. The amount of protein in the treated biological 
sample is compared with the amount in an untreated biological sample. A difference in the amount of 

20 protein between the two samples is indicative of a toxic response to the test compound in the treated 
sample. 

Microarrays may be prepared, used, and analyzed using methods known in the art. (See, e.g., 
Brennan, T.M. et al. (1995) U.S. Patent No. 5,474,796; Schena, M. et al. (1996) Proc. Natl. Acad. Sci. 
USA 93:10614-10619; Baldeschweiler et al. (1995) PCT application W095/2511 16; Shalon, D. et al. 

25 (1995) PCT application WO95/35505; HeUer, R.A. et al. (1997) Proc. Natl. Acad. Sci. USA 94:2150- 
2155; and Heller, M.J. et al. (1997) U.S. Patent No. 5,605,662.) Various types of microarrays are 
well known and thoroughly described in DNA Microarrays: A Practical Approach , M. Schena, ed. 
(1999) Oxford University Press, London, hereby expressly incorporated by reference. 

In another embodiment of the invention, nucleic acid sequences encoding TRFX may be used 

30 to generate hybridization probes useful in mapping the naturally occurring genomic sequence. Either 
coding or noncoding sequences may be used, and in some instances, noncoding sequences may be 
preferable over coding sequences. For example, conservation of a coding sequence among members 
of a multi-gene family may potentially cause undesired cross hybridization during chromosomal 
mapping. The sequences may be mapped to a particular chromosome, to a specific region of a 

35 chromosome, or to artificial chromosome constructions, e.g., human artificial chromosomes (HACs), 
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yeast artificial chromosomes (YACs), bacterial artificial chromosomes (BACs), bacterial PI 
constructions, or single chromosome cDNA libraries. (See, e.g., Harrington, JJ. et al. (1997) Nat. 
Genet. 15:345-355; Price, CM. (1993) Blood Rev. 7:127-134; and Trask, B J. (1991) Trends Genet. 
7:149-154.) Once mapped, the nucleic acid sequences of the invention may be used to develop 
5 genetic linkage maps, for example, which correlate the inheritance of a disease state with the 

inheritance of a particular chromosome region or restriction fragment length polymorphism (RFLP). 
(See, e.g., Lander, E.S. and D. Botstein (1986) Proc. Natl. Acad. Sci. USA 83:7353-7357.) 

Fluorescent in situ hybridization (FISH) may be correlated with other physical and genetic 
map data. (See, e.g., Heinz-Ulrich, et al. (1995) in Meyers, supra, pp. 965-968.) Examples of genetic 

10 map data can be found in various scientific journals or at the Online Mendelian Inheritance in Man 
(OMIM) World Wide Web site. Correlation between the location of the gene encoding TRFX on a 
physical map and a specific disorder, or a predisposition to a specific disorder, may help define the 
region of DNA associated with that disorder and thus may further positional cloning efforts. 

In situ hybridization of chromosomal preparations and physical mapping techniques, such as 

15 linkage analysis using established chromosomal markers, may be used for extending genetic maps. 
Often the placement of a gene on the chromosome of another mammalian species, such as mouse, 
may reveal associated markers even if the exact chromosomal locus is not known. This information is 
valuable to investigators searching for disease genes using positional cloning or other gene discovery 
techniques. Once the gene or genes responsible for a disease or syndrome have been crudely 

20 localized by genetic linkage to a particular genomic region, e.g., ataxia-telangiectasia to 1 lq22-23, 
any sequences mapping to that area may represent associated or regulatory genes for further 
investigation. (See, e.g., Gatti, R.A. et al. (1988) Nature 336:577-580.) The nucleotide sequence of 
the instant invention may also be used to detect differences in the chromosomal location due to 
translocation, inversion, etc., among normal, carrier, or affected individuals. 

25 In another embodiment of the invention, TRFX, its catalytic or immunogenic fragments, or 

oligopeptides thereof can be used for screening libraries of compounds in any of a variety of drug 
screening techniques. The fragment employed in such screening may be free in solution, affixed to a 
solid support, borne on a cell surface, or located intracellularly . The formation of binding complexes 
between TRFX and the agent being tested may be measured. 

30 Another technique for drug screening provides for high throughput screening of compounds 

having suitable binding affinity to the protein of interest (See, e.g., Geysen, et al. (1984) PCT 
application WO84/03564.) In this method, large numbers of different small test compounds are 
synthesized on a solid substrate. The test compounds are reacted with TRFX, or fragments thereof, 
and washed. Bound TRFX is then detected by methods well known in the art. Purified TRFX can 

35 also be coated directly onto plates for use in the aforementioned drug screening techniques. 
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Alternatively, non-neutralizing antibodies can be used to capture the peptide and immobilize it on a 
solid support. 

In another embodiment, one may use competitive drug screening assays in which neutralizing 
antibodies capable of binding TRFX specifically compete with a test compound for binding TRFX. 
5 In this manner, antibodies can be used to detect the presence of any peptide which shares one or more 
antigenic determinants with TRFX. 

In additional embodiments, the nucleotide sequences which encode TRFX may be used in 
any molecular biology techniques that have yet to be developed, provided the new techniques rely on 
properties of nucleotide sequences that are currently known, including, but not limited to, such 
10 properties as the triplet genetic code and specific base pair interactions. 

Without further elaboration, it is believed that one skilled in the art can, using the preceding 
description, utilize the present invention to its fullest extent. The following preferred specific 
embodiments are, therefore, to be construed as merely illustrative, and not limitative of the remainder 
of the disclosure in any way whatsoever. 
15 Without further elaboration, it is believed that one skilled in the art can, using the preceding 

description, utilize the present invention to its fullest extent. The following preferred specific 
embodiments are, therefore, to be construed as merely illustrative, and not limitative of the remainder 
of the disclosure in any way whatsoever. 

The disclosures of all patents, applications, and publications mentioned above and below, in 
20 particular U.S. Ser. No. 60/188,986, are hereby expressly incorporated by reference. 

EXAMPLES 

I. Construction of cDNA Libraries 

RNA was purchased from Clontech or isolated from tissues described in Table 4. Some 

25 tissues were homogenized and lysed in guanidinium isothiocyanate, while others were homogenized 
and lysed in phenol or in a suitable mixture of denaturants, such as TRIZOL (Life Technologies), a 
monophasic solution of phenol and guanidine isothiocyanate. The resulting lysates were centrifuged 
over CsCl cushions or extracted with chloroform. RNA was precipitated from the lysates with either 
isopropanol or sodium acetate and ethanol, or by other routine methods. 

30 Phenol extraction and precipitation of RNA were repeated as necessary to increase RNA 

purity. In some cases, RNA was treated with DNase. For most libraries, poly(A+) RNA was isolated 
using oligo d(T)-coupled paramagnetic particles (Promega), OLIGOTEX latex particles (QIAGEN, 
Chatsworth CA), or an OLIGOTEX mRNA purification kit (QIAGEN). Alternatively, RNA was 
isolated directly from tissue lysates using other RNA isolation kits, e.g., the POLY(A)PURE mRNA 

35 purification kit (Ambion, Austin TX). 
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In some cases, Stratagene was provided with RNA and constructed the corresponding cDNA 
libraries. Otherwise, cDNA was synthesized and cDNA libraries were constructed with the UNEAP 
vector system (Stratagene) or SUPERSCRIPT plasmid system (Life Technologies), using the 
recommended procedures or similar methods known in the art. (See, e.g., Ausubel, 1997, supra , units 
5 5.1-6.6.) Reverse transcription was initiated using oligo d(T) or random primers. Synthetic 

oligonucleotide adapters were ligated to double stranded cDNA, and the cDNA was digested with the 
appropriate restriction enzyme or enzymes. For most libraries, the cDNA was size-selected (300- 
1000 bp) using SEPHACRYL S1000, SEPHAROSE CL2B, or SEPHAROSE CL4B column 
chromatography (Amersham Pharmacia Biotech) or preparative agarose gel electrophoresis. cDNAs 

10 were ligated into compatible restriction enzyme sites of the poly linker of a suitable plasmid, e.g., 
PBLUESCRIPT plasmid (Stratagene), PSPORT1 plasmid (Life Technologies), pcDNA2.1 plasmid 
(Invitrogen, Carlsbad CA), or pINCY plasmid (Incyte Genomics, Palo Alto CA). Recombinant 
plasmids were transformed into competent E. coli cells including XLl-Blue, XLl-BlueMRF, or 
SOLR from Stratagene or DH5a, DH10B, or ElectroMAX DH10B from Life Technologies. 

15 II. Isolation of cDNA Clones 

Plasmids obtained as described in Example I were recovered from host cells by in vivo 
excision using the UNIZAP vector system (Stratagene) or by cell lysis. Plasmids were purified using 
at least one of the following: a Magic or WIZARD Minipreps DNA purification system (Promega); an 
AGTC Miniprep purification kit (Edge Biosystems, Gaithersburg MD); and QIAWELL 8 Plasmid, 

20 QIAWELL 8 Plus Plasmid, QIAWELL 8 Ultra Plasmid purification systems or the R.E.A.L. PREP 96 
plasmid purification kit from QIAGEN. Following precipitation, plasmids were resuspended in 0.1 
ml of distilled water and stored, with or without lyophilization, at 4°C 

Alternatively, plasmid DNA was amplified from host cell lysates using direct link PCR in a 
high-throughput format (Rao, V.B. (1994) Anal. Biochem. 216:1-14). Host cell lysis and thermal 

25 cycling steps were carried out in a single reaction mixture. Samples were processed and stored in 
384-well plates, and the concentration of amplified plasmid DNA was quantified fluorometrically 
using PICOGREEN dye (Molecular Probes, Eugene OR) and a FLUOROSKAN E fluorescence 
scanner (Labsystems Oy, Helsinki, Finland). 
HI. Sequencing and Analysis 

30 Incyte cDNA recovered in plasmids as described in Example II were sequenced as follows. 

Sequencing reactions were processed using standard methods or high-throughput instrumentation 
such as the ABI CATALYST 800 (Applied Biosystems) thermal cycler or the PTC-200 thermal 
cycler (MJ Research) in conjunction with the HYDRA microdispenser (Robbins Scientific) or the 
MICROLAB 2200 (Hamilton) liquid transfer system. cDNA sequencing reactions were prepared 

35 using reagents provided by Amersham Pharmacia Biotech or supplied in ABI sequencing kits such as 
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the ABI PRISM BIGDYE Terminator cycle sequencing ready reaction kit (Applied Biosystems). 
Electrophoretic separation of cDNA sequencing reactions and detection of labeled polynucleotides 
were carried out using the MEGABACE 1000 DNA sequencing system (Molecular Dynamics); the 
ABI PRISM 373 or 377 sequencing system (Applied Biosystems) in conjunction with standard ABI 

5 protocols and base calling software; or other sequence analysis systems known in the art. Reading 
frames within the cDNA sequences were identified using standard methods (reviewed in Ausubel, 
1997, supra , unit 7.7). Some of the cDNA sequences were selected for extension using the techniques 
disclosed in Example VI. 

The polynucleotide sequences derived from cDNA sequencing were assembled and analyzed 

10 using a combination of software programs which utilize algorithms well known to those skilled in the 
art. Table 5 summarizes the tools, programs, and algorithms used and provides applicable 
descriptions, references, and threshold parameters. The first column of Table 5 shows the tools, 
programs, and algorithms used, the second column provides brief descriptions thereof, the third 
column presents appropriate references, all of which are incorporated by reference herein in their 

15 entirety, and the fourth column presents, where applicable, the scores, probability values, and other 
parameters used to evaluate the strength of a match between two sequences (the higher the score, the 
greater the homology between two sequences). Sequences were analyzed using MACDNASIS PRO 
software (Hitachi Software Engineering, South San Francisco CA) and LASERGENE software 
(DNASTAR). Polynucleotide and polypeptide sequence alignments were generated using the default 

20 parameters specified by the clustal algorithm as incorporated into the MEGALIGN multisequence 
alignment program (DNASTAR), which also calculates the percent identity between aligned 
sequences. 

The polynucleotide sequences were validated by removing vector, linker, and poly A 
sequences and by masking ambiguous bases, using algorithms and programs based on BLAST, 

25 dynamic programing, and dinucleotide nearest neighbor analysis. The sequences were then queried 
against a selection of public databases such as the GenBank primate, rodent, mammalian, vertebrate, 
and eukaryote databases, and BLOCKS, PRINTS, DOMO, PRODOM, and PFAM to acquire 
annotation using programs based on BLAST, FASTA, and BLIMPS. The sequences were assembled 
into full length polynucleotide sequences using programs based on Phred, Phrap, and Consed, and 

30 were screened for open reading frames using programs based on GeneMark, BLAST, and FASTA. 
The full length polynucleotide sequences were translated to derive the corresponding full length 
amino acid sequences, and these full length sequences were subsequently analyzed by querying 
against databases such as the GenBank databases (described above), SwissProt, BLOCKS, PRINTS, 
DOMO, PRODOM, Prosite, and Hidden Markov Model (HMM)-based protein family databases such 

35 as PFAM. HMM is a probabilistic approach which analyzes consensus primary structures of gene 
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families. (See, e.g., Eddy, S.R. (1996) Curr. Opin. Struct. Biol. 6:361-365.) 

The programs described above for the assembly and analysis of full length polynucleotide 
and amino acid sequences were also used to identify polynucleotide sequence fragments from SEQ ID 
NO: 108-214. Fragments from about 20 to about 4000 nucleotides which are useful in hybridization 
5 and amplification technologies were described in The Invention section above. 
IV. Analysis of Polynucleotide Expression 

Northern analysis is a laboratory technique used to detect the presence of a transcript of a 
gene and involves the hybridization of a labeled nucleotide sequence to a membrane on which RNAs 
from a particular cell type or tissue have been bound. (See, e.g., Sambrook, supra, ch. 7; Ausubel, 
10 1995, supra, ch. 4 and 16.) 

Analogous computer techniques applying BLAST were used to search for identical or related 
molecules in cDNA databases such as GenBank or LIFESEQ (Incyte Genomics). This analysis is 
much faster than multiple membrane-based hybridizations. In addition, the sensitivity of the 
computer search can be modified to determine whether any particular match is categorized as exact or 
15 similar. The basis of the search is the product score, which is defined as: 

BLAST Score x Percent Identity 
5 x minimum {length(Seq. 1), length(Seq. 2)} 

The product score takes into account both the degree of similarity between two sequences and the 

20 length of the sequence match. The product score is a normalized value between 0 and 100, and is 
calculated as follows: the BLAST score is multiplied by the percent nucleotide identity and the 
product is divided by (5 times the length of the shorter of the two sequences). The BLAST score is 
calculated by assigning a score of +5 for every base that matches in a high-scoring segment pair 
(HSP), and -4 for every mismatch. Two sequences may share more than one HSP (separated by 

25 gaps). If there is more than one HSP, then the pair with the highest BLAST score is used to calculate 
the product score. The product score represents a balance between fractional overlap and quality in a 
BLAST alignment. For example, a product score of 100 is produced only for 100% identity over the 
entire length of the shorter of the two sequences being compared. A product score of 70 is produced 
either by 100% identity and 70% overlap at one end, or by 88% identity and 100% overlap at the 

30 other. A product score of 50 is produced either by 100% identity and 50% overlap at one end, or 79% 
identity and 100% overlap. 

The results of northern analyses are reported as a percentage distribution of libraries in which 
the transcript encoding TRFX occurred. Analysis involved the categbrization of cDNA libraries by 
organ/tissue and disease. The organ/tissue categories included cardiovascular, dermatologic, 

35 developmental, endocrine, gastrointestinal, hematopoietic/immune, musculoskeletal, nervous, 
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reproductive, and urologic. The disease/condition categories included cancer, inflammation, trauma, 
cell proliferation, neurological, and pooled. For each category, the number of libraries expressing the 
sequence of interest was counted and divided by the total number of libraries across all categories. 
Percentage values of tissue-specific and disease- or condition-specific expression are reported in 
5 Table 3. 

V. Chromosomal Mapping of TRFX Encoding Polynucleotides 

The cDNA sequences which were used to assemble SEQ ID NO: 108-214 were compared 
with sequences from the Incyte LIFESEQ database and public domain databases using BLAST and 
other implementations of the Smith-Waterman algorithm. Sequences from these databases that 

10 matched SEQ ID NO: 108-214 were assembled into clusters of contiguous and overlapping sequences 
using assembly algorithms such as Phrap (Table 5). Radiation hybrid and genetic mapping data 
available from public resources such as the Stanford Human Genome Center (SHGC), Whitehead 
Institute for Genome Research (WIGR), and G6n6thon were used to determine if any of the clustered 
sequences had been previously mapped. Inclusion of a mapped sequence in a cluster resulted in the 

15 assignment of all sequences of that cluster, including its particular SEQ ID NO:, to that map location. 

The genetic map locations of SEQ ID NO:lll, 114, 117, 122, 123, 125, 130, 132-134, 136, 
138, 145, 149, 152, 153, 156, 159, 168, 179, 180, 184, 185, 196, 197, 199, 201, 204, 208, 212, and 
213, are described in The Invention as ranges, or intervals, of human chromosomes. More than one 
map location is reported for SEQ ID NO:145, 152, 184, 185, 199, 208, and 212, indicating that 

20 previously mapped sequences having similarity, but not complete identity, to SEQ ID NO: 145, 152, 
184, 185, 199, 208, and 212 were assembled into their respective clusters. The map position of an 
interval, in centiMorgans, is measured relative to the terminus of the chromosome's p-arm. (The 
centiMorgan (cM) is a unit of measurement based on recombination frequencies between 
chromosomal markers. On average, 1 cM is roughly equivalent to 1 raegabase (Mb) of DNA in 

25 humans, although this can vary widely due to hot and cold spots of recombination.) The cM 

distances are based on genetic markers mapped by G6n6thon which provide boundaries for radiation 
hybrid markers whose sequences were included in each of the clusters. Human genome maps and 
other resources available to the public, such as the NCBI "GeneMap'99" World Wide Web site 
(http://www.ncbi.nlm.nih.gov/genemap/) , can be employed to determine if previously identified 

30 disease genes map within or in proximity to the intervals indicated above. 

VI. Extension of TRFX Encoding Polynucleotides 

_ The full length nucleic acid sequences of SEQ ID NO: 108-214 were produced by extension 
of an appropriate fragment of the full length molecule using oligonucleotide primers designed from 
this fragment. One primer was synthesized to initiate 5' extension of the known fragment, and the 
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other primer, to initiate 3* extension of the known fragment. The initial primers were designed using 
OLIGO 4.06 software (National Biosciences), or another appropriate program, to be about 22 to 30 
nucleotides in length, to have a GC content of about 50% or more, and to anneal to the target 
sequence at temperatures of about 68 °C to about 72°C. Any stretch of nucleotides which would 

5 result in hairpin structures and primer-primer dimerizations was avoided. 

Selected human cDNA libraries were used to extend the sequence. If more than one 
extension was necessary or desired, additional or nested sets of primers were designed. 

High fidelity amplification was obtained by PCR using methods well known in the art, PCR 
was performed in 96-well plates using the PTC-200 thermal cycler (MJ Research, Inc.). The reaction 

10 mix contained DNA template, 200 nmol of each primer, reaction buffer containing Mg 2 *, (NH 4 ) 2 S0 4 , 
and p-mercaptoethanol, Taq DNA polymerase (Amersham Pharmacia Biotech), ELONGASE enzyme 
(Life Technologies), and Pfu DNA polymerase (Stratagene), with the following parameters for primer 
pair PCI A and PCI B: Step 1: 94 °C, 3 min; Step 2: 94 °C, 15 sec; Step 3: 60°C, 1 min; Step 4: 68°C, 
2 min; Step 5: Steps 2, 3, and 4 repeated 20 times; Step 6: 68°C, 5 min; Step 7: storage at 4°C. In the 

15 alternative, the parameters for primer pair T7 and SK+ were as follows: Step 1 : 94°C, 3 rain; Step 2: 
94°C, 15 sec; Step 3: 57°C, 1 min; Step 4: 68°C, 2 min; Step 5: Steps 2, 3, and 4 repeated 20 times; 
Step 6: 68°C, 5 min; Step 7: storage at 4°C. 

The concentration of DNA in each well was determined by dispensing 100 ul PICOGREEN 
quantitation reagent (0.25% (v/v) PICOGREEN; Molecular Probes, Eugene OR) dissolved in IX TE 

20 and 0.5 ul of undiluted PCR product into each well of an opaque fluorimeter plate (Corning Costar, 
Acton MA), allowing the DNA to bind to the reagent. The plate was scanned in a Fluoroskan II 
(Labsystems Oy, Helsinki, Finland) to measure the fluorescence of the sample and to quantify the 
concentration of DNA. A 5 /il to 10 //l aliquot of the reaction mixture was analyzed by 
electrophoresis on a 1 % agarose mini-gel to determine which reactions were successful in extending 

25 the sequence. 

The extended nucleotides were desalted and concentrated, transferred to 384~well plates, 
digested with CviJI cholera virus endonuclease (Molecular Biology Research, Madison WI), and 
sonicated or sheared prior to religation into pUC 18 vector (Amersham Pharmacia Biotech). For 
shotgun sequencing, the digested nucleotides were separated on low concentration (0.6 to 0.8%) 

30 agarose gels, fragments were excised, and agar digested with Agar ACE (Promega). Extended clones 
were religated using T4 ligase (New England Biolabs, Beverly MA) into pUC 18 vector (Amersham 
Pharmacia Biotech), treated with Pfu DNA polymerase (Stratagene) to fill-in restriction site 
overhangs, and transfected into competent E. coli cells. Transformed cells were selected on 
antibiotic-containing media, and individual colonies were picked and cultured overnight at 37 °C in 

35 384-well plates in LB/2x carb liquid media. 
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The cells were lysed, and DNA was amplified by PCR using Taq DNA polymerase 
(Amersham Pharmacia Biotech) and Pfu DNA polymerase (Stratagene) with the following 
parameters: Step 1: 94°C, 3 min; Step 2: 94 °C, 15 sec; Step 3: 60°C, 1 min; Step 4: 72°C, 2 min; 
Step 5: steps 2, 3, and 4 repeated 29 times; Step 6: 72°C, 5 min; Step 7: storage at 4°C. DNA was 
5 quantified by PICOGREEN reagent (Molecular Probes) as described above. Samples with low DNA 
recoveries were reamplified using the same conditions as described above. Samples were diluted 
with 20% dimethysulfoxide (1:2, v/v), and sequenced using DYENAMIC energy transfer sequencing 
primers and the DYENAMIC DIRECT kit (Amersham Pharmacia Biotech) or the ABI PRISM 
BIGDYE Terminator cycle sequencing ready reaction kit (Applied Biosystems). 

10 In like manner, the polynucleotide sequences of SEQ ID NO: 108-214 are used to obtain 5' 

regulatory sequences using the procedure above, along with oligonucleotides designed for such 
extension, and an appropriate genomic library. 
VH. Labeling and Use of Individual Hybridization Probes 

Hybridization probes derived from SEQ ID NO: 108-214 are employed to screen cDNAs, 

15 genomic DNAs, or mRNAs. Although the labeling of oligonucleotides, consisting of about 20 base 
pairs, is specifically described, essentially the same procedure is used with larger nucleotide 
fragments. Oligonucleotides are designed using state-of-the-art software such as OLIGO 4.06 
software (National Biosciences) and labeled by combining 50 pmol of each oligomer, 250 /^Ci of 
[y-^P] adenosine triphosphate (Amersham Pharmacia Biotech), and T4 polynucleotide kinase 

20 (DuPont NEN, Boston MA). The labeled oligonucleotides are substantially purified using a 

SEPHADEX G-25 superfine size exclusion dextran bead column (Amersham Pharmacia Biotech). 
An aliquot containing 10 7 counts per minute of the labeled probe is used in a typical membrane-based 
hybridization analysis of human genomic DNA digested with one of the following endonucleases: 
Ase I, Bgl II, Eco RI, Pst I, Xba I, or Pvu II (DuPont NEN). 

25 The DNA from each digest is fractionated on a 0.7% agarose gel and transferred to nylon 

membranes (Nytran Plus, Schleicher & Schuell, Durham NH). Hybridization is carried out for 16 
hours at 40°C. To remove nonspecific signals, blots are sequentially washed at room temperature 
under conditions of up to, for example, 0.1 x saline sodium citrate and 0.5% sodium dodecyl sulfate. 
Hybridization patterns are visualized using autoradiography or an alternative imaging means and 

30 compared. 

VIIL Microarrays 

The linkage or synthesis of array elements upon a microarray can be achieved utilizing 
photolithography, piezoelectric printing (ink-jet printing, See, e,g., Baldeschweiler, supra) , 
mechanical microspotting technologies, and derivatives thereof. The substrate in each of the 
35 aforementioned technologies should be uniform and solid with a non-porous surface (Schena (1999), 
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supra) . Suggested substrates include silicon, silica, glass slides, glass chips, and silicon wafers. 
Alternatively, a procedure analogous to a dot or slot blot may also be used to arrange and link 
elements to the surface of a substrate using thermal, UV, chemical, or mechanical bonding 
procedures. A typical array may be produced using available methods and machines well known to 

5 those of ordinary skill in the art and may contain any appropriate number of elements. (See, e.g., 
Schena, M. et al. (1995) Science 270:467-470; Shalon, D. et al. (1996) Genome Res. 6:639-645; 
Marshall, A. and J. Hodgson (1998) Nat. Biotechnol. 16:27-31.) 

Full length cDNAs, Expressed Sequence Tags (ESTs), or fragments or oligomers thereof may 
comprise the elements of the microarray. Fragments or oligomers suitable for hybridization can be 

10 selected using software well known in the art such as LASERGENE software (DNASTAR). The 

array elements are hybridized with polynucleotides in a biological sample. The polynucleotides in the 
biological sample are conjugated to a fluorescent label or other molecular tag for ease of detection. 
After hybridization, nonhybridized nucleotides from the biological sample are removed, and a 
fluorescence scanner is used to detect hybridization at each array element. Alternatively, laser 

15 desorbtion and mass spectrometry may be used for detection of hybridization. The degree of 

complementarity and the relative abundance of each polynucleotide which hybridizes to an element 
on the microarray may be assessed. In one embodiment, microarray preparation and usage is 
described in detail below. 
Tissue or Cell Sample Preparation 

20 Total RNA is isolated from tissue samples using the guanidinium thiocyanate method and 

poly(A) + RNA is purified using the oligo-(dT) cellulose method. Each poly(A) + RNA sample is 
reverse transcribed using MMLV reverse-transcriptase, 0.05 pg/pl oligo-(dT) primer (21mer), IX 
first strand buffer, 0.03 units/Hi RNase inhibitor, 500 jjM dATP, 500 pM dGTP, 500 pM dTTP, 40 
pM dCTP, 40 pM dCTP-Cy3 (BDS) or dCTP-Cy5 (Amersham Pharmacia Biotech). The reverse 

25 transcription reaction is performed in a 25 ml volume containing 200 ng poly (A) + RNA with 

GEMBRIGHT kits (Incyte). Specific control poly(A) + RNAs are synthesized by in vitro transcription 
from non-coding yeast genomic DNA. After incubation at 37 °C for 2 hr, each reaction sample (one 
with Cy3 and another with Cy5 labeling) is treated with 2.5 ml of 0.5M sodium hydroxide and 
incubated for 20 minutes at 85 °C to the stop the reaction and degrade the RNA. Samples are purified 

30 using two successive CHROMA SPIN 30 gel filtration spin columns (CLONTECH Laboratories, Inc. 
(CLONTECH), Palo Alto CA) and after combining, both reaction samples are ethanol precipitated 
using 1 ml of glycogen (1 mg/ml), 60 ml sodium acetate, and 300 ml of 100% ethanol. The sample is 
then dried to completion using a SpeedVAC (Savant Instruments Inc., Holbrbok NY) and 
resuspended in 14 pi 5X SSC/0.2% SDS. 

35 Microarray Preparation 
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Sequences of the present invention are used to generate array elements. Each array element 
is amplified from bacterial cells containing vectors with cloned cDNA inserts. PCR amplification 
uses primers complementary to the vector sequences flanking the cDNA insert. Array elements are 
amplified in thirty cycles of PCR from an initial quantity of 1-2 ng to a final quantity greater than 5 
5 |ig. Amplified array elements are then purified using SEPHACRYL-400 (Amersham Pharmacia 
Biotech). 

Purified array elements are immobilized on polymer-coated glass slides. Glass microscope 
slides (Corning) are cleaned by ultrasound in 0.1% SDS and acetone, with extensive distilled water 
washes between and after treatments. Glass slides are etched in 4% hydrofluoric acid (VWR 
10 Scientific Products Corporation (VWR), West Chester PA), washed extensively in distilled water, 
and coated with 0.05% aminopropyi silane (Sigma) in 95% ethanol. Coated slides are cured in a 
110°Coven. 

Array elements are applied to the coated glass substrate using a procedure described in US 
Patent No. 5,807,522, incorporated herein by reference. 1 pi of the array element DNA, at an average 

15 concentration of 100 ng/pl, is loaded into the open capillary printing element by a high-speed robotic 
apparatus. The apparatus then deposits about 5 nl of array element sample per slide. 

Microarrays are UV-crosslinked using a STRATALINKER UV-crosslinker (Stratagene). 
Microarrays are washed at room temperature once in 0.2% SDS and three times in distilled water. 
Non-specific binding sites are blocked by incubation of microarrays in 0.2% casein in phosphate 

20 buffered saline (PBS) (Tropix, Inc., Bedford MA) for 30 minutes at 60 °C followed by washes in 
0.2% SDS and distilled water as before. 
Hybridization 

Hybridization reactions contain 9 pi of sample mixture consisting of 0.2 ug each of Cy3 and 
Cy5 labeled cDNA synthesis products in 5X SSC, 0.2% SDS hybridization buffer. The sample 

25 mixture is heated to 65 °C for 5 minutes and is aliquoted onto the microarray surface and covered 
with an 1 .8 cm 2 coverslip. The arrays are transferred to a waterproof chamber having a cavity just 
slightly larger than a microscope slide. The chamber is kept at 100% humidity internally by the 
addition of 140 jjI of 5X SSC in a corner of the chamber. The chamber containing the arrays is 
incubated for about 6.5 hours at 60 °C. The arrays are washed for 10 min at 45 °C in a first wash 

30 buffer (IX SSC, 0.1% SDS), three times for 10 minutes each at 45 °C in a second wash buffer (0.1X 
SSC), and dried. 
jDetection 

Reporter-labeled hybridization complexes are detected with a microscope equipped with an 
Innova 70 mixed gas 10 W laser (Coherent, Inc., Santa Clara CA) capable of generating spectral lines 
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at 488 nm for excitation of Cy3 and at 632 nm for excitation of Cy5. The excitation laser light is 
focused on the array using a 20X microscope objective (Nikon, Inc., Melville NY). The slide 
containing the array is placed on a computer-controlled X-Y stage on the microscope and raster- 
scanned past the objective. The 1.8 cm x 1.8 cm array used in the present example is scanned with a 
5 resolution of 20 micrometers. 

In two separate scans, a mixed gas multiline laser excites the two fluorophores sequentially. 
Emitted light is split, based on wavelength, into two photomultiplier tube detectors (PMT R1477, 
Hamamatsu Photonics Systems, Bridgewater NJ) corresponding to the two fluorophores. Appropriate 
filters positioned between the array and the photomultiplier tubes are used to filter the signals. The 

10 emission maxima of the fluorophores used are 565 nm for Cy3 and 650 nm for Cy5. Each array is 
typically scanned twice, one scan per fluorophore using the appropriate filters at the laser source, 
although the apparatus is capable of recording the spectra from both fluorophores simultaneously. 

The sensitivity of the scans is typically calibrated using the signal intensity generated by a 
cDNA control species added to the sample mixture at a known concentration. A specific location on 

15 the array contains a complementary DNA sequence, allowing the intensity of the signal at that 

location to be correlated with a weight ratio of hybridizing species of 1:100,000. When two samples 
from different sources (e.g., representing test and control cells), each labeled with a different 
fluorophore, are hybridized to a single array for the purpose of identifying genes that are 
differentially expressed, the calibration is done by labeling samples of the calibrating cDNA with the 

20 two fluorophores and adding identical amounts of each to the hybridization mixture. 

The output of the photomultiplier tube is digitized using a 12-bit RH-835H analog-to-digital 
(A/D) conversion board (Analog Devices, Inc., Norwood MA) installed in an IBM-compatible PC 
computer. The digitized data are displayed as an image where the signal intensity is mapped using a 
linear 20-color transformation to a pseudocolor scale ranging from blue (low signal) to red (high 

25 signal). The data is also analyzed quantitatively. Where two different fluorophores are excited and 
measured simultaneously, the data are first corrected for optical crosstalk (due to overlapping 
emission spectra) between the fluorophores using each fluorophore' s emission spectrum. 

A grid is superimposed over the fluorescence signal image such that the signal from each 
spot is centered in each element of the grid. The fluorescence signal within each element is then 

30 integrated to obtain a numerical value corresponding to the average intensity of the signal. The 
software used for signal analysis is the GEMTOOLS gene expression analysis program (Incyte). 
IX. Complementary Polynucleotides 

Sequences complementary to the TTlFX-encoding sequences, or any parts thereof , are used to 
detect, decrease, or inhibit expression of naturally occurring TRFX. Although use of 
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oligonucleotides comprising from about 15 to 30 base pairs is described, essentially the same 
procedure is used with smaller or with larger sequence fragments. Appropriate oligonucleotides are 
designed using OLIGO 4.06 software (National Biosciences) and the coding sequence of TRFX. To 
inhibit transcription, a complementary oligonucleotide is designed from the most unique 5' sequence 
5 and used to prevent promoter binding to the coding sequence. To inhibit translation, a 

complementary oligonucleotide is designed to prevent ribosomal binding to the TRFX-encoding 
transcript. 

X. Expression of TRFX 

Expression and purification of TRFX is achieved using bacterial or virus-based expression 

10 systems. For expression of TRFX in bacteria, cDNA is subcloned into an appropriate vector 

containing an antibiotic resistance gene and an inducible promoter that directs high levels of cDNA 
transcription. Examples of such promoters include, but are not limited to, the trp-lac (tac) hybrid 
promoter and the T5 or T7 bacteriophage promoter in conjunction with the lac operator regulatory 
element. Recombinant vectors are transformed into suitable bacterial hosts, e.g., BL21(DE3). 

15 Antibiotic resistant bacteria express TRFX upon induction with isopropyl beta-D- 

thiogalactopyranoside (IPTG). Expression of TRFX in eukaryotic cells is achieved by infecting 
insect or mammalian cell lines with recombinant Autographica califomica nuclear polyhidrosis virus 
(AcMNPV), commonly known as baculovirus. The nonessential polyhedrin gene of baculovirus is 
replaced with cDNA encoding TRFX by either homologous recombination or bacterial-mediated 

20 transposition involving transfer plasmid intermediates. Viral infectivity is maintained and the strong 
polyhedrin promoter drives high levels of cDNA transcription. Recombinant baculovirus is used to 
infect Spodoptera frueiperda (Sf9) insect cells in most cases, or human hepatocytes, in some cases. 
Infection of the latter requires additional genetic modifications to baculovirus. (See Engelhard, E.K. 
et al. (1994) Proc. Natl. Acad. Sci. USA 91:3224-3227; Sandig, V. et al. (1996) Hum. Gene Ther. 

25 7:1937-1945.) 

In most expression systems, TRFX is synthesized as a fusion protein with, e.g., glutathione S- 
transferase (GST) or a peptide epitope tag, such as FLAG or 6-His, permitting rapid, single-step, 
affinity-based purification of recombinant fusion protein from crude cell lysates. GST, a 26- 
kilodalton enzyme from Schistosoma iaponicum . enables the purification of fusion proteins on 

30 immobilized glutathione under conditions that maintain protein activity and antigenicity (Amersham 
Pharmacia Biotech). Following purification, the GST moiety can be proteolytically cleaved from 
TRFX at specifically engineered sites. FLAG, an 8-amino acid peptide, enables immunoaffinity 
purification using commercially available monoclonal and polyclonal aiiti-FLAG antibodies (Eastman 
Kodak). 6-His, a stretch of six consecutive histidine residues, enables purification on metal-chelate 

35 resins (QIAGEN). Methods for protein expression and purification are discussed in Ausubel (1995, 
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supra , ch. 10 and 16). Purified TRFX obtained by these methods can be used directly in the assays 

shown in Examples XI and XV. 

XI. Demonstration of TRFX Activity 

TRFX activity is measured by its ability to stimulate transcription of a reporter gene (Liu, 

5 H.Y. et al. (1997) EMBO J. 16(17):5289-5298). The assay entails the use of a well characterized 
reporter gene construct, LexA^-LacZ, that consists of LexA DNA transcriptional control elements 
(LexAop) fused to sequences encoding the B. coli LacZ enzyme. The methods for constructing and 
expressing fusion genes, introducing them into cells, and measuring LacZ enzyme activity, are well 
known to those skilled in the art. Sequences encoding TRFX are cloned into a plasmid that directs the 

10 synthesis of a fusion protein, LexA-TRFX, consisting of TRFX and a DNA binding domain derived 
from the LexA transcription factor. The resulting plasmid, encoding a LexA-TRFX fusion protein, is 
introduced into yeast cells along with a plasmid containing the LexA op -LacZ reporter gene. The 
amount of LacZ enzyme activity associated with LexA-TRFX transfected cells, relative to control 
cells, is proportional to the amount of transcription stimulated by the TRFX. 

15 XII. Functional Assays 

TRFX function is assessed by expressing the sequences encoding TRFX at physiologically 
elevated levels in mammalian cell culture systems. cDNA is subcloned into a mammalian expression 
vector containing a strong promoter that drives high levels of cDNA expression. Vectors of choice 
include pCMV SPORT plasmid (Life Technologies) and pCR3.1 plasmid (Invitrogen), both of which 

20 contain the cytomegalovirus promoter. 5-10 ii% of recombinant vector are transiently transfected into 
a human cell line, for example, an endothelial or hematopoietic cell line, using either liposome 
formulations or electroporation. 1-2 \i% of an additional plasmid containing sequences encoding a 
marker protein are co-transfected. Expression of a marker protein provides a means to distinguish 
transfected cells from nontransfected cells and is a reliable predictor of cDNA expression from the 

25 recombinant vector. Marker proteins of choice include, e.g., Green Fluorescent Protein (GFP; 

Clontech), CD64, or a CD64-GFP fusion protein. Flow cytometry (FCM), an automated, laser optics- 
based technique, is used to identify transfected cells expressing GFP or CD64-GFP and to evaluate 
the apoptotic state of the cells and other cellular properties. FCM detects and quantifies the uptake of 
fluorescent molecules that diagnose events preceding or coincident with cell death. These events 

30 include changes in nuclear DNA content as measured by staining of DNA with propidium iodide; 
changes in cell size and granularity as measured by forward light scatter and 90 degree side light 
scatter; down-regulation of DNA synthesis as measured by decrease in bromodeoxyuridine uptake; 
alterations in expression of cell surface and intracellular proteins as measured by reactivity with 
specific antibodies; and alterations in plasma membrane composition as measured by the binding of 

35 fluorescein-conjugated Annexin V protein to the cell surface. Methods in flow cytometry are 
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discussed in Ormerod, M.G. (1994) Flow Cytometry , Oxford, New York NY. 

The influence of TRFX on gene expression can be assessed using highly purified populations 
of cells transfected with sequences encoding TRFX and either CD64 or CD64-GFP. CD64 and 
CD64-GFP are expressed on the surface of transfected cells and bind to conserved regions of human 
5 immunoglobulin G (IgG). Transfected cells are efficiently separated from nontransfected cells using 
magnetic beads coated with either human IgG or antibody against CD64 (DYNAL, Lake Success 
NY). mRNA can be purified from the cells using methods well known by those of skill in the art. 
Expression of mRNA encoding TRFX and other genes of interest can be analyzed by northern 
analysis or microarray techniques. 

10 XHL Production of TRFX Specific Antibodies 

TRFX substantially purified using polyacrylamide gel electrophoresis (PAGE; see, e.g., 
Harrington, M.G. (1990) Methods Enzymol. 182:488-495), or other purification techniques, is used to 
immunize rabbits and to produce antibodies using standard protocols. 

Alternatively, the TRFX amino acid sequence is analyzed using LASERGENE software 

15 (DNASTAR) to determine regions of high immunogenicity, and a corresponding oligopeptide is 
synthesized and used to raise antibodies by means known to those of skill in the art. Methods for 
selection of appropriate epitopes, such as those near the C-terminus or in hydrophilic regions are well 
described in the art. (See, e.g., Ausubel, 1995, supra , ch. 11.) 

Typically, oligopeptides of about 15 residues in length are synthesized using an ABI 431 A 

20 peptide synthesizer (Applied Biosystems) using FMOC chemistry and coupled to KLH (Sigma- 

Aldrich, St. Louis MO) by reaction with N-maleimidobenzoyl-N-hydroxysuccinimide ester (MBS) to 
increase immunogenicity. (See, e.g., Ausubel, 1995, supra .) Rabbits are immunized with the 
oligopeptide-KLH complex in complete Freund's adjuvant. Resulting antisera are tested for 
antipeptide and anti-TRFX activity by, for example, binding the peptide or TRFX to a substrate, 

25 blocking with 1% BSA, reacting with rabbit antisera, washing, and reacting with radio-iodinated goat 
anti-rabbit IgG. 

XIV. Purification of Naturally Occurring TRFX Using Specific Antibodies 

Naturally occurring or recombinant TRFX is substantially purified by immunoaffinity 
chromatography using antibodies specific for TRFX. An immunoaffinity column is constructed by 
30 covalently coupling anti-TRFX antibody to an activated chromatographic resin, such as 

CNBr-activated SEPHAROSE (Amersham Pharmacia Biotech). After the coupling, the resin is 
blocked and washed according to the manufacturer's instructions. 

Media containing TRFX are passed over the immunoaffinity column, and the column is 
washed under conditions that allow the preferential absorbance of TRFX (e.g., high ionic strength 
35 buffers in the presence of detergent). The column is eluted under conditions that disrupt 
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antibody/TRFX binding (e.g., a buffer of pH 2 to pH 3, or a high concentration of a chaotrope, such 

as urea or thiocyanate ion), and TRFX is collected. 

XV. Identification of Molecules Which Interact with TRFX 

TRFX, or biologically active fragments thereof, are labeled with 125 I Bolton-Hunter reagent. 
5 (See, e.g., Bolton A.E. and W.M. Hunter (1973) Biochem. J. 133:529-539.) Candidate molecules 
previously arrayed in the wells of a multi-well plate are incubated with the labeled TRFX, washed, 
and any wells with labeled TRFX complex are assayed. Data obtained using different concentrations 
of TRFX are used to calculate values for the number, affinity, and association of TRFX with the 
candidate molecules. 

10 Alternatively, molecules interacting with TRFX are analyzed using the yeast two-hybrid 

system as described in Fields, S. and O. Song (1989, Nature 340:245-246), or using commercially 
available kits based on the two-hybrid system, such as the MATCHMAKER system (Clontech). 

TRFX may also be used in the PATHCALLING process (CuraGen Corp., New Haven CT) 
which employs the yeast two-hybrid system in a high-throughput manner to determine all interactions 

15 between the proteins encoded by two large libraries of genes (Nandabalan, K. et al. (2000) U.S. 
Patent No. 6,057,101). 

Various modifications and variations of the described methods and systems of the invention 
will be apparent to those skilled in the art without departing from the scope and spirit of the 
20 invention. Although the invention has been described in connection with certain embodiments, it 
should be understood that the invention as claimed should not be unduly limited to such specific 
embodiments. Indeed, various modifications of the described modes for carrying out the invention 
which are obvious to those skilled in molecular biology or related fields are intended to be within the 
scope of the following claims. 
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Homologous Sequences 


g6942207 

PPARgamma cofactor 2 
[Mus musculus] 
Castillo, G.C. et al. 
(1999) EMBO J. 
18:3676-3687 


g 2052119 

transcription factor 
RBP-L 


g3 7 8 6409 contains 
similarity to 
Saccharomyces 
cerevisiae MAF-1 
protein 


g 930123 zinc finger 
protein 




g 1184157 Max- 
interacting 
transcriptional 
repressor " 


Signature Sequences/ 
Motifs and Domains 


Zinc finger protein 
motif: P104-A166 


RBP-J Kappa 
Recombination signal 
motif: P39-D206 


MAF-1 nuclear matrix 
protein motif: G82- 
T210 


Zinc finger C2H2 type 
domain: F6-R44, C171- 
Q191, C199-H219, C227- 
H247, C255-H275, C283- 
H303, C311-H331/ C339- 
H358, C366-H386, C394- 
H415, C422-H442, C450- 
H470 

Zinc finger 136: W37- 
Q145 

Zinc finger 137*: S259- 
R335 

KRAB box: M1-D76 ; 


Helix-loop-helix DNA- 
binding domain: G58- 
E110, H27-D165 
Myc-type helix-loop- 
helix motif: E66-K81, 
C90-E110 
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What is claimed is: 

1. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of: 

5 a) an amino acid sequence selected from the group consisting of SEQ ID NO: 1-107, 

b) a naturally occurring amino acid sequence having at least 90% sequence identity to an 
amino acid sequence selected from the group consisting of SEQ ID NO:1-107, 

c) a biologically active fragment of an amino acid sequence selected from the group 
consisting of SEQ ID NO: 1-107, and 

10 d) an immunogenic fragment of an amino acid sequence selected from the group consisting 

ofSEQIDNO:l-107. 

2. An isolated polypeptide of claim 1 selected from the group consisting of SEQ ID NO. l- 

107. 

15 

3. An isolated polynucleotide encoding a polypeptide of claim 1. 

4. An isolated polynucleotide encoding a polypeptide of claim 2. 

20 5. An isolated polynucleotide of claim 4 selected from the group consisting of SEQ ID 

NO:108-214. 

6. A recombinant polynucleotide comprising a promoter sequence operably linked to a 
polynucleotide of claim 3. 

25 

7. A cell transformed with a recombinant polynucleotide of claim 6. 

8. A transgenic organism comprising a recombinant polynucleotide of claim 6. 

30 9. A method for producing a polypeptide of claim 1, the method comprising: 

a) culturing a cell under conditions suitable for expression of the polypeptide, wherein said 
cell is transformed with a recombinant polynucleotide, and said recombinant polynucleotide 
comprises a promoter sequence operably linked to a polynucleotide encoding the polypeptide of 
claim 1, and 
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b) recovering the polypeptide so expressed. 

10. An isolated antibody which specifically binds to a polypeptide of claim 1. 

5 1 1. An isolated polynucleotide comprising a polynucleotide sequence selected from the 

group consisting of: 

a) a polynucleotide sequence selected from the group consisting of SEQ ID NO: 108-214, 

b) a naturally occurring polynucleotide sequence having at least 90% sequence identity to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 108-214, 

10 c) a polynucleotide sequence complementary to a), 

d) a polynucleotide sequence complementary to b), and 

e) an RNA equivalent of a)-d). 

12. An isolated polynucleotide comprising at least 60 contiguous nucleotides of a 
15 polynucleotide of claim 11. 

13. A method for detecting a target polynucleotide in a sample, said target polynucleotide 
having a sequence of a polynucleotide of claim 11, the method comprising: 

a) hybridizing the sample with a probe comprising at least 20 contiguous nucleotides 
comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, under conditions whereby a hybridization 
complex is formed between said probe and said target polynucleotide or fragments thereof, and 

b) detecting the presence or absence of said hybridization complex, and, optionally, if 
present, the amount thereof. 

14. A method of claim 13, wherein the probe comprises at least 60 contiguous nucleotides. 

15. A method for detecting a target polynucleotide in a sample, said target polynucleotide 
having a sequence of a polynucleotide of claim 11, the method comprising: 

30 a) amplifying said target polynucleotide or fragment thereof using polymerase chain reaction 

amplification, and 

b) detecting the presence or absence of said amplified target polynucleotide or fragment 
thereof, and, optionally, if present, the amount thereof. 



20 
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16. A composition comprising an effective amount of a polypeptide of claim 1 and a 
pharmaceutically acceptable excipient. 

17. A composition of claim 16, wherein the polypeptide comprises an amino acid sequence 
5 selected from the group consisting of SEQ ID NO: 1-107. 

18. A method for treating a disease or condition associated with decreased expression of 
functional TRFX, comprising administering to a patient in need of such treatment the composition of 
claim 16. 

19. A method for screening a compound for effectiveness as an agonist of a polypeptide of 
claim 1, the method comprising: 

a) exposing a sample comprising a polypeptide of claim 1 to a compound, and 

b) detecting agonist activity in the sample. 

20. A composition comprising an agonist compound identified by a method of claim 19 and 
a pharmaceutically acceptable excipient. 

21. A method for treating a disease or condition associated with decreased expression of 
20 functional TRFX, comprising administering to a patient in need of such treatment a composition of 

claim 20. 



10 



15 



22. A method for screening a compound for effectiveness as an antagonist of a polypeptide 
of claim 1, the method comprising: 

25 a) exposing a sample comprising a polypeptide of claim 1 to a compound, and 

b) detecting antagonist activity in the sample. 

23. A composition comprising an antagonist compound identified by a method of claim 22 
and a pharmaceutically acceptable excipient. 

30 

24. A method for treating a disease or condition associated with overexpression of functional 
TRFX, comprising administering to a patient in need of such treatment a composition of claim 23. 



25. A method of screening for a compound that specifically binds to the polypeptide of claim 
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1, said method comprising the steps of: 

a) combining the polypeptide of claim 1 with at least one test compound under suitable 
conditions, and 

b) detecting binding of the polypeptide of claim 1 to the test compound, thereby identifying 
5 a compound that specifically binds to the polypeptide of claim 1. 

26. A method of screening for a compound that modulates the activity of the polypeptide of 
claim 1, said method comprising: 

a) combining the polypeptide of claim 1 with at least one test compound under conditions 
permissive for the activity of the polypeptide of claim 1, 

b) assessing the activity of the polypeptide of claim 1 in the presence of the test compound, 

and 

c) comparing the activity of the polypeptide of claim 1 in the presence of the test compound 
with the activity of the polypeptide of claim 1 in the absence of the test compound, wherein a change 
in the activity of the polypeptide of claim 1 in the presence of the test compound is indicative of a 
compound that modulates the activity of the polypeptide of claim 1. 

27. A method for screening a compound for effectiveness in altering expression of a target 
polynucleotide, wherein said target polynucleotide comprises a sequence of claim 5, the method 
comprising: 

a) exposing a sample comprising the target polynucleotide to a compound, under conditions 
suitable for the expression of the target polynucleotide, 

b) detecting altered expression of the target polynucleotide, and 

c) comparing the expression of the target polynucleotide in the presence of varying amounts 
of the compound and in the absence of the compound. 

28. A method for assessing toxicity of a test compound, said method comprising: 

a) treating a biological sample containing nucleic acids with the test compound; 

b) hybridizing the nucleic acids of the treated biological sample with a probe comprising at 
30 least 20 contiguous nucleotides of a polynucleotide of claim 1 1 under conditions whereby a specific 

hybridization complex is formed between said probe and a target polynucleotide in the biological 
sample, said target polynucleotide comprising a polynucleotide sequence of a polynucleotide of claim 
1 1 or fragment thereof; 

c) quantifying the amount of hybridization complex; and 
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d) comparing the amount of hybridization complex in the treated biological sample with the 
amount of hybridization complex in an untreated biological sample, wherein a difference in the 
amount of hybridization complex in the treated biological sample is indicative of toxicity of the test 
compound. 
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415 




420 


His Gin 


Lys Thr His Ser 


Gly 


430 




435 


Cys Gly 


Lys Ala Cys Asn 


His 


445 




450 


Arg He 


His Asn Ser 




460 







Ala 


Leu 


Leu 


Pro 


Leu 


Glu 


Pro 




10 










15 


Gin 


Pro 


Ser 


Pro 


Thr 


Pro 


Pro 




25 










30 


Leu 


Lys 


Lys 


Glu 


Leu 


Glu 


Gin 




40 










45 


Pro 


Leu 


Leu 


Pro 


Pro 


Pro 


Ser 




55 










60 


Leu 


Pro 


Pro 


Ala 


Pro 


Ser 


Leu 




70 










75 


Leu 


Pro 


Gin 


Pro 


Pro 


Val 


Leu 




85 










90 


Tyr Cys 


Arg Asn Glu Ala 


Gly 




100 










105 


Leu 


Pro 


Pro 


Pro 


Gin 


Gin 


Pro 




115 










120 


Ser Arg 


Leu Ala 


Pro Tyr 


Pro 




130 










135 
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His 


Pro 


Ala 


Thr 


Thr 
140 


Arg 


Gly Asp 


Arg 


Gin 


Asn 


Lys 


Ser 


Ala 
155 


Ala 


Leu Arg 


Tyr 


Glu 


Gly 


Glu 


Ala 


Leu 
170 


Glu 


Gly Glu 


Cys 


Asn 


Arg 


Glu 


Leu 


Lys 
185 


Glu 


Arg Ala 


Glu 


Gin 


Tyr 


Val 


Lys 


Asp 
200 


Leu 


Leu lie 


Glu 


Gin 


Arg 


Thr Arg 


Ser 


Cys 














215 









<210> 3 
<211> 284 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 159196CD1 

<400> 3 



nec 


iaj.y 


Ser 




Lys 


Glu 


Gin 


Ser 


Pro 


j_ 




















xr 

w?±y 


uiU 






Lys 


Pro 


Trp 






















Ser 


Trp 


lie 


pro 


Pro 


Gly Glu Lys 


Glu 










35 










Ser 


Asp 


Glu 


Leu 


Gin 


Glu 


Thr 


His 


Pro 










50 










Val 


Thr 


Val 


Arg 


Ala 


Arg 


Glu 


Leu 


Gly 










65 










Arg 


His 


Glu 


Ala 


Asp 


Glu 


Lys 


Pro 


Phe 










80 










Lys 


Thr 


Phe 


Asn 


Asn 


Thr 


Ser 


Asn 


Leu 










95 










His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys 


Cys 










110 










Phe 


Ser 


Arg 


Ser 


Ser 


Asn Arg 


He 


Arg 










125 










Glu 


Glu 


Lys 


His 


Tyr 


Lys 


Cys 


Pro 


Lys 










140 










Arg 


Arg 


Ser 


Asp 


Leu 


Thr 


Thr 


His 


Gin 










155 










Arg 


Pro 


Tyr 


Arg 


Cys 


Asp 


He 


Cys 


Gly 










170 










Ala 


Thr 


Leu 


Ala 


Val 


His 


His 


Arg 


Thr 










185 










Tyr 


He 


Cys 


Cys 


Glu 


Cys 


Gly Lys 


Ser 










200 










Phe 


Gly 


Val 


His 


His 


Arg 


Thr 


His 


Thr 










215 










Cys 


Thr 


Glu 


Cys 


Gly 


Arg 


Thr 


Phe 


Ser 










230 










Ala 


His 


Gin 


Arg 


Thr 


His 


Arg Gly 


Glu 










245 










Val 


Gys 


Gly 


Lys 


His 


Phe 


Ser Arg 


Ser 










260 










Gin 


Lys 


Thr 


His 


Leu 


Gly Glu Gin 


Ala 



275 

<210> 4 
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Lys 


Gin 


Lys 


Lys Arg 


Asp 


145 








150 


Arg 


Gin 


Arg 


Lys Arg 


Ala 


160 








165 


Gin 


Gly 


Leu 


Glu Ala 


Arg 


175 








180 


Ser 


Val 


Glu 


Arg Glu 


He 


190 








195 


Val 


Tyr 


Lys 


Ala Arg 


Ser 


205 








210 


Glu 


Pro 


His 


Leu Pro 


Glu 


10 








15 


Val 


Asp 


Asp 


Ser Glu 


Gly 


25 








30 


His 


Gly 


Gin 


Glu Ser 


Leu 


40 








45 


Lys 


LVS 


Pro 


Trp Gin 


Lys 


55 








60 


Asp 


Pro 


He 


Ala His 


Pro 


70 








75 


He 


Cys 


Ala 


Gin Cys 


Gly 


85 








90 


Arg 


Thr 


His 


Gin Arg 


He 


100 








105 


Ser 


Glu 


Cys 


Gly Lys 


Ser 


115 








120 


His 


Glu 


Arcr 


He His 


Leu 


130 








135 


Cys 


Gin 


Glu 


Ser Phe 


Arg 


145 








150 


Gin 


Asp 


His 


Leu Gly 


Lys 


160 








165 


Lvs 


Ser 


Phe 


Ser Gin 


Ser 


175 








180 


His 


Leu 


Glu 


Pro Ala 


Pro 


190 








195 


Phe 


Ser 


Asn 


Ser Ser 


Ser 


205 








210 


Gly 


Glu 


Arg 


Pro Tyr 


Glu 


220 








225 


Asp 


lie 


Ser 


Asn Phe 


Gly 


235 








240 


Lys 


Pro 


Tyr 


Arg Cys 


Thr 


250 








255 


Ser 


Asn 


Leu 


He Arg 


His 


265 








270 


Gly 


Lys 


Asp Ser Ser 




280 
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<211> 1416 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 



<400> 4 



Met Ala 


Thr 


Arg Pro 


1 




5 


Lys lie 


Thr 


Lys Met 






20 


Asd Asn 


Thr 


Val He 






35 


Trp Asn 


Ser 


Tyr Thr 






50 


(2*) it Sen 


Glu 


Val Phe 






65 


V CLJL JJCU 


Phe 


cpr Ala 






80 


XJCLL nia 


Arg 


Glv Val 

wx y v cix 






95 


vaxy vjxn 


Gly 


His Gly 






110 


VaJ.y vjxll 


nib 


rile ax a 






1 25 


rile ^7-Ly 


lr XI" 


o "] ;r Coy* 






1 4.0 
x *± V/ 


net Jrne 


Xrllc 


nxo ocx 






155 


nSil JrXltJ 


vdx 








1 70 

X / v 


IrxO JrxO 


Pro 


£ lie ucu 






185 


Airy iyx 


VJlH 


ax y uc u. 






200 


vjrj.il ucu 


He 


Pro Gin 






215 


~\Ta 1 T i Ol 1 


Ssr 


Gin Gin 






230 


Met He 


Gin 


Arcr Leu 






245 


Glu Ala 


Glv 


He ser 






260 


Cor Cp-r 

OCX OCX 


Thr 


Ser Glu 






275 


Arg Ser 


Gly 


Gin He 






290 


Pro Arg 


Ser 


Glu He 






305 


Arg Arg 


Val 


Val Val 






320 


Gin Glu 


Glu 


Trp Arg 






335 


Tyr Arg 


Ser 


Glu Glu 






350 


Asn Lys 


.lie 


Pro Thr 






365 


Leu Asp 


Leu 


Gly Glu 






380 


Tyr Arg 


Thr 


Arg Ser 






395 



343338CD1 



Ala Gly Gin Asn Leu 
10 

Lys Val Thr Met Val 
25 

Thr Ala Val Asn Asn 
40 

Gly Gin Leu He His 
55 

Val Leu Glu Pro His 
70 

Gly His Asp Gly Asn 
85 

Lys He Arg Ser Tyr 
100 

Ala Val Phe Asp Cys 
115 

Cys Thr Asp Ser His 
130 

Ser Ser Lys Tyr Asp 
145 

Asp Tyr Arg Pro Leu 
160 

Glu Gin Thr Gin Gin 
175 

Val Asp Val Asp Gly 
190 

Val Pro Gly Arg Glu 
205 

Met Gly Val Thr Ser 
220 

Ala Asn Gin Glu He 
235 

Gin Gin Glu Gin Asp 
250 

Asn Thr Ser Arg Leu 
265 

Val His Ser Pro Pro 
280 

Glu Gly Val Arg Gin 
295 

Ala Thr Glu Arg Asp 
310 

Pro Glu Leu Ser Ala 
325 

Thr Ala Lys Gly Glu 
340 

Lys Arg Lys His Leu 
355 

Val Ser Lys Asn His 
370 

Ser Lys Lys Gin Gin 
385 

Ala Leu Glu Glu Thr 
400 



Gin Gly He Glu Asp 
15 

Ala Trp Asp Arg His 
30 

Met Thr Leu Lys Val 
45 

Val Leu Met Gly His 
60 

Pro Phe Asp Pro Arg 
75 

Val He Val Trp Asp 
90 

Phe Asn Met He Glu 
105 

Lys Cys Ser Pro Asp 
120 

Gly His Leu Leu He 
135 

Lys He Ala Asp Gin 
150 

lie Arg Asp Ala Asn 
165 

Ala Pro His Leu Met 
180 

Asn Pro His Pro Ser 
195 

Asn Cys Arg Glu Glu 
210 

Ser Gly Leu Asn Gin 
225 

Ser Pro Leu Asp Ser 
240 

Leu Arg Arg Ser Gly 
255 

Ser Arg Gly Ser He 
270 

Asn Val Gly Leu Arg 
285 

Met His Ser Asn Ala 
300 

Leu Val Ala Trp Ser 
315 

Gly Val Ala Ser Arg 
330 

Glu Glu He Lys Thr 
345 

Thr Val Pro Lys Glu 
360 

Ala His Glu His Phe 

- - 375 

Thr Asn Gin His Asn 
390 

Pro Arg Pro Ser Glu 
405 
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Glu lie Glu 
Ala Val Ser 
Ser Asp Gly 
Thr Ala Asp 
Lys Asn Lys 
Glu Ser Glu 
Lys Val Asn 
Lys Pro Lys 
Thr Glu Asn 
lie Thr Asp 
Gly Asp Glu 
Glu Met Ala 
Gin Pro Trp 
He Val Gly 
Leu Lys Leu 
Gly Ser Phe 
Phe Leu Val 
Trp Asn He 
Trp Phe Gly 
Pro Asp Ser 
Asp Thr Glu 
Asn Ala Val 
Asp Gly Glu 
Trp Gly Thr 
Gly He Asn 
Ala Pro Val 
Ala Tyr Pro 
Arg Phe Tyr 
He Glu His 
Val Lys Ser 
Lys Asp Gin 
Lys Lys Lys 



Asn 


Gly 


Ser 




410 




Gly 


Gly 


Thr 




425 




Ser 


Ser 


Ser 




440 




Ala 


Gly 


He 




455 




Thr 


Lys 


Lys 




470 




Lys 


Gin 


Lys 




485 




Glu 


Glu 


Lys 




500 




Glu 


Arg 


Lys 




515 




Gly 


Leu 


Thr 




530 




Thr 


He 


Pro 




545 




Val 


Tyr 


Tyr 




560 




Arg 


Lys 


Asn 




575 




His 


Lys 


Met 




590 




He 


Lys 


Tyr 




605 




Ala 


Phe 


Leu 




620 




Thr 


Met 


Lys 




635 




Leu 


Arg 


Gin 




650 




Gly 


Asp 


Arg 




665 




Thr 


He 


Glu 




680 




Leu 


Phe 


Gin 




695 




Lys 


Val 


Ser 




710 




Phe 


Pro 


Glu 




725 




Cys 


Arg 


Ser 




740 




Asn 


Pro 


Arg 




755 




Gin 


Leu 


Met 




770 




Asp 


Leu 


Gin 




785 




Thr 


Asp 


Leu 




800 




Arg 


Arg 


Val 




815 




Asn 


Thr 


Arg 




830 




Ala 


Lys 


Phe 




845 




Thr 


Cys 


Tyr 




860 




Val 


Leu 


Ser 



Ser 


Ser 


Ser 


Ser 


Glu 


Glu 


Asp 


Tyr 


Ser 


Asn 


Leu 


Gin 


Ala 


Glu 


Ser 


Gin 


Lys 


Gin 


Asp 


Gly 


Pro 


Gin 


Lys 


Arg 


Leu 


Glu 


Glu 


Arg 


Arg 


Cys 


Phe 


Arg 


Gin 


Lys 


He 


Tyr 


Glu 


Leu 


Arg 


Glu 


Val 


Gly 


Asp 


Pro 


Asp 


Tyr 


His 


Asp 


Gin 


Phe 


Asp 


Phe 


Arg 


Ser 


Ser 


Gin 


Glu 


Cys 


Tyr 


Asn 


Pro 


Trp 


Asp 


Glu 


Leu 


Gly 


Leu 


He 


Tyr 


Asp 


Glu 


Glu 


Thr 


Leu 


Asp 


Ala 


Tyr 


Pro 


Ser 


Thr 


He 


Ser 


Ser 


Leu 


Thr 


Phe 


Asn 


Val 


Thr 


Asp 


Asn 


He 


He 


Asp 


Ser 


Glu 



Asp 


Glu 


Gly 


415 






Glu 


Glu 


Arg 


430 






Ser 


Asp 


Tyr 


445 






Pro 


Pro 


Lys 


460 






Ser 


Ser 


Asp 


475 






lie 


Lys 


Lys 


490 






He 


Ser 


Pro 


505 






Leu 


Ala 


Val 


520 






Trp 


Leu 


Pro 


535 






Pro 


Phe 


Val 


550 






Gly 


His 


Glu 


565 






Ser 


He 


Asn 


580 






Glu 


Gin 


Glu 


595 






Leu 


Pro 


Thr 


610 






Thr 


Gly 


Lys 


625 






Met 


Pro 


Asp 


640 






Asp 


Ala 


Lys 


655 






Val 


He 


Asp 


670 






Pro 


Leu 


Gin 


685 






Val 


Cys 


Trp 


700 






Met 


Glu 


Leu 


715 






Thr 


Ser 


Val 


730 






Lys 


Pro 


Leu 


745 






Cys 


Glu 


Arg 


760 






He 


Ala 


Ser 


775 






Met 


Tyr 


Cys 


790 






Lys 


Gin 


Arg 


805 






Met 


Trp 


Glu 


820 






Glu 


Pro 


Gly 


835 






Leu 


Leu 


Leu 


850 






Pro 


Leu 


Tyr 


865 






Asp 


Glu 


Glu 



Glu 


Val 


Val 






420 


Ala 


Trp 


His 






435 


Ser 


Asp 


Trp 






450 


Lys 


Val 


Pro 






465 


Glu 


Glu 


Glu 






480 


Glu 


Lys 


Lys 






495 


Lys 


Lys 


Lys 






510 


Gly 


Glu 


Leu 






525 


Ser 


Thr 


Trp 






540 


Pro 


Gin 


Met 






555 


Ala 


Tyr 


Val 






570 


Pro 


Lys 


Lys 






585 


Leu 


Met 


Lys 






600 


Leu 


Cys 


Cys 






615 


Leu 


Thr 


Gly 






630 


Val 


He 


Asp 






645 


Tyr 


Arg 


Arg 






660 


Asp 


Ala 


Trp 






675 


Leu 


Glu 


Tyr 






690 


Asp 


Asn 


Gly 






705 


He 


Pro 


Asn 






720 


Pro 


Leu 


Thr 






735 


Asp 


Gly 


Glu 






750 


He 


Val 


Ala 






765 


Ala 


Phe 


Val 






780 


Thr 


Val 


Val 






795 


Leu 


Glu 


Asn 






810 


Val 


Arg 


Tyr 






825 


Ser 


Pro 


He 






840 


His 


Phe 


He 






855 


Asn 


Ser 


Met 






870 


Lys 


Asp 


Ala 
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875 


Asn 


Val 


Pro 


Gly Thr 
890 


Arg 


Arg 


Arg 


Leu Arg 
905 


Trp 


Lys 


Lys 


Gin Cys 
920 


Glu 


Asp 


Ser 


Glu Pro 
935 


Pro 


Asp 


Tyr 


Arg Asp 
950 


Val 


Arg 


Glu 


Thr Leu 
965 


Leu 


Cys 


Lys 


Asp Val 
980 


Thr 


Pro 


Ser 


Lys Arg 
995 


Ser 


Ala 


Phe 


Phe Glu 
1010 


Lys 


Ser 


Ala 


Leu Arg 
1025 


Arg 


Lys 


Lys 


Arg Asn 
1040 


Ser 


Ser 


Pro 


Glu Arg 
1055 


Ser 


Glu 


Ser 


Ser Thr 
1070 


Pro 


Pro 


Arg 


His Asn 
1085 


Ser 


Ser 


Val 


Val Arg 
1100 


Val 


Val 


Thr 


Glu Gin 
1115 


He 


Thr 


Lys 


Ala Asn 
1130 


Glu 


Asn 


Ser 


Val Lys 
1145 


Pro 


Gly 


Gin 


Ser Ser 
1160 


Lys 


Glu 


Asn 


Met Glu 
1175 


Ser 


Ser 


Val 


Leu Pro 
1190 


Val 


He 


Glu 


Gin Gly 
1205 


Thr 


He 


Gin 


Val Asn 
1220 


Lys 


Arg 


Gly 


Pro Gly 
1235 


Ser 


Gly 


Glu 


He He 
1250 


Leu 


Gin 


Tyr 


Ala Lys 
1265 


Pro 


He 


Arg 


Asp Glu 
1280 


Ser 


Glu 


Thr 


Asn Asn 
1295 


Arg 


Gly 


Gly 


Arg Lys 
" 1310 


Asp 


Ala 


Asp 


Leu Leu 
1325 


Ser 


Asn 


Arg 


Lys Lys 

13 dO 









880 


Ser 


Thr 


Arg 


Lys Arg 
895 


Asn 


Arg 


Ala 


Gin Ser 
910 


Glu 


Glu 


Leu 


Leu Asn 
925 


Phe 


Arg 


Gin 


Pro Val 
940 


He 


He 


Asp 


Thr Pro 
955 


Glu 


Ala 


Gly 


Asn Tyr 
970 


Arg 


Leu 


He 


Phe Ser 
985 


Ser 


Arg 


He 


Tyr Ser 
1000 


Glu 


His 


He 


Ser Ser 
1015 


Phe 


His 


Lys 


Arg Asn 
1030 


Arg 


Ser 


Ser 


Ser Val 
1045 


Lys 


Lys 


Arg 


He Leu 
1060 


Ser 


Ala 


Phe 


Ser Thr 
1075 


Ala 


Ala 


Gin 


He Asn 
1090 


Thr 


Arg 


Ser 


Asn Arg 
1105 


Pro 


Ser 


Thr 


Ser Ser 
1120 


Ala 


Ser 


Ala 


He Pro 
1135 


His 


Ser 


Lys 


Ala Leu 
1150 


Phe 


Ser 


His 


Gly Thr 
1165 


Lys 


Glu 


Lys 


Pro Val 
1180 


Lys 


Ala 


Ser 


Thr Leu 






1195 


Asp 


Cys 


Lys 


Asn Asn 
1210 


Gly 


His 


Gly 


Gly Gin 
1225 


Arg 


Lys 


Pro 


Lys Val 
1240 


His 


Lys 


Lys 


Arg Gly 
1255 


Pro 


Glu 


Asp 


Leu Glu 
1270 


Val 


Leu 


Pro 


Ser Ser 
1285 


Val 


Lys 


Glu 


Asp Leu 
1300 


Pro 


Lys 


Arg 


Lys Met 








- 1315 


Val 


Pro 


Ala 


Ser Val 
1330 


He 


Asp 


Asp 


Pro He 
1345 









885 


Lys 


Asp 


His 


Gin Pro 
900 


Tyr 


Asp 


He 


Gin Ala 
915 


Leu 


He 


Phe 


Gin Cys 
930 


Asp 


Leu 


Leu 


Glu Tyr 
945 


Met 


Asp 


Phe 


Ala Thr 
960 


Glu 


Ser 


Pro 


Met Glu 
975 


Asn 


Ser 


Lys 


Ala Tyr 
990 


Met 


Ser 


Leu 


Arg Leu 
1005 


Val 


Leu 


Ser 


Asp Tyr 
1020 


Thr 


He 


Thr 


Lys Arg 
1035 


Ser 


Ser 


Ser 


Ala Ala 
1050 


Lys 


Pro 


Gin 


Leu Lys 
1065 


Pro 


Thr 


Arg 


Ser He 
1080 


Gly 


Lys 


Thr 


Glu Ser 
1095 


Val 


Val 


Val 


Asp Pro 
1110 


Ala 


Ala 


Lys 


Thr Phe 
1125 


Gly 


Lys 


Thr 


He Leu 
1140 


Asn 


Thr 


Leu 


Ser Ser 
1155 


Arg 


Asn 


Asn 


Ser Ala 
1170 


Lys 


Arg 


Lys 


Met Lys 
1185 


Ser 


Lys 


Ser 


Ser Ala 
1200 


Ala 


Leu 


Val 


Pro Gly 
1215 


Pro 


Ser 


Lys 


Leu Val 
1230 


Glu 


Val 


Asn 


Thr Asn 
1245 


Arg 


Lys 


Pro 


Lys Lys 
1260 


Gin 


Asn 


Asn 


Val His 
1275 


Thr 


Cys 


Asn 


Phe Leu 
1290 


Leu 


Gin 


Lys 


Lys Asn 
1305 


Lys 


Thr 


Gin 


Lys Leu 








- -1320 


Lys 


Val 


Leu 


Arg Arg 
1335 


Asp 


•Glu 


Glu 


Glu Glu 
1350 
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Phe 


Glu 


Glu 


Leu Lys 


Gly Ser Glu 








1355 




Gin Gly 


Arg 


Arg Thr 


Ala Phe Tyr 








1370 




Glu 


Gin 


Arg 


Gin Leu 


Leu Phe Glu 








1385 




Thr 


Ser 


Ser 


Arg Gly 


Arg Val Arg 








1400 




Ala 


Asn 


Leu 


lie Gly 


Trp 








1415 





<210> 5 
<211> 426 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 402386CD1 

<400> 5 



IvLfcr U 


no j~J 


Ser 


V uX 


Ala 


Phe 


Glu 


Asp 


1 








5 








VjJL U 




Trp 


riJ.cl 


Leu 
20 


Leu 


OCX 


Ovr\ 
ir x \J 


Asp 


VaJL 


Th-r 


Leu 


\D J. U. 

35 


Thy 

X ill. 


xr lie; 


A T~("T 
rii. y 






Lys 


A car** 




Asp 


Tie 


Glu 






UCu 


Avrr 
rix. y 


Ser 
65 


Leu 


Val 


Glu 




A en 


fl~\ 11 




nx y 


Glu 


Thr 


Phe 








80 








Leu 


Asn 


Lys 


Lys 


Ser 
95 


Gin 


Thr 


Gly 


Val 


Cys 


Gly 


Lys 


Val 
110 


Phe 


Leu 


Arg 


Met 


Arg 


Ala 


His 


Ala 
125 


Gly 


His 


Lys 


Trp 


Arg 


Glu 


Thr 


Pro 
140 


Arg 


Lys 


Gin 


He 


Ser 


Pro 


Ser 


Ser 
155 


Gly 


Ala 


Arg 


Lys 


Arg 


Pro 


Tyr 


Glu 
170 


Cys 


Lys 


Val 


Pro 


Asn 


Leu 


Phe 


Gin 
185 


He 


His 


Gin 


Ser 


Tyr 


Lys 


Cys 


Arg 
200 


Glu 


He 


Val 


Phe 


Phe 


Arg 


Lys 


His 
215 


Gly 


Lys 


Met 


Glu 


Cys 


Lys 


Tyr 


Cys 
230 


Gly 


Lys 


Pro 


Gin 


He 


His 


Val 


Arg 
245 


Thr 


His 


Ala 


Lys 


Gin 


Cys 


Gly 


Lys 
260 


Ala 


Phe 


He 


His 


Glu 


He 


Arg 


Ser 


His 


Ala 


Leu 










275 








Glu 


Cys 


Gly 


Lys 


Lys 
290 


Leu 


Ser 


Cys 


Glu 


Arg 


Thr 


His 


Ser 


Gly 


Gly 


Lys 



305 



Pro His Met Arg Thr Arg Asn 

1360 1365 
Asn Glu Asp Asp Ser Glu Glu 

1375 1380 
Asp Thr Ser Leu Thr Phe Gly 

1390 1395 
Lys Leu Thr Glu Lys Ala Lys 

1405 1410 



Val 


Ala 


Val Asn Phe 


Thr 


Gin 




10 






15 


Ser 


Gin 


Lys Asn Leu 


Tvr 


Arg 




25 






30 


Asn 


Leu 


Ala Ser Val 


Glv 


He 




40 






45 


Asn 


Leu 


Tyr Gin Asn 


Leu 


Gly 

•* 




55 






60 


Ara 


Leu 


Cys Gly Arg 


Lys 


Glu 




70 






75 


Ser 


Gin 


He Pro Asp 


Cys 


His 




85 






90 


Val 


Lvs 


Pro Cys Lys 


Cys 


Ser 




100 






105 


His 


Ser 


Phe Leu Asp 


Arg 


His 




115 






120 


Arg 


Ser 


Glu Cys Gly 


Gly 


Glu 




130 






135 


Lys 


Gin 


His Gly Lys 


Ala 


Ser 




145 






150 


Arg 


Thr 


Val Thr Pro 


Thr 


Arg 




160 






165 


Cys 


Gly 


Lys Ala Phe 


Asn 


Ser 




175 






180 


Arg 


Thr 


His Thr Gly 


Lys 


Arg 




190 






195 


Arg 


Ala 


Phe Thr Val 


Ser 


Ser 




205 






210 


His 


Thr 


Gly. Glu Lys 


Arg 


Tyr 




220 






225 


He 


Asp 


Tyr Pro Ser 


Leu 


Phe 




235 






240 


Gly 


Glu 


Lys Pro Tyr 


Lys 


Cys 




250 






255 


Ser 


Ala 


Gly Tyr Leu 


Arg 


Thr 




265 






270 


Glu 


Lys 


Ser His Gin 


Cys 


Gin 




280 






285 _ 


Ser 


Ser 


Ser Leu His 


Arg 


His 




295 






300 


Leu 


Tyr 


Glu Cys Gin 


Lys 


Cys 




310 






315 
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Ala 


Lys 


Val 


Phe Arg 
320 


Cys 


Pro 


Thr 


Ser 


Ala 


His 


Thr 


Gly Glu 
335 


Arg 


Pro 


Tyr 


Glu 


Thr 


Phe 


Asn 


Tyr Pro 
350 


Ser 


Cys 


Phe 


Arg 


Ser 


Gly 


Glu 


Lys Pro 
365 


Tyr 


Glu 


Cys 


Thr 


Gly 


Trp 


Cys 


Ser Ser 
380 


Leu 


Arg 


Arg 


His 


Glu 


Lys 


Pro 


Phe Asp 
395 


Cys 


Lys 


Gin 


Cys 


Ser 


Asn 


Tyr 


Leu Ser 
410 


Leu 


Leu 


Gin 


Ala 


Trp 


Phe 


Phe 


Val Phe 
425 


Trp 









<210> 6 

<211> 686 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 456487CD1 



<400> 6 
















IMC L. 




Asn 


He 


Leu 


Thr 


Cys 


Arg 


Val 


1 








-> 










Glu 


Phe 


Asp 


Gin 


Gin 
20 


Gin 


Gly 


Ser 


Val 


He 


Tyr 


Glu 


Ala 


Gly 
35 


Ala 


Gly 


Asp 


Arg 


Ala 


Ala 


Ala 


Val 


Gin 
50 


Pro 


Ala 


Glu 


Val 


Asp 


Leu 


His 


Met 


His 
65 


His 


Val 


Arg 


Asp 


Leu 


Glu 


Phe 


Asn 


Leu 
80 


Ser 


Ala 


Asn 


Pro 


Gin 


Arg 


Asn 


Ser 


Gin 
95 


Thr 


Asp 


Ala 


Leu 


Asn 


Pro 


Glu 


Ala 


Ser 
110 


Thr 


He 


Phe 


Gin 


Val 


Val 


Glu 


He 


Arg 
125 


Arg 


Ser 


Asn 


Cys 


Val 


Arg 


Phe 


Ser 


Gin 
140 


Gin 


Tyr 


Ser 


Leu 


Asp 


Asp 


Ser 


Thr 


Ala 
155 


He 


Gin 


His 


Tyr 


Ser 


Val 


Thr 


Leu 


Glu 
170 


He 


Pro 


His 


His 


Asp 


Arg 


Ser 


Leu 


Ser 
185 


He 


Pro 


Asp 


Glu 


Val 


Ser 


Thr 


Val 


His 
200 


He 


Met 


Lys 


Lys 


Leu 


Asn 


Asn 


Tyr 


Ser 
215 


Ser 


Ser 


He 


Pro 


Gin 


Glu 


Asp 


Pro 


Gin 
23 0 


Phe 


Ser 


Val 


Pro 


Thr 


Pro 


Val 


Cys 


Lys 
245 


Arg 


Ser 


Met 


Arg 


Ser 


Glu 


Lys 


Gly 


Ser 

260 


Asp 


Pro 


Asp 


Lys 



PCT/US01/08117 



Leu 


Gin Ala His 


Glu Arg 


325 






330 


Cys 


Asn 


Lys Cys 


Gly Lys 


340 






345 


Arg 


His 


Lys Lys 


Thr His 


355 






360 


Arg 


Cys 


Gly Lys 


Ala Phe 


370 






375 


Glu 


Met 


Thr His 


Thr Gly 


385 






390 


Gly 


Lys 


Val Phe 


Thr Phe 


400 






405 


Arg 


Ala Asp Met 


Pro Gly 


415 






420 



His 


Pro 


Ser 


Val 


Ser 


Leu 


10 










15 


Cys 


Pro 


Ser 


Glu 


Ser 


Glu 


25 










30 


Met 


Ala Gly Ala 


Pro 


Met 


40 










45 


Thr 


Val 


Glu 


Val 


Gly Glu 


55 










60 


Arg 


Glu 


Met 


Pro 


Glu 


Ala 


70 










75 


Glu 


Ala 


Ser 


Thr 


He 


Phe 


85 










90 


Glu 


Phe 


Asn 


Pro 


Ser 


Ala 


100 










105 


Arg 


Asn 


Ser 


Gin 


Thr Asp 


115 










120 


Thr 


Asn 


His 


Val 


Ser 


Thr 


130 










135 


Cys 


Ser 


Thr 


He 


Phe 


Leu 


145 










150 


Leu 


Thr 


Met 


Thr 


He 


He 


160 










165 


He 


Thr 


Gin 


Arg 


Asp 


Ala 


175 










180 


Gin 


Leu 


His 


Ser 


Phe 


Ala 


190 










195 


Arg 


Asn Gly Gly 


Gly Ser 


205 










210 


Ser 


Thr 


Pro 


Ser 


Thr 


Ser 


220 










225 


Pro 


Thr 


Ala 


Asn 


Thr 


Pro 


235 










240 


Trp 


Ser 


Asn 


Leu 


Phe 


Thr 


250 










255 


Glu 


Arg Lys Ala 


Pro 


Glu 


265 










270 
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Asn His Ala Asp Thr lie Gly 
275 

Gin Gly Met Leu Leu Lys Arg 
290 

Lys Lys Lys Tyr Val Thr Leu 
305 

Tyr Ser Ser Leu Gly Asp Tyr 
320 

lie Asp Leu Gin Thr Ser Thr 
335 

Ser Leu Ala Thr Ser Ala Cys 
350 

Asn Gly Leu Ser Lys Asp Met 
365 

Cys Phe Ser Pro Ser lie Ser 
380 

Pro Pro Pro Ser Pro His Ala 
395 

Lys Ser Thr Asn Asn Phe Met 
410 

Trp His Phe Glu Ala Thr Thr 
425 

Gin Ala lie Gin Ser Gin He 
440 

Ser Ser Lys Ser Lys Ser Gin 
455 

Ala Leu Gin Ser He Gin Asn 
470 

Asp Cys Glu Thr Gin Asn Pro 
485 

Val Leu Met Cys He Glu Cys 
500 

Thr Arg Leu Ser Arg Val Arg 
515 

Val Glu Leu Arg Lys Val Met 
530 

Asn Ser He Trp Glu Gly Ser 
545 

Glu Lys Ser Thr Arg Glu Glu 
560 

Tyr Glu Glu Lys Leu Phe Leu 
575 

Ser Leu Gly Gin Gin Leu Leu 
590 

Gin Thr Ala He Leu Leu Leu 
605 

Asn Glu Thr Cys Gly Glu Gly 
620 

Ala Cys Arg Lys Gly Asn Val 
635 

Tyr Gly Val Asp Val Met Ala 
650 

Leu Thr Tyr Ala Arg Gin Ala 
665 

Leu Leu Gin Tyr Gly Cys Pro 
680 

<210> 7 

<211> 348- - - - • 

<212> PRT 

<213> Homo sapiens 

<220> 



Ser Gly Arg 


Ala 


He 


Pro 


He 


Lys 


280 










285 


Ser Gly Lys 


Trp 


Leu 


Lys 


Thr 


Trp 


295 










300 


Cys Ser Asn 


Gly 


Met 


Leu 


Thr 


Tyr 


310 










315 


Met Lys Asn 


He 


His 


Lys 


Lys 


Glu 


325 










330 


He Lys Val 


Pro 


Gly 


Lys 


Trp 


Pro 


340 










345 


Thr Pro He 


Ser 


Ser 


Ser 


Lys 


Ser 


355 










360 


Asp Thr Gly 


Leu 


Gly 


Asp 


Ser 


He 


370 










375 


Ser Thr Thr 


Ser 


Pro 


Lys 


Leu 


Asn 


385 










390 


Asn Lys Lys 


Lys 


His 


Leu 


Lys 


Lys 


400 










405 


He Val Ser 


Ala 


Thr 


Gly 


Gin 


Thr 


415 










420 


Tyr Glu Glu 


Arg 


Asp 


Ala 


Trp 


Val 


430 










435 


Leu Ala Ser 


Leu 


Gin 


Ser 


Cys 


Glu 


445 










450 


Leu Thr Ser 


Gin 


Ser 


Glu 


Ala 


Met 


460 










465 


Met Arg Gly 


Asn 


Ala 


His 


Cys 


Val 


475 










480 


Lys Trp Ala 


Ser 


Leu 


Asn 


Leu 


Gly 


490 










495 


Ser Gly He 


His 


Arg 


Ser 


Leu 


Gly 


505 










510 


Ser Leu Glu 


Leu 


Asp 


Asp 


Trp 


Pro 


520 










525 


Ser Ser He 


Gly 


Asn 


Asp 


Leu 


Ala 


535 










540 


Ser Gin Gly 


Gin 


Thr 


Lys 


Pro 


Ser 


550 










555 


Lys Glu Arg 


Trp 


He 


Arg 


Ser 


Lys 


565 










570 


Ala Pro Leu 


Pro 


Cys 


Thr 


Glu 


Leu 


580 










585 


Arg Ala Thr 


Ala 


Asp 


Glu 


Asp 


Leu 


595 










600 


Ala His Gly 


Ser 


Arg 


Glu 


Glu 


Val 


610 










615 


Asp Gly Cys 


Thr 


Ala 


Leu 


His 


Leu 


625 










630 


Val Leu Ala 


Gin 


Leu 


Leu 


He 


Trp 


640 










645 


Arg Asp Ala 


His 


Gly 


Asn 


Thr 


Ala 


655 










660 


Ser Ser Gin 


Glu 


Cys 


He 


Asn 


Val 


670 










675 


Asp Lys Cys 


Val 











685 
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<221> misc_feature 

<223> Incyte ID No: 490256CD1 

<400> 7 



Met 


Thr 


Thr 


Ala 


Leu 


Glu 


Pro 


Glu Asp 


Gin 


Lys 


Gly 


Leu Leu lie 


1 








5 








10 






15 


lie 


Lys 


Ala 


Glu 


Asp 


His 


Tyr 


Trp Gly 


Gin 


Asp 


Ser 


Ser Ser Gin 








20 








25 






30 


Lys 


Cys 


Ser 


Pro 


His 


Arg 


Arg 


Glu Leu 


Tyr 


Arg 


Gin 


His Phe Arg 








35 








40 






45 


Lys 


Leu 


Cys 


Tyr 


Gin 


Asp 


Ala 


Pro Gly 


Pro 


Arg 


Glu 


Ala Leu Thr 




50 








55 






60 


Gin 


Leu 


Trp 


Glu 


Leu 


Cys 


Arg 


Gin Trp 


Leu 


Arg 


Pro 


Glu Cys His 








65 








70 






75 


Thr 


Lys 


Glu 


Gin 


He 


Leu 


Asp 


Leu Leu 


Val 


Leu 


Glu 


Gin Ser Leu 








80 








85 






90 


Ser 


He 


Leu 


Pro 


Lys 


Asp 


Leu 


Gin Ala 


Trp 


Val 


Arg 


Ala His His 










95 








100 






105 


Pro 


Glu 


Thr 


Gly 


Glu 


Glu 


Ala 


Val Thr 


Val 


Leu 


Glu 


Asp Leu Glu 








110 








115 






120 


Arcr 


Glu 


Leu 


Asp 


Glu 


Pro 


Gly 


Lys Gin 


Val 


Pro Gly 


Asn Ser Glu 








125 








130 






135 


Arg 


Arg 


Asp 


He 


Leu 


Met 


Asp 


Lys Leu 


Ala 


Pro 


Leu 


Gly Arg Pro 








140 








145 






150 


Tyr 


Glu 


Ser 


Leu 


Thr 


Val 


Gin 


Leu His 


Pro 


Lys 


Lys 


Thr Gin Leu 








155 








160 






165 


Glu 


Gin 


Glu 


Ala 


Gly 


Lys 


Pro 


Gin Arg 


Asn 


Gly Asp 


Lys Thr Arg 










170 








175 






180 


Thr 


Lvs 


Asn 


Glu 


Glu 


Leu 


Phe 


Gin Lys 


Glu 


Asp Met 


Pro Lys Asp 








185 








190 






195 


Lys 


Glu 


Phe 


Leu 


Gly 


Glu 


He 


Asn Asp 


Arg 


Leu 


Asn 


Lys Asp Thr 








200 








205 






210 


Pro 


Gin 


His 


Pro 


Lys 


Ser 


Lys 


Asp He 


He 


Glu 


Asn 


Glu Gly Arg 










215 








220 






225 


Ser 


Glu 


Trp 


Gin 


Gin 


Arg 


Glu 


Arg Arg 


Arg 


Tyr 


Lys 


Cys Asp Glu 










230 








235 






240 


Cys 


Gly 


Lys 


Ser 


Phe 


Ser 


His 


Ser Ser 


Asp 


Leu 


Ser 


Lys His Arg 






245 








250 






255 


Arg 


Thr 


^His 


Thr 


Gly 


Glu 


Lys 


Pro Tyr 


Lys 


Cys Asp 


Glu Cys Gly 








260 








265 






270 


Lys 


Ala 


Phe 


He 


Gin 


Arg 


Ser 


His Leu 


He 


Gly His 


His Arg Val 








275 








280 






285 


His 


Thr 


Gly 


Val 


Lys 


Pro 


Tyr 


Lys Cys 


Lys 


Glu 


Cys 


Gly Lys Asp 










290 








295 






300 


Phe 


Ser 


Gly 


Arg 


Thr 


Gly 


Leu 


He Gin 


His 


Gin Arg 


He His Thr 








305 








310 






315 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Asp Glu 


Cys 


Gly Arg 


Pro Phe Arg 








320 








325 






330 


Val 


Ser 


Ser 


Ala 


Leu 


He 


Arg 


His Gin 


Arg 


He 


His 


Thr Ala Asn 



335 340 345 

Lys Leu Tyr 



<210> 8 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 494740CD1 

<400> 8 
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Met 


Glu 


Glu 


He 


Pro Ala Gin 


Glu 


1 








5 




Gin 


Phe 


Gin 


Ser 


Leu Glu Thr 


Gin 










20 




Pro 


Gin 


Phe 


Val 


Gin Asp Thr Asp 










35 




Ala 


Pro 


Pro 


Val 


Pro Gin Val 


Pro 










50 




Pro 


Gly 


Asp 


Gin 


Ala Ala Ala 


Leu 










65 




Phe 


Val 


Thr 


Phe 


Glu Asp Val 


Ala 










80 




Trp 


Gly 


Tyr 


Leu 


Asp Pro Val 


Gin 










95 




Met 


Leu 


Glu 


Asn 


Tyr Gly Asn Val 










110 




Arg 


Leu 


Pro 


Thr 


Thr Arg He 


His 










125 




Leu 


Ser 


His 


Thr 


Gin Ala Ser 


Ala 










140 




Val 


Leu 


Thr 


Ala 


Gly He Ser 


Lys 










155 




Pro 


He 


Asp 


He 


Ala Arg Pro 


Cys 



170 

Leu 



<210> 9 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 507475CD1 



<400> 9 






Met 


Ser 


Val Met 


Asp Leu Ala Asn 


1 






5 


Asp 


Leu 


Asp Phe 


Cys Ser Asp Cys 








20 


Gly 


Ala 


Gin Asp 


Thr Val Thr Cys 








35 


Asn 


Val 


Arg Asp 


Phe Glu Gly Lys 








50 


Phe 


His 


Gin Leu 


Gly Thr Ala Met 








65 


Pro 


Glu 


Cys Gin 


Gly Pro Val Val 








80 


Gly 


His 


Glu Gly 


Met Ala Tyr His 








95 


Asp 


Glu 


Gly Gin 


Thr Val Phe Tyr 








110 


Gin 


Glu 


Lys Glu 


Asp Ser 








125 



<210> 10 
<211> 610 
<212> PRT 

<213> Homo sapiens 
<220> 

<22X> misc_feature 



Ala 


Ala 


Gly Ser 


Pro 


Arg 


Val 




10 








15 


Ser 


Glu 


Cys Leu 


Ser 


Pro 


Glu 




25 








30 


Met 


Glu 


Gin Gly 


Leu 


Thr 


Gly 




40 








45 


Ala 


Leu 


Pro Arg 


Glu 


Ala 


Ser 




55 








60 


Leu 


Thr 


Ala Arg 


Tyr 


Gin 


Glu 




70 








75 


Val 


His 


Leu Thr 


Arg 


Glu 


Glu 




85 








90 


Arg 


Asp 


Leu Tyr 


Arg 


Glu 


Val 




100 








105 


Val 


Ser 


Leu Gly 


He 


Leu 


Leu 




115 








120 


Ser Val 


Asn Ser 


Cys 


Pro 


Ala 




130 








135 


Phe 


Ser 


Gly Glu 


Thr 


Leu 


Ala 




145 








150 


Arg Trp 


Pro Lys 


Tyr 


Arg 


Leu 




160 








165 


Ser 


Glu 


Thr Pro 


Phe 


Pro 


Arg 




175 








180 



Thr Cys 


Ser 


Ser 


Phe 


Gin 


Ser 


10 










15 


Gly Ser 


Val 


Leu 


Pro 


Leu 


Pro 


25 










30 


He Arg 


Cys 


Gly 


Phe 


Asn 


He 


40 










45 


Val Val 


Lys 


Thr 


Ser 


Val 


Val 


55 










60 


Pro Met 


Ser 


Val 


Glu 


Glu 


Gly 


70 










75 


Asp Arg 


Arg 


Cys 


Pro 


Arg 


Cys 


85 










90 


Thr Arg 


Gin 


Met 


Arg 


Ser 


Ala 


100 










105 


Thr Cys 


Thr 


Asn 


Cys 


Lys 


Phe 


115 










120 
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<223> Incyte ID No: 
<400> 10 



Met 


Gin 


Tyr 


Ser 


His 


1 








5 


Lys 


Gin 


Arg 


Glu 


Ala 
20 


Gly 


Glu 


Phe 


Gin 


Phe 
35 


Ser 


Glu 


Tyr 


Phe 


Gly 
50 


Val 


Phe 


Leu 


Asp 


Gin 
65 


Leu 


Leu 


Glu 


Phe 


He 
80 


Asn 


Val 


Lys 


Glu 


He 
95 


Glu 


Val 


Val 


Thr 


Lys 
110 


He 


Ala 


Asn 


Pro 


Ser 
125 


He 


Glu 


Leu 


Asn 


Gin 
140 


Asn 


Asn 


Arg 


Glu 


Lys 
155 


Asn 


Pro 


Lys 


Gin 


Gly 
170 


Lys 


Lys 


Lys 


Lys 


Ala 
185 


Thr 


Val 


Gin 


Tyr 


Pro 
200 


Leu 


Phe 


Leu 


Asp 


Ala 
215 


Val 


Ala 


Gin 


He 


Asn 
230 


Val 


Glu 


Asn 


Thr 


Phe 
245 


Val 


Lys 


Arg 


Lys 


Arg 
260 


Glu 


His 


Ser 


Met 


Ser 
275 


Ala 


Glu 


Asn 


Ser 


Gly 
290 


Lys 


Pro 


Met 


Cys 


Asn 
305 


Ser 


Leu 


Arg 


Arg 


His 
320 


Val 


Cys 


His 


Leu 


Cys 
335 


Lys 


Thr 


His 


Val 


Arg 
350 


Glu 


Leu 


Cys 


Asp 


Lys 
365 


His 


Ser 


Arg 


Met 


His 
380 


Val 


Cys 


Asn 


Leu 


Gin 
395 


Ala 


Arg 


Lys 


His 


Ser 










410 


Gly 


Gin 


Arg 


Phe 


Ala 
425 


Arg 


His 


Thr 


Gly 


Glu 
440 



531581CD1 



His 


Cys 


Glu 


His 


Leu 
10 


Gly 


Phe 


Leu 


Cys 


Asp 
25 


Lys 


Ala 


His 


Arg 


Asn 
40 


Ala 


He 


Tyr 


Arg 


Ser 
55 


Ser 


Gin 


Val 


Lys 


Ala 
70 


Tyr 


Thr 


Gly 


Thr 


Leu 
85 


His 


Gin 


Ala 


Ala 


Asp 
100 


Cys 


Lys 


He 


Lys 


Met 
115 


Ser 


Thr 


Glu 


He 


Ser 
130 


Gin 


Thr 


Cys 


Leu 


Leu 
145 


Ser 


Glu 


Val 


Ser 


Thr 
160 


Ala 


Leu 


Ala 


Lys 


Lys 
175 


Phe 


Asn 


Ser 


Pro 


Lys 
190 


Ser 


Asp 


He 


Leu 


Glu 
205 


Asn 


Lys 


Leu 


Pro 


Thr 
220 


Asp 


Asn 


Ser 


Glu 


Leu 
235 


Pro 


Ala 


Gin 


Asp 


lie 

250 


Gly 


Lys 


Ser 


Gin 


Pro 
265 


Asn 


He 


Ala 


Ser 


Val 
280 


Glu 


Glu 


Leu 


Asp 


Gin 
295 


Thr 


Cys 


Gly 


Lys 


Val 
310 


Met 


Arg 


He 


His 


Lys 
325 


Gly 


Lys 


Ala 


Phe 


Thr 
340 


Thr 


His 


Thr 


Gly 


Glu 
355 


Gly 


Phe 


Ala 


Gin 


Lys 
370 


His 


Gly 


Glu 


Glu 


Lys 
385 


Phe 


Ala 


Thr 


Ser 


Ser 
400 


Gly 


Glu 


Lys 


Pro 


Tyr 










415 


Gin 


Ala 


Ser 


Thr 


Leu 
430 


Lys 


Pro 


Tyr 


Val 


Cys 
445 



Leu 


Glu 


Arg 


Leu 


Asn 
15 


Cys 


Thr 


He 


Val 


He 
30 


Val 


Leu 


Ala 


Ser 


Phe 
'45 


Thr 


Ser 


Glu 


Asn 


Asn 
60 


Asp 


Gly 


Phe 


Gin 


Lys 
75 


Asn 


Leu 


Asp 


Ser 


Trp 
90 


Tyr 


Leu 


Lys 


Val 


Glu 
105 


Glu 


Asp 


Phe 


Ala 


Phe 
120 


Ser 


He 


Thr 


Gly 


Asn 
135 


Thr 


Leu 


Arg 


Asp 


Tyr 
150 


Asp 


Leu 


He 


Gin 


Ala 
165 


Ser 


Ser 


Gin 


Thr 


Lys 
180 


Thr 


Gly 


Gin 


Asn 


Lys 
195 


Asn 


Ala 


Ser 


Val 


GlU 
210 


Pro 


Val 


Val 


Glu 


Gin 
225 


Glu 


Leu 


Thr 


Ser 


Val 
240 


Val 


His 


Thr 


Val 


Thr 
255 


Asn 


Cys 


Ala 


Leu 


Lys 
270 


Lys 


Ser 


Pro 


Tyr 


Glu 
285 


Arg 


Tyr 


Ser 


Lys 


Ala 
300 


Phe 


Ser 


Glu 


Ala 


Ser 
315 


Gly 


Val 


Lys 


Pro 


Tyr 
330 


Gin 


Cys 


Asn 


Gin 


Leu 
345 


Lys 


Pro 


Tyr 


Lys 


Cys 
360 


Cys 


Gin 


Leu 


Val 


Phe 
375 


Pro 


Tyr 


Lys 


Cys 


Asp 
390 


Asn 


Leu 


Lys 


He 


His 
405 


Val 


Cys 


Asp 


Arg 


Cys 










420 


Thr 


Tyr 


His 


Val 


Arg 
435 


Asp 


Thr 


Cys 


Gly 


Lys 
450 
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Ala 


Phe 


Ala 


Val 


Ser 
455 


Ser 


Ser 


Leu 


He 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


He 


Cys Gly 










470 










lie 


Ser 


Ser 


Gly 


Glu 
485 


Leu 


Asn 


Lys 


His 


Glu 


Arg 


Pro 


Phe 


He 
500 


Cys 


Glu 


Leu 


Cys 


He 


Lys 


Asn 


Leu 


Lys 
515 


Lys 


His 


Lys 


Thr 


Asp 


Lys 


Thr 


Leu 


Asp 
530 


Ser 


Ser 


Ala 


Glu 


Gin 


Asp 


Ser 


He 


Gin 
545 


Lys 


Ser 


Pro 


Leu 


Lys 


Pro 


Ser Asp 


Met 


Thr 


Leu 


Pro 


Leu 










560 










Glu 


Asp 


His 


His 


Met 
575 


Leu 


Leu 


Pro 


Val 


Thr 


Ser 


Asp Thr 


Leu 


Leu 


Arg 


Ser 


Thr 










590 










Pro 


Gin 


Leu 


He 


Phe 


Leu 


Gin 


Gin 


Leu 



605 

<210> 11 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 675190CD1 

<400> 11 

Met Lys Asn Ala Thr He Val Met Ser 

1 5 
Ser Ser Ser Gly Glu Gly Ser Leu Ser 
20 

Gly Phe Thr Arg Glu Glu Trp Gin Phe 
35 

Val Leu Tyr Lys Glu Val Met Leu Glu 
50 

Ser He Gly Tyr Arg Gly Thr Lys Pro 
65 

Glu Gin Gly Glu Pro Pro Gly He Ala 
80 

Gin He Cys Pro Gly Tyr Ser Phe Arg 
95 

Glu Gly Met Gin Glu Ser 
110 

<210> 12 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 685434CD1 

<400> 12 

Met Leu Tyr Leu Ala Thr Arg He Glu 

1 5 
His Thr Asp Glu Glu Gly Phe Thr Pro 
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Thr 


His Ser Arg Lys 


His 


460 




465 


He 


Cys Gly Lys Ser 


Phe 


475 




480 


Phe 


Arg Ser His Thr 


Gly 


490 




495 


Gly 


Asn Ser Tyr Thr 


Asp 


505 




510 


Lys 


Val His Ser Gly 


Ala 


520 




525 


Asp 


His Thr Leu Ser 


Glu 


535 




540 


Ser 


Glu Thr Met Asp 


Val 


550 




555 


Ala 


Leu Pro Leu Gly 


Thr 


565 




570 


Thr 


Asp Thr Gin Ser 


Pro 


580 




585 


Val 


Asn Gly Tyr Ser 


Glu 


595 




600 


•Tyr 






610 







Val 


Arg Arg Glu Gin 


Gly 


10 




15 


Phe 


Glu Asp Val Ala 


Val 


25 




30 


Leu 


Asp Gin Ser Gin 


Lys 


40 




45 


Asn 


Tyr He Asn Leu 


Val 


55 




60 


Asp 


Ser Leu Phe Lys 


Leu 


70 




75 


Glu 


Gly Ala Ala His 


Ser 


85 




90 


Arg 


Arg Thr Leu Gin 


Met 


100 




105 



Gin Glu Asn Val He Asn 
10 15 
Leu Met Trp Ala Ala Ala 
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His 


Gly 


Gin 


He Ala 
~> -> 


Val 


Val 


Asp 


Pro 


Gin 


Leu Leu 
50 


Gly 


Lys 


Ala 


Cys 


Ser 


Lys Gly 
65 


Tyr 


Thr 


Cys 


Gly 


Val 


Asp Val 
80 


Asn 


Glu 


Leu 


Leu 


Tvr 


Ala Val 
95 


His 


Gly 


Leu 


Leu 


Glu 


Ser Gly 
110 


Ala 


Asp 


Tyr 


Asn 


Ser 


Met Asp 
125 


Leu 


Ala 


Gin 


Gin 


Val 


He Glu 
140 


Ser 


His 


Lys 


Glu 













25 




30 


Glu Phe 


Leu 


Leu Gin Asn Glv 


Ala 




40 




45 


Gly Arg 


Glu 


Ser AT a Leu Ser 

uj nj.Q ucu tj^ju 


Leu 




55 




60 


Asd lie 


Val 


Lvs Met Leu Leu 


Asp 




70 




75 


Tyr Asp 




Asn Glv Glv Thr 

\j_i__y xiij. 


Pro 




85 




90 


Asn His 


Val 


Lys Cys Val Lys 


Met 




100 




105 


Pro Thr 


He 


Glu Thr Asp Ser 


Gly 




115 




120 


Val Ala 


Leu 


Gly Tyr Arg Ser 


Val 




130 




135 


Leu Leu 


Lys 


Leu Leu Gin Asn 


He 




145 




150 



<210> 13 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 788663CD1 



<400> 13 



Met 


Ala 


Asp 


Val Val 


Val 


Gly 


Lys Asp 


Lys 


Gly Gly Glu Gin 


Arg 


1 






5 








10 






15 


Leu 


He 


Ser 


Leu Pro 


Leu 


Ser 


Arg He 


Arg 


Val 


He Met Lys 


Ser 








20 








25 






30 


Ser 


Pro 


Glu 


Val Ser 


Ser 


He 


Asn Gin 


Glu 


Ala 


Leu Val Leu 


Thr 








35 








40 






45 


Ala 


Lys 


Ala 


Thr Glu 


Leu 


Phe 


Val Gin 


Cys 


Leu 


Ala Thr Tyr 


Ser 








50 








55 






60 


Tyr 


Arg 


His 


Gly Ser 


Gly 


Lys 


Glu Lys 


Lys 


Val 


Leu Thr Tyr 


Ser 








65 








70 






75 


Asp 


Leu 


Ala 


Asn Thr 


Ala 


Gin 


Gin Ser 


Glu 


Thr 


Phe Gin Phe 


Leu 








80 








85 






90 


Ala 


Asp 


He 


Leu Pro 


Lys 


Lys 


He Leu 


Ala 


Ser 


Lys Tyr Leu 


Lys 








95 








100 






105 


Met 


Leu 


Lys 


Glu Glu 


Lys 


Arg 


Glu Glu 


Asp 


Glu Glu Asn Asp 


Asn 








110 








115 






120 


Asp 


Asn 


Glu 


Ser Asp 


His 


Asp 


Glu Ala 


Asp 


Ser 







125 130 



<210> 14 

<211> 541 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_ feature 

<223> Incyte ID No: 870100CD1 

<400> 14" 

Met Pro Arg Arg Lys Gin Ser His Pro Gin Pro Val Lys Cys Glu 

15 10 15 

Gly Val Lys Val Asp Thr Glu Asp Ser Leu Asp Glu Gly Pro Gly 

20 25 30 
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Ala 


Leu 


Val 


Leu 


Glu 
35 


Ser 


Asp 


Leu 


Leu 


Leu 
40 


Gly 


Gin 


Asp 


Leu 


Glu 
45 


Phe 


Glu 


Glu 


Glu 


Glu 
50 


Glu 


Glu 


Glu 


Glu 


Gly 
55 


Asp 


Gly 


Asn 


Ser 


Asp 
60 


Gin 


Leu 


Met 


Gly 


Phe 
65 


Glu 


Arg 


Asp 


Ser 


Glu 
70 


Gly 


Asp 


Ser 


Leu 


Gly 
75 


Ala 


Arg 


Pro 


Gly 


Leu 
80 


Pro 


Tyr 


Gly 


Leu 


Ser 
85 


Asp 


Asp 


Glu 


Ser 


Gly 
90 


Gly 


Gly 


Arg 


Ala 


Leu 


Ser 


Ala 


Glu 


Ser 


Glu 


Val 


Glu 


Glu 


Pro 


Ala 








95 










100 










105 


Arg 


Gly 


Pro 


Gly 


Glu 


Ala 


Arg 


Gly 


Glu 


Arg 


Pro 


Gly 


Pro 


Ala 


Cys 








110 










115 










120 


Gin 


Leu 


Cys 


Gly 


Gly 
125 


Pro 


Thr 


Gly 


Glu 


Gly 
13 0 


Pro 


Cys 


Cys 


Gly 


Ala 
135 


Gly 


Gly 


Pro 


Gly 


Gly 


Gly 


Pro 


Leu 


Leu 


Pro 


Pro 


Arg 


Leu 


Leu 


Tyr 






140 










145 










150 


Ser 


Cvs 


Arg 


Leu 


Cys 


Thr 


Phe 


Val 


Ser 


His 


Tyr 


Ser 


Ser 


His 


Leu 








155 










160 










165 


Lys 


Arg 


His 


Met 


Gin 


Thr 


His 


Ser 


Gly 


Glu 


Lys 


Pro 


Phe 


Arg 


Cys 






170 










175 










180 


Gly 


Arg 


Cys 


Pro 


Tyr 


Ala 


Ser 


Ala 


Gin 


Leu 


Val 


Asn 


Leu 


Thr 


Arg 






185 










190 










195 


His 


Thr 


Arg 


Thr 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Arg 


Cys 


Pro 


His 








200 










205 










210 


Cys 


Pro 


Phe 


Ala 


Cvs 


Ser 


Ser 


Leu 


Gly 


Asn 


Leu 


Arg 


Arg 


His 


Gin 








215 










220 










225 


Arg 


Thr 


His 


Ala 


Gly 


Pro 


Pro 


Thr 


Pro 


Pro 


Cys 


Pro 


Thr 


Cys 


Gly 








230 










235 










240 


Phe 


Arg 


Cys 


Cys 


Thr 


Pro 


Arg 


Pro 


Ala 


Arg 


Pro 


Pro 


Ser 


Pro 


Thr 








245 










250 










255 


Glu 


Gin 


Glu 


Gly 


Ala 
260 


Val 


Pro 


Arg 


Arg 


Pro 
265 


Glu 


Asp 


Ala 


Leu 


Leu 
270 


Leu 


Pro 


Asp 


Leu 


Ser 


Leu 


His 


Val 


Pro 


Pro 


Gly 


Gly 


Ala 


Ser 


Phe 








275 










280 










285 


Leu 


Pro 


Asp 


Cys 


Gly 
290 


Gin 


Leu 


Arg 


Gly 


Glu 
295 


Gly 


Glu 


Gly 


Leu 


Cys 
300 


Glv 


Thr 


Gly 


Ser 


Glu 


Pro 


Leu 


Pro 


Glu 


Leu 


Leu 


Phe 


Pro 


Trp 


Thr 






305 










310 










315 


Cvs 


Arg 


Gly 


Cys 


Gly 


Gin 


Glu 


Leu 


Glu 


Glu 


Gly 


Glu 


Gly 


Ser 


Arg 








320 










325 










330 


Leu 


Gly 


Ala 


Ala 


Met 


Cys 


Gly 


Arg 


Cys 


Met 


Arg 


Gly 


Glu 


Ala 


Gly 








335 










340 










345 


Gly 


Gly 


Ala 


Ser 


Gly 


Gly 


Pro 


Gin 


Gly 


Pro 


Ser 


Asp 


Lys 


Gly 


Phe 








350 










355 










360 


Ala 


Cys 


Ser 


Leu 


Cys 


Pro 


Phe 


Ala 


Thr 


His 


Tyr 


Pro 


Asn 


His 


Leu 








365 










370 










375 


Ala 


Arg 


His 


Met 


Lys 


Thr 


His 


Ser 


Gly 


Glu 


Lys 


Pro 


Phe 


Arg 


Cys 








380 










385 










390 


Ala 


Arg 


Cys 


Pro 


Tyr 
395 


Ala 


Ser 


Ala 


His 


Leu 
400 


Asp 


Asn 


Leu 


Lys 


Arg 
405 


His 


Gin 


Arg 


Val 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys 


Cys 


Pro 


Leu 








410 










415 










420 


Cys 


Pro 


Tyr 


Ala 


Cys 


Gly 


Asn 


Leu 


Ala 


Asn 


Leu 


Lys 


Arg 


His 


Gly 








425 










430 










435 


Arg 


lie 


His 


Ser 


Gly 
440 


Asp 


Lys 


Pro 


Phe 


Arg 
445 


Cys 


Ser 


Leu 


Cys 


Asn 
450 


Tyr 


Ser 


Cys 


Asn 


Gin 


Ser 


Met 


Asn 


Leu 


Lys 


Arg 


His 


Met 


Leu 


Arg 








455 










460 










465 


His 


Thr 


Gly 


Glu 


Lys- 
470 


Pro 


Phe 


Arg 


Cys 


Ala 
475 


Thr. 


Cys 


Ala. 


Tyr 


Thr 
480 


Thr 


Gly 


His 


Trp 


Asp 
485 


Asn 


Tyr 


Lys 


Arg 


His 
490 


Gin 


Lys 


Val 


His 


Gly 
495 


His 


Gly 


Gly 


Ala 


Gly 


Gly 


Pro 


Gly 


Leu 


Ser 


Ala 


Ser 


Glu 


Gly 


Trp 
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500 505 510 

Ala Pro Pro His Ser Pro Pro Ser Val Leu Ser Ser Arg Gly Pro 

515 520 525 

Pro Ala Leu Gly Thr Ala Gly Ser Arg Ala Val His Thr Asp Ser 

530 535 540 

Ser 



<210> 15 

<211> 1828 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 15 



Met 


Pro 


Thr 


Pro 


Thr 


± 








c 

D 


Ser 


Pro 


Ser 


Pro 


Glu 

on 
z u 


Leu 


Thr 


lie 


Ser 


Ser 


Pro 


Ala 


Ser 


Ser 


Pro 


Ser 


Pro 


Val 


Ser 


Ser 

Oj 


Pro 


lie 


Ser 


Val 


Pro 
ou 


Leu 


Thr 


He 


Pro 


He 


Pro 


Ala 


Leu 


Leu 


Thr 

1 1 n 

llu 


Pro 


Ala 


Ala 


Pro 


Gly 


Pro 


Ser 


XULCL 


Par 
OCX 


Ala 

AX A 

140 


Leu 


Ser 


Ser 


Ser 


Gin 
155 


Thr 


Ser 


Ser 


His 


Val 
170 


Cys 


Ser 


Pro 


Val 


Leu 








185 


Pro 


Ser 


Ala 


Pro 


Asn 
200 


Leu 


Ala 


Pro 


Ser 


Pro 
215 


Thr 


Pro 


Val 


Pro 


Val 
230 


Leu 


Ala 


Ser 


Ala 


Ser 
245 


Pro 


Ser 


Ser 


Thr 


Gin 
260 


Leu 


Pro 


Ser 


Pro 


Ala 
275 


Leu 


Ala 


Pro 


Thr 


Leu 
290 


Leu 


Gly 


Thr 


Gly 


Asn 
305 


Ser 


Leu 


Thr 


Pro 


Ala 
320 


Leu 


Ser 


Leu 


Ala 


Pro 



879500CD1 



Leu 


VaJ. 


Arg Pro Leu 










10 


V CLX 




Ala 


Ser 


Ala 










25 


Pro 


Leu 


His 


Val 


Pro 










40 


Mot- 
net. 


Pro 


He 


Pro 


Asn 










55 


T'Viv* 
liJX 


VcLX 


Ser 


Val 


Pro 










70 


TV>>- 

iliX 


J. ILL 


Leu 


Pro 


Ala 










85 


Coy 
OCX 


Ala 


Pro 


Leu 


Thr 










100 


ser 


V Ql 


Thr 


Pro 


Pro 










115 


pro 


rx \j 


Ser 


Leu 


Ala 










130 


Leu 


Thr 


Leu Gly Leu 










145 


Thr 


Pro 


Gly His 


Pro 










160 


Pro 


Gly 


Leu 


Asn 


Ser 










175 


Val 


Pro 


Ala 


Ser 


Ala 










190 


Pro 


Ala 


Pro 


Pro 


Leu 










205 


Gly 


Ala 


Ala 


Pro 


Val 










220 


Met 


Ala 


Pro 


Ser 


Ser 










235 


Pro 


Val 


Pro 


Ala 


Pro 










250 


Thr 


Met 


Leu 


Pro 


Ala 










265 


Ser 


Thr 


Gin 


Thr 


Leu 










280 


Gly 


Gly 


Ser 


Ser 


Pro 










295 


Pro 


Gin 


Gly^ Pro 


-Phe 










310 


Ser 


Ser 


Leu 


Val 


Pro 










325 


Gly 


Pro 


Pro Leu Gly 



Leu Lys Leu Val 


His 








15 


Pro Gly Ala Ala 


Pro 








30 


Ser 


Ser Leu 


Pro 


Glv 








45 


Ser 


Ser Pro 


Leu 


Ala 








60 


Leu 


Ser Ser 


Ser 


Leu 








75 


Pro 


Ala Ser Ala 


Pro 








90 


Val 


Ser Ala 


Ser 


Glv 








105 


Leu 


Ala Pro 


Val 


Val 








120 


Pro 


Ser Gly Ala 


Ser 








135 


Ala 


Thr Ala 


Pro 


Ser 








150 


Leu 


Leu Leu 


Ala 


'Pro 








165 


Thr 


Val Ala 


Pro 


Ala 








180 


Leu 


Ala Ser 


Pro 


Phe 








195 


Ala 


Pro Leu 


Pro 


Val 








210 


Leu 


Ala Ser 


Ser 


Gin 








225 


Thr Pro Gly Thr 


Ser 








240 


Thr 


Pro Val 


Leu 


Ala 








255 


Pro 


Val Pro 


Ser 


Pro 








270 


Ala 


Leu Ala 


Pro 


Ala 








285 


Ser 


Gin Thr 


Leu 


Ser 








300 


Pro 


Thr Gin 


Thr 


Leu _ 








315 


Thr 


Pro Ala 


Gin 


Thr 








330 


Pro 


Thr Gin 


Thr 


Leu 
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335 



Ser 


Leu 


Ala 


Pro 


Ala 
350 


Pro 


Pro 


Leu 


Ala 


Pro 


Ala 


Pro 


Ala 


His 
365 


Thr 


Leu 


Thr 


Leu 


Ala 


Ser 


Leu 


Leu 


Ala 
380 


Pro 


Ala 


Ser 


Val 


Pro 


Ala 


Pro 


Val 


Pro 
395 


Thr 


Leu 


Gly 


Pro 


Ala 


Leu 


Ala 


Pro 


Ala 
410 


Ser 


Thr 


Gin 


Ser 


Ser 


Leu 


Val 


Val 


Ser 
425 


Ala 


Ser 


Gly 


Ala 


Met 


Val 


Ser 


Arg 


Leu 
440 


Pro 


Val 


Ser 


Lys 


Thr 


Leu 


Arg 


Ser 


Gly 
455 


Pro 


Pro 


Ser 


Pro 


Phe 


Gly 


Gly 


Pro 


Arg 
470 


Pro 


Arg 


Arg 


Gin 


Ser 


Pro 


Phe 


Tyr 


Leu 
485 


Asp 


Ser 


Leu 


Glu 


Arg 


Ser 


Glu 


Arg 


Leu 
500 


Glu 


Arg 


He 


Phe 


Gly 


Ala 


Leu 


Ala 


Pro 
515 


Val 


Tyr 


Gly 


Thr 


Thr 


Leu 


Pro 


Gin 


Pro 
530 


Val 


Ala 


Ser 


Pro 


Gly 


Pro 


Ser 


His 


Pro 
545 


Thr 


Phe 


Trp 


Thr 


Arg 


Ala 


Val 


Leu 


Phe 
560 


Pro 


Gin 


Gin 


Arg 


lie 


He 


Glu 


Arg 


Phe 
575 


He 


Phe 


Val 


Met 


Pro 


Pro 


Ser 


Leu 


His 
590 


Ala 


Cys 


His 


Pro 


Arg 


Gin 


Ala 


Ala 


Phe 
605 


Gin 


Glu 


Gin 


Leu 


Arg 


Ala 


Arg 


Pro 


Leu 
620 


His 


Arg 


He 


Val 


Phe 


Pro 


Asp 


Leu 


Arg 
635 


Leu 


He 


Gin 


Tyr 


Thr 


Leu 


Ala 


Val 


Leu 
650 


Leu 


Arg 


Gin 


Leu 


Val 


Leu 


He 


Phe 


Thr 
665 


Gin 


Met 


Thr 


Arg 


Gin 


Phe 


Leu 


Thr 


Tyr 
680 


His 


Gly 


His 


Leu 


Ser 


Thr 


Arg 


Val 


Glu 
695 


Gin 


Arg 


Gin 


Ala 


Ala 


Asp 


Lys 


Arg 


He 
710 


Phe 


Cys 


Phe 


He 


Gly 


Val 


Gly 


Val 


Asn 
725 


Leu 


Thr 


Gly 


Ala 


Asp 


Ser 


Asp 


Trp 


Asn 
740 


Pro 


Thr 


Met 


Asp 


Cys 


His 


Arg 


He 


Gly 
755 


Gin 


Thr 


Arg 


Asp 


He 


Ser 


Glu 


Arg 


Thr 


Val 


Glu 


Glu 


Asn 










770 










Gin 


Lys 


Arg 


Met 


Leu 
785 


Gly 


Asp 


Met 


Ala 


Thr 


Thr 


Ala 


Tyr 


Phe 


Lys 


Gin 


Thr 


He 



800 
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340 






345 


Pro 


Ala 


Ser 


Pro Val Gly 


355 






360 


Ala 


Pro 


Ala 


Ser Ser Ser 


370 






375 


Gin 


Thr 


Leu 


Thr Leu Ser 


385 






390 


Ala 


Ala 


Ala 


Gin Thr Leu 


400 






405 


Pro 


Ala 


Ser 


Gin Ala Ser 


415 






420 


Ala 


Pro 


Leu 


Pro Val Thr 


430 






435 


Asp 


Glu 


Pro Asp Thr Leu 


445 






450 


Pro 


Ser 


Thr 


Ala Thr Ser 


460 






465 


Pro 


Pro 


Pro 


Pro Pro Arg 


475 






480 


Glu 


Lys 


Arg 


Lys Arg Gin 


490 






495 


Gin 


Leu 


Ser 


Glu Ala His 


505 






510 


Glu 


Val 


Leu 


Asp Phe Cys 


520 






525 


He 


Gly 


Pro 


Arg Ser Pro 


535 






540 


Tyr 


Thr 


Glu 


Ala Ala His 


550 






555 


Leu 


Asp 


Gin 


Leu Ser Glu 


565 






570 


Pro 


Pro 


Val 


Glu Ala Pro 


580 






585 


Pro 


Pro 


Trp 


Leu Ala Pro 


595 






600 


Ala 


Ser 


Glu Leu Trp Pro 


610 






615 


Cys 


Asn 


Met Arg Thr Gin 


625 






630 


Asp 


Cys 


Gly Lys Leu Gin 


640 






645 


Lys 


Ala 


Glu Gly His Arg 


655 






660 


Met 


Leu 


Asp Val Leu Glu 


670 






675 


Tyr 


Leu 


Arg Leu Asp Gly 


685 






690 


Leu 


Met 


Glu 


Arg Phe Asn 


700 






705 


Leu 


Ser 


Thr 


Arg Ser Gly 


715 






720 


Asp 


Thr 


Val 


Val Phe Tyr 


730 






735 


Ala 


Gin 


Ala Gin Asp Arg 


745 






750 


Val 


His 


He 


Tyr Arg Leu 


760 






765 


He 


Leu 


Lys 


Lys Ala Asn 


775 






780 


He 


Glu 


Gly Gly Asn Phe 


790 






795 


Arg 


Glu 


Leu 


Phe Asp Met 


805 






810 
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Pro 


Leu 


Glu 


Glu Pro 








815 


Glu 


Glu 


Glu 


Glu Thr 








830 


Gin 


Ala 


Leu 


Cys Arg 








845 


Thr 


Gin 


Ala 


Lys Ala 








860 


Glu 


Asn 


Asp 


Gly Phe 








875 


Pro 


Gly 


Ala 


Glu Asp 








890 


Ala 


Ala 


Leu 


Val Glu 








905 


Lys 


Phe 


Leu 


Glu Ala 








920 


Lvs 


Gin 


Ala 


Glu Glu 








935 


Gin 


Ala 


LVS 


Glu Glu 








950 


Glv 


Pro 


Glv 


Ala Gly 








965 


Thr 


His 


Arcr 


Arg Ser 








980 


Thr 


Arg 


Val 


Ser Glu 








995 


Gly 


Ala 


Asn 


His Thr 








1010 


Thr 


Thr 


Thr 


Pro Pro 








1025 


Arg 


Pro 


Ala 


Pro Arg 








1040 


Ala 


lie 


Pro 


Ala Leu 








1055 


lie 


Ser 


Ala 


Pro Asn 








1070 


Pro 


Ser 


Pro 


Pro Pro 








1085 


Ala 


Cvs 


Thr 


Pro Pro 








1100 


Pro 


Pro 


Pro 


Ala Gin 








1115 


Leu 


Leu 


Glv 


Pro Pro 








1130 


Leu 


Pro 


Leu 


Gly Leu 








1145 


Leu 


Ala 


Ser 


Pro Glu 








1160 


Glu 


Thr 


Ser 


Ser Leu 








1175 


Val 


Ala 


Val 


Glu lie 








1190 


Thr 


Pro 


Ser 


Ala Pro 








1205 


Asn 


Gly 


Gin 


Glu Gin 








1220 


Leu 


Thr 


Val 


Leu Pro 








1235 


Glu 


Ser 


Ash 


Gly Leu 








1250 


Pro 


Leu 


Gin 


Glu Pro 








1265 


Thr 


Glu 


Ala 


Lys Thr 



Ser 


Ser 


Ser 


Ser Val 








820 


Val 


Ala 


Ser 


Lys Gin 








835 


Ala 


Glu 


Asp 


Glu Glu 








850 


Glu 


Gin 


Val 


Ala Glu 








865 


Pro 


Ala 


Gly 


Glu Gly 








880 


Glu 


Glu 


Met 


Ser Arg 








895 


Gin 


Leu 


Thr 


Pro lie 








910 


Ser 


Leu 


Glu 


Glu Val 








925 


Gin 


Val 


Glu 


Ala Ala 








940 


Val 


Phe 


Arg 


Leu Pro 








955 


Asp Glu 


Ser 


Ser Cys 








970 


Lys 


Lys 


Ala 


Lys Ala 








985 


Arg 


Leu 


Arg 


Gly Ala 








1000 


Pro 


V ol 


lie 


Ser Ala 








1015 


Arg 


Cys 


Ser 


Pro Ala 








1030 


Pro 


Arg 


Pro 


Thr Pro 








1045 


Val 


Pro 


Val 


Pro Val 








1060 


Pro 


lie 


Thr 


lie Leu 








1075 


Pro 


Ser 


Gin 


lie Pro 








1090 


Pro 


Ala 


Cys 


Thr Pro 








1105 


Thr 


Cys 


Leu 


Val Thr 








1120 


Ser 


Val 


Pro 


He Ser 








1135 


Arg 


Pro 


Glu 


Ala Glu 








1150 


Ser 


Leu 


Glu 


Leu Ala 








1165 


Ser 


Leu 


Val 


Pro Pro 








1180 


Leu 


Pro 


Val 


Ser Glu 








1195 


Ser 


Leu 


Thr 


Leu Glu 








1210 


Glu 


Ala 


Pro 


Asp Ser 








1225 


Glu Gly 


Glu 


Glu Leu 








1240 


Glu^ Leu 


Pro 


Pro Ser 








1255 


Leu 


Glu 


Ala 


Asp Arg 








1270 


Pro 


Thr 


Ser 


Ser Pro 



Pro 


Ser 


Ala 


Pro Glu 








825 


Thr 


His 


He 


Leu Glu 








840 


Asp 


He 


Arg 


Ala Ala 








855 


Leu 


Ala 


Glu 


Phe Asn 








870 


Glu 


Glu 


Ala 


Gly Arg 








885 


Ala 


Glu 


Gin 


Glu He 








900 


Glu 


Arg 


Tyr 


Ala Met 








915 


Ser 


Arg 


Glu 


Glu Leu 








930 


Arg 


Lys 


Asp 


Leu Asp 








945 


Gin 


Glu 


Glu 


Glu Glu 








960 


Gly 


Thr 


Gly 


Gly Gly 








975 


Pro 


Glu 


Arg 


Pro Gly 








990 


Arg 


Ala 


Glu 


Thr Gin 








1005 


His 


Gin 


Thr 


Arg Ser 








1020 


Arcr 


Glu 


Arg 


Val Pro 








1035 


Ala 


Ser 


Ala 


Pro Ala 








1050 


Ser 


Ala 


Pro 


Val Pro 








1065 


Pro 


Val 


His 


He Leu 








1080 


Pro 


Cys 


Ser 


Ser Pro 








1095 


Pro 


Pro 


Ala 


His Thr 








1110 


Pro 


Ser 


Ser 


Pro Leu 








1125 


Ala 


Ser 


Val 


Thr Asn 








1140 


Leu 


Cys 


Ala 


Gin Ala 








1155 


Ser 


Val 


Ala 


Ser Ser 








1170 


Lys 


Asp 


Leu 


Leu Pro 








1185 


Lys 


Asn 


Leu 


Ser Leu 








1200 


Ala 


Gly 


Ser 


He Pro 








1215 


Ala 


Glu 


Gly 


Thr Thr 








1230 


Pro 


Leu 


Cys 


Val Ser 








1245 


Ala 


Ala. 


Ser 


_Asp .Glu 








1260 


Thr 


Ser 


Glu 


Glu Leu 








1275 


Glu 


Lys 


Pro 


Gin Glu 
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1280 


Leu 


Val 


Thr 


Ala Glu 








1295 


Thr 


Ser 


Ser 


Pro Glu 








1310 


Arcr 

nx y 


Thr 


Ser 


Ala Asn 








1325 


Pro 


Glv 


Gin 


Pro Pro 








1340 


Arg 


Leu 


Val 


Thr Val 








1355 


Arcr 


Gin 


Gin 


Aro Glv 








1370 


Glu 


Thr 


Ser 


Ala Ser 








1385 


Glv 


Pro 


Glu 


Ser Ser 








1400 


Pro 


Ser 


Ser 


Ser Leu 








1415 


Arg 


Arcr 


His 


lie Glu 








1430 


Asn 


Gly 


Asp 


Gly Ala 








1445 


A T~rr 
"i y 




Arg 


Gly Arcr 








1460 


Ala 


Gly 


.rtxy 


Gly Val 








1475 


Lys 


X 1 IX 


noil 


Gly Ala 








1490 


Val 
v a a. 


Al a 


A 


Pro Val 








1505 


p-rr\ 
rxo 


Leu 




XT -L \J VjXll 










Pro 


Val 


Ul LI 


uy t> ax y 








1535 


Leu 


Pro 


lie 


Pro Gly 










Glu 


Ser 


Attt 
y 


Thr Gin 








JL J U «J 


T.^1 7 


t JL. vj 












XJOV 


vaj. 


X XXX 


X IIX 


v d JL ±XIJ. 








X J J J 


Gly 


Arg 


Pro 


Pro Lys 








1610 


Pro 


Val 


Leu 


A<5T*J AT"fT 

fj.D^ ni y 








1625 


Leu 


Glv 


Arg 


Arg - Arcr 








1640 


OCl 


Ser 


Ser 










1655 


£\-L y 


XJCU. 




t .Pii ni ii 








1670 




Ser 


Met 


Val Val 








1 fiR^ 

lOOJ 


Asp 


Ser 


Gly 


Pro Gly 








1700 


Leu 


Thr 


Pro 


Lys Leu 








1715 


Val 


Pro 


Pro 


Leu Glu 








1730 


Ala 


Pro 


Val 


Gly Gly 








1745 









1285 


Val 


Ala 


Ala 


Pro Ser 








1300 


Glv 


Pro 


Ser 


Pro Ala 








1315 


Val 


Glu 


He Arg Gly 








1330 


Gly 


Pro 


Lys Val Leu 








1345 


Val 


Glu 


Glu Lys Glu 








1360 


Ala 


Ala 


Ser 


Thr Leu 








1375 


Pro 


Gly 


Ser 


Pro Ser 








1390 


Pro 


Pro 


He Gly Gly 








1405 


Pro 


Thr 


Pro 


Pro Gin 








1420 


Leu 


Gly 


Val 


Thr Gly 








1435 


Leu 


Leu 


Ala 


He Thr 








1450 


Pro 


Pro 


Lys 


Lys Asn 








1465 


Asp 


Glu 


Ala 


Pro Ser 








1480 


Asp 


Pro 


Val 


Pro Gly 








1495 


Leu 


Glu 


Pro 


Gin Leu 








1510 


Pro 


Val 


His Arg Pro 








1525 


Aro 


Arcr 


Gly Arg Pro 








1540 


Thr 


He 


Ser 


Ser Ala 








1555 


Pro 


Pro 


Pro 


His Pro 








1570 


Val 


Cys 


Pro 


Thr Ala 








1585 


lie 


Ser 


Thr 


Ser Pro 








1600 


Asn 


Pro 


Pro 


Ser Pro 








1615 


Asp 


Ser 


Thr 


Ser Val 








1630 


Gin 


Pro 


Gin Gly Gin 








1645 


Asp 


Gly 


Ser 


Arg Pro 








1660 


Ala 


Glu 


Gly Met Arg 








1675 


Ala 


Val 


He Gin Asp 








1690 


Gly 


Leu 


Glu 


Leu Thr 








1705 


Arg 


Ser 


Thr Arg Leu 








1-720 


Thr 


Glu 


Lys 


Leu Pro 








1735 


Ser 


Pro 


Gly Leu Ala 








1750 



1290 



Thr 


Ser 


Ser Ser Ala 






1305 


Arg 


Pro 


Pro Arg Arg 






1320 


Gin 


Gly 


Thr Gly Arg 






1335 


Arg 


Lys 


Leu Pro Gly 






1350 


Leu 


Val 


Arg Arg Arg 






1365 


Val 


Pro 


Gly Val Ser 






1380 


Val 


Arg 


Ser Met Ser 






1395 


Pro 


Cys 


Glu Ala Ala 






1410 


Gin 


Pro 


Phe lie Ala 






1425 


Gly 


Gly 


Ser Pro Glu 






1440 


Pro 


Pro 


Ala Val Lys 






1455 


Arg 


Ser 


Pro Ala Asp 






1470 


Ser 


Thr 


Leu Lys Gly 






1485 


Pro 


Glu 


Thr Leu He 






1500 


He 


Pro 


Gly Pro Gin 






1515 


Asn 


Pro 


Leu Leu Ser 






1530 


Pro 


Lys 


Ala Arg Asp 






1545 


Glv 


Asp 


Gly Asn Ser 






1560 


Ser 


Pro 


Leu Thr Pro 






1575 


Thr 


Val 


Ala Asn Thr 






1590 


Pro 


Lvs 


Arg Lys Arg 






1605 


Arg 


Pro 


Ser Gin Leu 






1620 


Leu 


Glu 


Ser Cys Gly 






1635 


Gly 


Glu 


Ser Glu Gly 






1650 


Leu 


Thr 


Arg Leu Ala 






1665 


Gly 


Arg 


Lys Ser Gly 






1680 


Asp 


Leu 


Asp Leu Ala 






1695 


Pro 


Pro 


Val Val Ser 






1710 


Arg 


Pro 


Gly Ser Leu 






- 1725 


Arg 


Lys 


Arg Ala Gly 






1740 


Lys 


Arg 


Gly Arg Leu 



1755 
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Gin Pro Pro 


Ser Pro 


Leu Gly Pro 


Glu Gly 


Ser 


Val 


Glu 


Glu Ser 




1760 




1765 








1770 


Glu Ala Glu 


Ala Ser 


Gly Glu Glu 


Glu Glu 


Gly 


Asp 


Gly 


Thr Pro 




1775 




1780 








1785 


Arg Arg Arg 


Pro Gly 


Pro Arg Arg 


Leu Val 


Gly 


Thr 


Thr 


Asn Gin 




1790 




1795 








1800 


Gly Asp Gin 


Arg lie 


Leu Arg Ser 


Ser Ala 


Pro 


Pro 


Ser 


Leu Ala 




1805 




1810 








1815 


Gly Pro Ala 


Val Ser 


His Arg Gly 


Arg Lys 


Ala 


Lys 


Thr 






1820 




1825 











<210> 16 

<211> 482 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 975377CD1 

<400> 16 



Met 


Ala 


Glu 


Ala 


Ala 


Thr 


Pro 


Glv 


Thr 


Thr 


Ala 


Thr 


Thr 


Ser 


Glv 


1 








5 










10 










15 


Ala 


Glv 


Ala 


Ala 


Ala 
20 


Ala 


Thr 


Ala 


Ala 


Ala 
25 


Ala 


Ser 


Pro 


Thr 


Pro 
30 


lie 


Pro 


Thr 


Val 


Thr 
35 


Ala 


Pro 


Ser 


Leu 


Glv 
40 


Ala 


Glv 


Glv 


Glv 


Glv 
45 


Glv 


Glv 


Ser 


Asp 


Glv 
50 


Ser 


Glv 


Glv 


Glv 


Tro 
55 


Thr 


Lvs 


Gin 


Val 


Thr 
60 


Cvs 


Arcr 


Tvr 


Phe 


Met 
65 


His 


Gly 


Val 


Cvs 


Lvs 
70 


Glu 


Gly 
^ j 


Asp 


Asn 


Cys 
75 


Arcr 


Tvr 


Ser 


His 


Asp 
80 


Leu 


Ser 


ASD 


Ser 


Pro 
85 


Tvr 


Ser 


Val 


Val 


Cys 
90 


Lys 


Tyr 


Phe 


Gin 


Arg 
95 


Gly 


Tyr 


Cys 


He 


Tyr 
100 


Gly 


Asp 


Arg 


Cys 


Arg 
105 


Tyr 


Glu 


His 


Ser 


Lys 
110 


Pro 


Leu 


Lys 


Gin 


Glu 
115 


Glu 


Ala 


Thr 


Ala 


Thr 
120 


Glu 


Leu 


Thr 


Thr 


Lys 
125 


Ser 


Ser 


Leu 


Ala 


Ala 
130 


Ser 


Ser 


Ser 


Leu 


Ser 
135 


Ser 


He 


Val 


Gly 


Pro 
140 


Leu 


Val 


Glu 


Met 


Asn 
145 


Thr 


Gly 


Glu 


Ala 


Glu 
150 


Ser 


Arg 


Asn 


Ser 


Asn 
155 


Phe 


Ala 


Thr 


Val 


Gly 
160 


Ala 


Gly 


Ser 


Glu 


Asp 
165 


Trp 


Val 


Asn 


Ala 


He 
170 


Glu 


Phe 


Val 


Pro 


Gly 
175 


Gin 


Pro 


Tyr 


Cys 


Gly 
180 


Arg 


Thr 


Ala 


Pro 


Ser 
185 


Cys 


Thr 


Glu 


Ala 


Pro 
190 


Leu 


Gin 


Gly 


Ser 


Val 
195 


Thr 


Lys 


Glu 


Glu 


Ser 
200 


Glu 


Lys 


Glu 


Gin 


Thr 
205 


Ala 


Val 


Glu 


Thr 


Lys 
210 


Lys 


Gin 


Leu 


Cys 


Pro 
215 


Tyr 


Ala 


Ala 


Val 


Gly 
220 


Glu 


Cys 


Arg 


Tyr 


Gly 
225 


Glu 


Asn 


Cys 


Val 


Tyr 
230 


Leu 


His 


Gly 


Asp 


Ser 
235 


Cys 


Asp 


Met 


Cys 


Gly 
240 


Leu 


Gin 


Val 


Leu 


His 
245 


Pro 


Met 


Asp 


Ala 


Ala 
250 


Gin 


Arg 


Ser 


Gin 


His 
255 


He 


Lys 


Ser 


Cys 


He 
260 


Glu 


Ala 


His 


Glu 


Lys 
265 


Asp 


Met 


Glu 


Leu 


Ser 
270 


Phe 


Ala 


Val 


Gin 


Arg 
275 


Ser 


Lys 


Asp 


Met 


Val 
280 


Cys 


Gly 


He 


Cys 


Met 
2.85 


Glu 


Val 


Val 


Tyr 


Glu 
290 


Lys 


Ala 


Asn 


Pro 


Ser 
295 


Glu 


Arg 


Arg 


Phe 


Gly 
300 


He 


Leu 


Ser 


Asn 


Cys 
305 


Asn 


His 


Thr 


Tyr 


Cys 
310 


Leu 


Lys 


Cys 


He 


Arg 
315 
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Lys 


Trp 


Arg 


Ser Ala 


Lys 


Gin 


Phe 


Glu Ser 


Lys 


He He Lys 


Ser 








320 








325 






330 


Cys 


Pro 


Glu 


Cys Arg 


He 


Thr 


Ser 


Asn Phe 


Val 


He Pro Ser 


Glu 








335 








340 






345 


Tyr 


Trp 


Val 


Glu Glu 


Lys 


Glu 


Glu 


Lys Gin 


Lys 


Leu He Leu 


Lys 








350 








355 






360 


Tyr 


Lys 


Glu 


Ala Met 


Ser 


Asn 


Lys 


Ala Cys 


Arg 


Tyr Phe Asp 


Glu 








3 65 








370 






375 


Gly 


Arg 


Gly 


Ser Cys 


Pro 


Phe 


Gly 


Gly Asn 


Cys 


Phe Tyr Lys 


His 








380 








385 






390 


Ala 


Tyr 


Pro 


Asp Gly 


Arg 


Arg 


Glu 


Glu Pro 


Gin 


Arg Gin Lys 


Val 








395 








400 






405 


Gly 


Thr 


Ser 


Ser Arg 


Tyr 


Arg 


Ala 


Gin Arg 


Arg 


Asn His Phe 


Trp 








410 








415 






420 


Glu 


Leu 


He 


Glu Glu 


Arg 


Glu 


Asn 


Ser Asn 


Pro 


Phe Asp Asn 


Asp 








425 








430 






435 


Glu 


Glu 


Glu 


Val Val 


Thr 


Phe 


Glu 


Leu Gly 


Glu 


Met Leu Leu 


Met 








440 








445 






450 


Leu 


Leu 


Ala 


Ala Gly 


Gly 


Asp 


Asp 


Glu Leu 


Thr 


Asp Ser Glu 


Asp 








455 








460 






465 


Glu 


Trp 


Asp 


Leu Phe 


His 


Asp 


Glu 


Leu Glu 


Asp 


Phe Tyr Asp 


Leu 



470 475 480 

Asp Leu 



<210> 17 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1208721CD1 

<400> 17 



Met 


Leu 


Gly 


He 


Leu 


He 


Tyr 


He 


Gin Asn 


Ser 


Asp Tyr Glu 


Glu 


1 








5 








10 










15 


He 


Thr 


He 


Asp 


Pro 


Thr 


Cys 


Ser 


Trp Lys 


Pro 


Val 


Pro Val 


Lys 










20 








25 










30 


Pro 


Asp 


Met 


His 


He 
35 


Lys 


Glu 


Glu 


Pro Asp 
40 


Gly 


Pro 


Ala 


Leu 


Lys 
45 


Arg 


Cys 


Arg 


Thr 


Val 


Ser 


Pro 


Ala 


His Val 


Leu 


Met 


Pro 


Ser 


Val 








50 








55 










60 


Met 


Glu 


Met 


He 


Ala 
65 


Ala 


Leu 


Gly 


Pro Gly 
70 


Ala 


Ala 


Pro 


Phe 


Ala 
75 


Pro 


Leu 


Gin 


Pro 


Pro 
80 


Ser 


Val 


Pro 


Ala Pro 
85 


Ser 


Asp 


Tyr 


Pro 


Gly 
90 


Gin 


Gly 


Ser 


Ser 


Phe 
95 


Leu 


Gly 


Pro 


Gly Thr 
100 


Phe 


Pro 


Glu 


Ser 


Phe 
105 


Pro 


Pro 


Thr 


Thr 


Pro 
110 


Ser 


Thr 


Pro 


Thr Leu 
115 


Ala 


Glu 


Phe 


Thr 


Pro 
120 


Gly 


Pro 


Pro 


Pro 


He 


Ser 


Tyr 


Gin 


Ser Asp 


He 


Pro 


Ser 


Ser 


Leu 








125 








130 










135 


Leu 


Thr 


Ser 


Glu 


Lys 


Ser 


Thr 


Ala 


Cys Leu 


Pro 


Ser 


Gin Met 


Ala 










140 








145 










150 


Pro 


Ala 


Gly 


His 


Leu 


Asp 


Pro 


Thr 


His Asn 


Pro 


Gly Thr Pro 


Gly 










155 








160 










165 


Leu 


His 


Thr 


Ser 


Asn 


Leu 


Gly 


Ala 


Pro Pro 


Gly 


Pro 


Gin Leu 


His 










170 








175 










180 


His 


Ser 


Asn 


Pro 


Pro 


Pro 


Ala 


Ser 


Arg Gin 


Ser 


Leu Gly Gin 


Ala 










185 








190 










195 


Ser 


Leu 


Gly 


Pro 


Thr 
200 


Gly 


Glu 


Leu 


Ala Phe 
205 


Ser 


Pro 


Ala 


Thr 


Gly 
210 
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Val 


Met 


Gly Pro 


Pro 
215 


Ser 


Met 


Ser 


Pro 


Ala 


Leu Asp 


Leu 
230 


Leu 


Pro 


Glu 


Leu 


Ser 


Tyr Leu 


Gly 
245 


Pro 


Pro 


Asp 


Asp Leu 


Leu Ser 


Leu 


Phe 


Glu 


Asn 








260 









<210> 18 
<211> 350 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1234329CD1 

<400> 18 



Met 


Pro 


Pro 


Pro 


Tyr 


Ala 


Ser 


Leu 


1 








5 








Ala 


Ser 


Ala 


Cys 


Pro 
20 


His 


Ser 


His 


Gin 


Pro 


Pro 


Pro 


Gin 

j 0 


val 


Asp 


Tyr 


Ala 


Pne 


His 


Ser 


Ply. 

Gin 
50 


lie 


Ser 


Ser 


Ala 


Pro 


Pro 


Pro 


pro 
65 


rnr 


rilS 


Leu 


Pro 


Gin 


His 


Leu 


Pro 


Pro 


Thr 


HIS 


Pro 


Ala 


Thr 


Ala 


Pro 
95 


Pro 


Aia 


tjin 


Met 


Gin 


Arg 


Met 


Glu 
110 


val 


Cain 


TV 

Arg 


Thr 


Gly 


Leu 


Phe 


Val 
125 


Phe 


Cys 


Val 


Pro 


Pro 


Pro 


His 


Pro 
140 


His 


Arg 


Met 


His 


His 


lie 


His 


Val 
155 


Pro 


Gin 


Thr 


Ala 


Pro 


Glu 


Arg 


Ser 
170 


Ala 


Trp 


Glu 


Thr 


Ala 


Ala 


Thr 


Tyr 
185 


Thr 


Pro 


Gly 


His 


Tyr 


His 


Ala 


Pro 
200 


Pro 


Arg 


Leu 


Leu 


Pro 


Leu 


Met 


Val 
215 


Pro 


Asp 


Met 


Tyr 


lie 


Ser 


Ser 


Gly 
230 


Leu 


Asp 


Gly 


Arg 


Gly 


Asn 


Phe 


Glu 


Glu 


Leu 


lie 








245 








Asn 


Val 


Asn 


Arg 


Gly 
260 


Ala 


Ser 


Gin 


Tyr 


Pro 


His 


Lys 


iy r 
275 


Lys 


Lys 


Arg 


Gly 


Glu 


Glu 


Gly 


Thr 


Glu 


Glu 


Asp 










290 








Cys 


Leu 


Ser 


lie 


Leu 
305 


Glu 


Glu 


Gly 


Cys 


Met 


His 


Leu 


Phe 


His 


Gin 


Val 



320 



Gly Ala Gly Glu Ala Pro Glu 
220 225 

Leu Thr Asn Pro Asp Glu Leu 
235 240 

Leu Pro Thr Asn Asn Asn Asp 
250 255 

Asn 



inr 


Arg 


rXO xj6U 


His 


His 






1 0 








is 




Asn 


pro rro 


Pro 


Gin 


Thr* 




9*-*. 










vai 


lie 


Pro His 


Pro 


Val 


Hi* a 
nib 




AO 










nis 


Aia 


inr oci 


His 


Pro 


VctX 




151; 








60 




Cor 
Del 


HJLJL nXCL 


Ala 


Pro 


lie 




70 








75 




Pro 


JLJ.C OCX. 


His 


His 


Tits 

-L -L C 




0 ~> 








90 


Arg 






His 


Glu 


Val 




100 








105 


rix. y 


7\ TCI 

t\L y 


M*at M*»t 


Gin 


His 


Pro 




115 








120 


ber 


Arg 


7\ y-pr 71 "1 s» 
ni y nla 


His 


Glu 


Arg 




130 








135 


His 


Pro 


Asn Tyr 


Gly His 


Gly 




145 








150 


Met 


Ser 


Ser His 


Pro Arg 


Gin 




160 








165 


Leu 


Gly 


lie Glu 


Ala Gly 


Val 




175 








180 


Ala 


Leu 


His Pro 


His 


Leu 


Ala 




190 








195 


His 


His 


Leu Gin 


Leu Gly 


Ala 




205 








210 


Ala 


Gly 


Tyr Pro 


His 


lie 


Arg 




220 








225 


Thr 


Ser 


Phe Arg 


Gly Pro 


Phe 




235 








240 


His 


Leu 


Glu Glu 


Arg 


Leu 


Gly 




250 








255 


Gly 


Thr 


lie Glu 


Arg Cys 


Thr 




265 








270 


Lys 


Leu 


His Cys 


Lys 


Gin 


Asp 




280 








285 


Thr 


Glu 


Glu Lys 


Cys 


Thr 


lie 




295 








300- 


Glu 


Asp 


Val Arg 


Arg 


Leu 


Pro 




310 








315 


Cys 


Val 


Asp Gin 


Trp Leu 


lie 




325 








330 



22/189 



WO 01/72777 



PCT/US01/08117 



Thr Asn Lys Lys Cys Pro He Cys Arg Val Asp He Glu Ala Gin 
335 340 345 

Leu Pro Ser Glu Ser 
350 

<210> 19 
<211> 549 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1238747CD1 

<400> 19 



Met 


Phe 


Thr 


Met 


Thr 


Arg 


Ala 


Met 


Glu 


Glu 


Ala 


Leu 


Phe 


Gin 


His 


1 








5 










10 










15 


Phe 


Met 


His 


Gin 


Lys 


Leu 


Gly 


He 


Ala 


Tyr 


Ala 


He 


His 


Lys 


Pro 










20 










25 










30 


Phe 


Pro 


Phe 


Phe 


Glu 


Gly 


Leu 


Leu Asp 


Asn 


Ser 


He 


He 


Thr 


Lys 










35 










40 










45 


Arg 


Met 


Tyr 


Met 


Glu 


Ser 


Leu 


Glu Ala 


Cys 


Arg 


Asn 


Leu 


He 


Pro 










50 










55 










60 


Val 


Ser 


Arg 


Val 


Val 


His 


Asn 


He 


Leu 


Thr 


Gin 


Leu 


Glu 


Arg 


Thr 










65 










70 










75 


Phe 


Asn 


Leu 


Ser 


Leu 


Leu 


Val 


Thr 


Leu 


Phe 


Ser 


Gin 


He 


Asn 


Leu 










80 










85 










90 


Arg 


Glu 


Tyr 


Pro 


Asn 


Leu 


Val 


Thr 


He 


Tyr 


Arg 


Ser 


Phe 


Lys 


Arg 










95 










100 










105 


Val 


Gly 


Ala 


Ser 


Tyr 


Glu 


Arg 


Gin 


Ser 


Arg 


Asp 


Thr 


Pro 


He 


Leu 










110 










115 










120 


Leu 


Glu 


Ala 


Pro 


Thr 


Gly 


Leu 


Ala 


Glu 


Gly 


Ser 


Ser 


Leu 


His 


Thr 










125 










130 










135 


Pro 


Leu 


Ala 


Leu 


Pro 


Pro 


Pro 


Gin 


Pro 


Pro 


Gin 


Pro 


Ser 


Cys 


Ser 










140 










145 










150 


Pro 


Cys 


Ala 


Pro 


Arg 


Val 


Ser 


Glu 


Pro 


Gly 


Thr 


Ser 


Ser 


Gin 


Gin 










155 










160 










165 


Ser 


Asp 


Glu 


He 


Leu 


Ser 


Glu 


Ser 


Pro 


Ser 


Pro 


Ser 


Asp 


Pro 


Val 










170 










175 










180 


Leu 


Pro 


Leu 


Pro 


Ala 


Leu 


He 


Gin Glu 


Gly 


Arg 


Ser 


Thr 


Ser 


Val 










185 










190 










195 


Thr 


Asn 


Asp 


Lys 


Leu 


Thr 


Ser 


Lys Met 


Asn 


Ala 


Glu 


Glu 


Asp 


Ser 










200 










205 










210 


Glu 


Glu 


Met 


Pro 


Ser 


Leu 


Leu 


Thr 


Ser 


Thr 


Val 


Gin 


Val 


Ala 


Ser 










215 










220 










225 


Asp 


Asn 


Leu 


He 


Pro 


Gin 


He 


Arg Asp 


Lys 


Glu 


Asp 


Pro 


Gin 


Glu 










230 










235 










240 


Met 


Pro 


His 


Ser 


Pro 


Leu 


Gly 


Ser 


Met 


Pro 


Glu 


He 


Arg 


Asp 


Asn 










245 










250 










255 


Ser 


Pro 


Glu 


Pro 


Asn 


Asp 


Pro 


Glu 


Glu 


Pro 


Gin 


Glu 


Val 


Ser 


Ser 










260 










265 










270 


Thr 


Pro 


Ser 


Asp 


Lys 


Lys 


Gly 


Lys 


Lys 


Arg 


Lys 


Arg 


Cys 


He 


Trp 










275 










280 










285 


Ser 


Thr 


Pro 


Lys 


Arg 


Arg 


His 


Lys 


Lys 


Lys 


Ser 


Leu 


Pro 


Arg 


Gly 










290 










295 










300 


Thr 


Ala 


Ser 


Ser 


Arg 


His 


Gly 


He 


Gin 


Lys 


Lys 


Leu 


Lys 


Arg 


Val 










305 










310 










315 


Asp 


Gin 


Val 


Pro 


Gin 


Lys 


Lys 


Asp Asp 


Ser 


Thr 


Cys 


Asn 


Ser 


Thr 










320 










325 










330 


Val 


Glu 


Thr 


Arg 


Ala 


Gin 


Lys 


Ala Arg 


Thr 


Glu 


Cys 


Ala 


Arg 


Lys 










335 










340 










345 


Ser 


Arg 


Ser 


Glu 


Glu 


He 


He 


Asp Gly 


Thr 


Ser 


Glu 


Met 


Asn 


Glu 



350 355 360 



23/189 



WO 01/72777 



Gly 


Lys 


Arg Ser 


Gin 

J D J 


Lys 


Thr 


Pro Ser 


Gin 


Gly 


Ala Ala 


Ser 

JOU 


Pro 


Gly 


His Gly 


Val 


Val 


Asp Lys 


Val 


Thr 


Gin 


Arg Lys 


Ser 


Glu 


Val Met 


Met 

*± 1 \J 


Arg 


Val 


Gin Lys 


Arg 


Lys 


Ser Arg 


Ser 


Lys 


Glu 


Lys Lys 


Ser 


Ser 


Ser Lys 


Arg 

Add 


Arg 


Phe 


Gin Lys 


Lys 


Pro 


Lys Ser 


Asp 


Thr 


Val 


Asp Phe 


Val 


Thr 


Cys Gly 


Glu 

ft / u 


Ala 


Lys 


Gly lie 


Lys 


His 


Gly Ser 


Ser 

Aim. 

4t O D 


Val 


Lys 


Cys He 


Trp 


Leu 


Thr Pro 


Asn 
500 


Glu 


Phe 


Glu Val 


Ala 


Lys 


Asn Trp 


Lys 
515 


Arg 


Asn 


He Arg 


Gly 


Glu 


Leu Leu 


Lys 
530 


Ser 


Gly 


Leu Leu 


Asn 


Leu 


Lys Arg 


Glu 
545 


Leu 


Asn 


Ser Lys 



<210> 20 
<211> 337 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1265980CD1 



<400> 20 



Met Leu Thr 


Leu Pro 


Phe 


Asp 


Glu 


Ser 


1 


5 










Gin Met Cys 


Arg Lys 


Phe 


Ser 


Arg 


Glu 




20 










He Lys Lys 


Pro Glu 


Ser 


Phe 


Ser 


Lys 




35 










Lys Ser He 


Lys Arg 


Ala 


Pro 


Gly Glu 




50 










Glu Glu Glu 


Asp Arg 


Glu 


Glu 


Glu Asp 




65 










Arg Arg Gly 


Leu Arg 


Lys 


Lys 


Lys 


Thr 




80 










ArgWal Lys 


Phe Arg 


Arg 


Gin 


Glu 


Ala 




95 










Arg Met His 


Gly Leu 


Asn 


Asp 


Ala 


Leu 




110 










Val Pro Cys 


Tyr Ser 


Arg 


Thr 


Gin 


Lys 




125 










Leu Arg Leu 


Ala Lys 


Asn 


Tyr 


He 


Trp 




140 










Arg lle_Gly 


Lys Arg 


Pro 


Asp 


Leu 


Leu 




155 










Cys Lys Gly 


Leu Ser 


Gin 


Pro 


Thr 


Thr 


170 










Leu Gin Leu 


Asn Ala 


Arg 


Ser 


Phe 


Leu 




IOC 











PCT/US01/08117 



Thr 


Pro Arg 


Arg Val Thr 


370 




375 


He 


Gin Glu 


Lvs Leu Gin 


385 




390 


Asp 


Asd Ser 


Thr Tro Asn 


400 




405 


Ala 


Arg Thr 


Lys Cys Al a 


415 




420 


Lys 


Glu Lys 


Asp lie Cys 






435 


Asn 


He His 


Arcr Arcr Glv 


*± *± _) 




d50 


His 


Cys Ser 


Lvs Leu Pro 


sou 




465 


JJCU 




Tvs Lvs Met 


475 




480 


Arg 


Asn Glu 


Asp Gly Thr 


490 




495 


Glu 


Gly Lys 


Gly Arg Asn 


505 




510 


Cys 


Glu Gly 


Met Thr Leu 


520 




525 


Leu 


Cys Pro 


Pro Arg He 


535 




540 


Val 


val ixieu. 


Dyn f2l n Car 
riu uiu oci 


i n 
iu 




i j 


Cys 


1 1 A an 


o ill uyo vji.li 










Tl D T7-3 T 

lie Val 


litr U. niy vji_y 


AO 




45 


ul LI 


1 ill \3-L LI 


TiVQ f?lii Glu 

Ujf SD Olu VJX U 


55 

D D 




60 


ul U. 




T.fan Pro At*ct 

UGH. XT A. Al y 


70 




75 


i. in 


juy to lie u. 


niy ucu vji-ui 






90 


A QT) 


/itJLCl Ai y 


fiT ii Arcr Asn 


100 




105 


Asp 


noil ijcu 


Arcr Lvs Val 






120 


Leu 


Car T.vro 


He Glu Thr 


130 




135 


Ala 


Leu Ser 


Glu He Leu 


145 




150 


Thr 


Phe Val 


Gin Asn Leu 


160 




165 


Asn 


Leu Val 


Ala Gly Cys 


175 




180 


Met 


Gly Gin 


Gly Gly Glu 


190 




195 



24/189 



WO 01/72777 



PCT/US01/08117 



Ala 


Ala 


His His 


Thr 

& U \J 


Arg 


Ser 


Pro 


Tyr 


His 


Ser Pro 


Glu 
215 


Leu 


Thr 


Thr 


Asp 


Asn 


Ser Lys 


Ser 
230 


Met 


Lys 


Pro 


Glu 


Ser 


Phe Tyr 


Glu 
245 


Ser 


Thr 


Ser 


Phe 


Glu 


Gly Pro 


Leu 
260 


Ser 


Pro 


Pro 


Phe 


Ser 


Leu Lys 


Gin 
275 


Glu 


Glu 


Thr 


Asn 


Tyr 


Gly Met 


His 
290 


Tyr 


Cys 


Ala 


Gly 


Gin 


Gly Ala 


Met 
305 


Phe 


Arg 


Leu 


Tyr 


Asp 


Leu His 


Leu 
320 


Arg 


Ser 


Gin 


Leu 


Asn 


Ala Val 


Phe 
335 


His 


Asn 





<210> 21 

<211> 581 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1297333CD1 

<400> 21 



Met 


Val 


Lys 


Arg 


Glu 


Leu 


Thr 


Gly 


1 








5 








Ser 


Val 


His 


Glu 


Thr 
20 


Gin 


Glu 


Leu 


Ala 


Glu 


Gly 


val 


Thr 
35 


Asp 


Arg 


Thr 


Ser 


Ser 


Phe 


Arg 


Glu 
50 


Asn 


Trp 


Asp 


Lys 


Leu 


Ala 


Val 


Gly 


Gin 


Glu 


Thr 








65 








Thr 


His 


Asn 


Lys 


Thr 
80 


Leu 


Ser 


Lys 


Lys 


Ser 


Gly 


Arg 


Trp 
95 


Phe 


Tyr 


Leu 


His 


Asn 


Arg 


Asp 


Ser 
110 


He 


Lys 


Asn 


lie 


Lys 


Gin 


Thr 


Gly 
125 


He 


Tyr 


Ala 


Asn 


Glu 


Cys 


Lys 


Lys 
140 


Thr 


Phe 


Thr 


His 


Gin 


Arg 


He 


His 
155 


Thr 


Gly 


Glu 


Cys 


Gly 


Lys 


Ala 


Phe 
170 


Ser 


Asp 


Gly 


Arg 


Cys 


His 


Thr 


Gly 
185 


Lys 


Lys 


Pro 


Lys 


Ala 


Phe 


lie 


Gin 


Asn 


Thr 


Ser 








200 








Tyr 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Phe 








215 








Ala 


Phe 


Ser 


Asp 


His 


He 


Gly 


Leu 



23 0 



xys. 


Ser 


Thr Phe Tyr Pro 


Pro 




205 




210 


Pro 


Pro 


Gly His Gly Thr 


Leu 




220 




225 




Asn 


Tyr Cys Ser Ala 


Tyr 




235 




240 


Pro 


Glu 


Cys Ala Ser Pro 


Gin 




250 




255 


Pro 


He 


Asn Tyr Asn Gly 


He 




265 




270 


Leu 


Asp 


Tyr Gly Lys Asn 


Tyr 




280 




285 


Val 


Pro 


Pro Arg Gly Pro 


Leu 




295 




300 


Pro 


Thr 


Asp Ser His Phe 


Pro 




310 




315 


Ser 


Leu 


Thr Met Gin Asp 


Glu 




325 




330 



Ser 


Leu 


Phe Ser Gly Gin 


Arg 




10 




15 


Phe 


Pro 


Lys Gin Asp Ser 


Tyr 




25 




30 


Ser 


Asn 


Thr Lys Leu Asp 


Cys 




40 




45 


Ser 


Asp 


Tyr Val Phe Gly 


Arg 




55 




60 


Gin 


Phe 


Arg Gin Glu Pro 


He 




70 




75 


Glu 


Arg 


Glu Arg Thr Tyr 


Asn 




85 




90 


Asp 


Asp 


Ser Glu Glu Lys 


Val 




100 




105 


Phe 


Gin 


Lys Ser Ser Val 


Val 




115 




120 


Gly 


Lys 


Lys Leu Phe Lys 


Cys 




130 




135 


Gin 


Ser 


Ser Ser Leu Thr 


Val 




145 




150 


Lys 


Pro 


Tyr Lys Cys Asn 


Glu 




160 




165 


Ser 


Ser 


Phe Ala Arg His 


Gin 




175 




180 


Tyr 


Glu 


Cys He Glu Cys 


Gly 




190 




195 


Leu 


lie 


Arg His Trp Arg 


Tyr 




205 




210- 


Asp 


Cys 


He Asp Cys Gly 


Lys 




220 




225 


Asn 


Gin His Arg Arg He 


His 




235 




240 



25/189 



WO 01/72777 



PCT/US01/08117 



Thr 


Gly 


Glu 


Lys 


Pro 
245 


Tyr 


Lys 


Cys 


Arg 


Tyr 


Gly 


Ser 


Ser 
260 


Leu 


Thr 


Val 


Glu 


Lys 


Pro 


Tyr 


Glu 
275 


Cys 


Asp 


Val 


His 


Ala 


Ser 


Leu 


Thr 
290 


Gin 


His 


Gin 


Pro 


Phe 


Lys 


Cys 


Lys 
305 


Glu 


Cys 


Gly 


His 


Leu 


Ala 


Ser 


His 
320 


Leu 


Arg 


lie 


Glu 


Cys 


Ala 


Glu 


Cys 
335 


Gly 


Lys 


Ser 


Ala 


Thr 


His 


Gin Arg 


lie 


His 


Thr 










350 








Lys 


Val 


Cys 


Ser 


Lys 
365 


Ala 


Phe 


Thr 


His 


Gin 


Lys 


Thr 


His 
380 


Thr 


Glv 


Glu 


Cys 


Gly 


Lys 


Ala 


Phe 
395 


Ser 


Gin 


Thr 


Arg 


Val 


His 


Thr Gly 


Glu 


Lys 


Pro 










410 








Lys 


Ala 


Phe 


Gly Asp 


Asn 


Ser 


Ser 










425 








His 


Thr 


Gly 


Gin Arg 


Pro 


Tyr 


Glu 










440 








Phe 


Lys 


Thr 


Lys 


Ser 
455 


Ser 


Leu 


He 


Gly 


Glu 


Lys 


Pro 


Tyr 
470 


Glu 


Cys 


Ser 


His 


Arg 


Gin 


Ser 


Leu 
485 


Ser 


Val 


His 


Lys 


Pro 


Tyr 


Glu 


Cys 
500 


Lys 


Glu 


Cys 


Gly 


His 


Leu 


Asn 


Gin 
515 


His 


Lys 


Arg 


Tyr 


Asn 


Tyr 


Lys 


Lys 
530 


Ser 


Arg 


Lys 


Leu 


Ala 


His 


His 


Gin 
545 


Arg 


He 


His 


Pro 


Ser 


Leu 


Pro 


Ser 
560 


Thr 


Ser 


Asn 


Phe 


Leu 


Trp 


Asn 


Pro 
575 


Ser 


Ser 


Leu 



<210> 22 
<211> 591 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1312824CD1 

<400> 22 

Met Ala Ala Val Val Gin Gin Asn 

i 5 

Ser Asn Val Met Glu Asp Glu Arg 
20 

Phe Pro Ala Val He Val Glu His 
35 



Asp Val 


Cys His 


Lys Ser 


Phe 


250 






'255 


His Gin 


Arg He 


His Thr 


Gly 


265 






270 


Cvs Arg 


Lys Ala 


Phe Ser 


His 


280 






285 


Arg Val 


His Ser 


Gly Glu 


Lys 


295 






300 


Lys Ala 


Phe Arg 


Gin Asn 


He 


310 






315 


His Thr 


Gly Glu 


Lys Pro 


Phe 


325 






330 


Phe Ser 


He Ser 


Ser Gin 


Leu 


340 






345 


Gly Glu 


Lys Pro 


Tyr Glu 


Cys 


355 






360 


Gin Lys 


Ala His 


Leu Ala 


Gin 


370 






375 


Lys Pro 


Tyr Glu 


Cvs Lvs 


Glu 


385 






390 


Thr His 


Leu He 


Gin His 


Gin 


400 






405 


Tvr Lvs 


Cys Met 


Glu Cys 


Gly 


415 






420 


Cys Thr 


Gin His 


Gin Arg 


Leu 


430 






435 


Cys lie 


Glu Cys 


Gly Lys 


Ala 


445 






450 


Cys His 


Arg Arg 


Ser His 


Thr 


460 






465 


Val Cys 


Gly Lys 


Ala Phe 


Ser 


475 






480 


Gin Arg 


He His 


Ser Gly 


Lys 


490 






495 


At a Lvs 


Thr Phe 


He Gin 


He 


505 






510 


Val His 


Thr Gly 


Glu At a 


Ser 


520 






525 


Val Phe 


Arg Gin 


Thr Ala 


His 


535 






540 


Thr Gly 


Glu Ser 


Ser Thr 


Cys 


550 






555 


Pro Val 


Asp Leu 


Phe Pro 


Lys 


565 






570 


Pro Ser 


Pro 


> 





580 



Asp Leu Val Phe Glu Phe Ala 
10 15 

Gin Leu Gly Asp Pro Ala He 
25 30 

Val Pro Gly Ala Asp He- Leu 
40 45 



26/189 



WO 01/72777 



PCT/US01/08117 



Asn 


Ser 




Ala 


Glv 


Leu 


Ala 


Cys 


Val 


Glu 


Glu 


Pro 


Ser 


Asp 


Met 








50 










55 










60 


He 


Thr 


Glu 


Ser 


Ser 


Leu 


Asp 


Val 


Ala 


Glu 


Glu 


Glu 


He 


He 


Asp 










65 










70 










75 


ASP 


Asp 


Asp 


Asp 


Asp 


He 


Thr 


Leu 


Thr 


Val 


Glu 


Ala 


Ser 


Cys 


His 










80 










85 










90 


Asp 


Gly 


Asp 


Glu 


Thr 


He 


Glu 


Thr 


He 


Glu 


Ala 


Ala 


Glu 


Ala 


Leu 










95 










100 










105 


Leu 


Asn 


Met 


Asp 


Ser 


Pro 


Gly 


Pro 


Met 


Leu 


Asp 


Glu 


Lys 


Arg 


He 










110 










115 










120 


Asn 


Asn 


Asn 


He 


Phe 


Ser 


Ser 


Pro 


Glu 


Asp 


Asp 


Met 


Val 


Val 


Ala 










125 










130 










135 


Pro 


Val 


Thr 


His 


Val 


Ser 


Val 


Thr 


Leu 


Asp 


Gly 


He 


Pro 


Glu 


Val 










140 










145 










150 


Met 


Glu 


Thr 


Gin 


Gin 


Val 


Gin 


Glu 


Lys 


Tyr 


Ala 


Asp 


Ser 


Pro 


Gly 










155 










160 










165 


Ala 


Ser 


Ser 


Pro 


Glu 


Gin 


Pro 


Lvs 


Arcr 


Lvs 


Lvs 


Gly 


Asn 


Thr 


He 










170 










175 










180 


L jf J - 


Leu 


J. A. 


Glu 


Phe 


Leu 


Leu 


Ala 


Leu 


Leu 


Gin 


Asp 


Lvs 


Ala 


Thr 








185 










190 










195 


Cys 


Pro 


Lys 


Tvr 


He 


Lys 


Tro 


Thr 


Gin 


Arg 


Glu 


LVS 


Gly 


He 


Phe 




















205 










210 


xjyo 


Leu 


Val 




Ser 


Lys 


Ala 


Val 


Ser 


Arcr 


Leu 


Trp 


Glv 


Lys 


His 










91 5 










220 










225 


T.VQ 


A on 




XT J- W 




Met 


Asn 




Glu 


Thr 


Met 


Glv 


Arg 


Ala 


Leu 










Zi J V 










235 










240 


rs.i y 


Tyr 


iyx 


Tvy* 


Gin 


Arg 


Glv 


lie 


Leu 


Ala 


Lys 


Val 


Glu 


Glv 


Gin 










245 










250 










255 


Arg 


Leu 


Val 


iyx 


Gin 


Phe 


Lys 


Glu 


Met 


Pro 


Lys 


Asp 


Leu 


He 


Tvr 










260 










265 










270 




Asn 


Asp 


Glu 


Asp 


Pro 


Ser 


Ser 


Ser 


He 


Glu 


Ser 


Ser 


Asp 


Pro 










275 










280 










285 


Ser 


Leu 


Ser 


Ser 


Ser 


Ala 


Thr 


Ser 


Asn 


Arg 


Asn 


Gin 


Thr 


Ser 


Arg 










290 










295 










300 




Ai.y 


Val 


Ser 


Ser 


Ser 


Pro 


Glv 


Val 


Lys 


Glv 

Jr 


Glv 


Ala 


Thr 


Ser 








305 










310 










315 


VQJ. 


Leu 




Pro 


Glv 


Asn 


Ser 


Lys 


Ala 


Ala 


Lys 


Pro 


Lys 


Asp 


Pro 








320 










325 










330 


Val 


Gl 11 

V31 U. 


v ax 


Ala 


Gin 


Pro 


Ser 


Glu 


Val 


Leu 




Thr 


Val 


Gin 


Pro 










335 










340 










345 


Thr 






Jr 4. \J 


TVr 


Pro 


Thr 


Gin 


Leu 


Phe 


Arg 


Thr 


Val 


His 


Val 










350 










355 










360 


v ax 


Gin 


Pro 


Val 


Gin 


Ala 


Val 


Pro 


Glu 


Glv 


Glu 


Ala 


Ala 


Arcr 


Thr 










365 










370 










375 


OCX 


Thr 


Met 


Gin 




Glu 


Thr 


Leu 


Asn 


Ser 


Ser 


Val 


Gin 


Ser 


lie 










380 










385 










390 


rix y 


Thr 


He 


Gin 


Ala 


Pro 


Thr 


Gin 


Val 


Pro 


Val 


Val 


Val 


Ser 


Pro 








395 










400 










405 


«xy 


Asn 


Gin 


Gin 


Leu 


His 


Thr 


Val 


Thr 


Leu 


Gin 


Thr 


Val 


Pro 


Leu 








410 










415 










420 


Thr 


Thr 


Val 


lie 


Ala 


Ser 


Thr 


Asp 


Pro 


Ser 


Ala 


Glv 


Thr 


Glv 


Ser 










425 










430 










435 


Gin 


Lys 


Phe 


He 


Leu 


Gin 


Ala 


He 


Pro 


Ser 


Ser 


Gin 


Pro 


Met 


Thr 










440 










445 










450 


Val 


Leu 


Lys 


Glu 


Asn 


Val 


Met 


Leu 


Gin 


Ser 


Gin 


Lys 


Ala 


Gly 


Ser 










455 










460 










465 


Pro 


Pro 


Ser 


He 


Val 


Leu 


Gly 


Pro 


Ala 


Gin 


Val 


Gin 


Gin 


Val 


Leu 










470 










475 










480 


Thr 


Ser 


Asn 


Val 


Gin 


Thr" 


He 


Cys 


Asn 


Gly 


Thr 


Val 


Ser 


Val 


Ala 










485 










490 










495 


Ser 


Ser 


Pro 


Ser 


Phe 


Ser 


Ala 


Thr 


Ala 


Pro 


Val 


Val 


Thr 


Phe 


Ser 










500 










505 










510 


pro 


Arg 


Ser 


Ser 




Leu 


Val 


Ala 


His 


Pro 


Pro 


Gly 


Thr 


val 


He 
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515 


520 




525 


Thr Ser Val He 


Lys 


Thr Gin Glu Thr Lys 


Thr Leu Thr Gin 


Glu 




530 


535 




540 


Val Glu Lys Lys 


Glu 


Ser Glu Asp His Leu 


Lys Glu Asn Thr 


Glu 


545 


550 




555 


Lys Thr Glu Gin 


Gin 


Pro Gin Pro Tyr Val 


Met Val Val Ser 


Ser 




560 


565 




570 


Ser Asn Gly Phe 


Thr 


Ser Gin Val Ala Met 


Lys Gin Asn Glu 


Leu 


575 


580 




585 


Leu Glu Pro Asn 


Ser 
590 


Phe 
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Met 


ber 


file 


Asp 


Pro 


Asn 


Leu 


j_tc=LL nx fc> nan 


noil vjxjy nxo noil 


Gly 


± 






c 

•J 






10 




15 


Tyr 


Pro 






lllx 


Oci 


AT pi 


nla UtrLl niy 


Gl u Thr Glv Val 

V7J.U XliJ. vJXjf vax 


lie 






z u 










30 


UlU 


Lys 


Leu 


Leu 


1 XXX. 


Cor 


iyzr 


V3 x_y IT I1C XXC 


d"] n C*vs cipr Glu 


Arcr 










~> o 






An 




45 


Gin 


Ala 


Arg 


Leu 


XT lit? 


trim 


nio 


^ Jf O OCX VJj.il 


TVr* A<37i Rlv Asn 

Xjr-L null VJO-Jf tlwil 


Leu 










o u 










60 




Asp 


Leu 


Lys 


Val 




Asp 


na]J val uiu 


Phe Glu Val Ser 


Ser 










00 










75 


Asp 


Arg 


**x y 


Thr 


Gly 


Lys 


Pro 


He Ala Val 


Lys Leu Val Lys 


He 










80 






85 




90 


Lys 


Gin 


Glu 


He 


Leu 


Pro 


Glu 


Glu Arg Met 


Asn Gly Gin Glu 


Val 








95 






100 




105 


Phe 


Tyr 


Leu 


Thr 


Tyr 


Thr 


Pro 


Glu Asp Val 


Glu Gly Asn Val 


Gin 








110 






115 




120 


Leu 


Glu 


Thr 


Gly 


Asp 


.Lys 


He 


Asn Phe Val 


He Asp Asn Asn 


Lys 










125 






130 




135 


His 


Thr 


Gly 


Ala 


Val 


Ser 


Ala 


Arg Asn He 


Met Leu Leu Lys 


Lys 








140 






145 




150 


Lys 


Gin 


Ala 


Arg 


Cys 


Gin 


Gly 


Val Val Cys 


Ala Met Lys Glu 


Ala 








155 






160 




165 


Phe 


Gly 


Phe 


He 


Glu 


Arg 


Gly 


Asp Val Val 


Lys Glu He Phe 


Phe 








170 






175 




180 


His 


Tyr 


Ser 


Glu 


Phe 


Lys 


Gly 


Asp Leu Glu 


Thr Leu Gin Pro 


Gly 








185 






190 




195 


Asp 


Asp 


Val 


Glu 


Phe 


Thr 


He 


Lys Asp Arg 


Asn Gly Lys Glu 


Val 








200 






205 




210 


Ala 


Thr 


Asp 


Val 


Arg 


Leu 


Leu 


Pro Gin Gly 


Thr Val He Phe 


Glu 








215 






220 




225 


Asp 


He 


Ser 


He 


Glu 


His 


Phe 


Glu Gly Thr 


Val Thr Lys Val 


He 








230 






235 




240 


Pro 


Lys 


Val 


Pro 


Ser 


Lys 


Asn 


Gin Asn Asp 


Pro Leu Pro Gly 


Arg 










245 






250 




255 


He 


Lys 


Val 


Asp 


Phe 


Val 


He 


Pro Lys Glu 


Leu Pro Phe Gly 


Asp 










260 






265 




270 


Lys 


Asp 


Thr 


Lys 


Ser 


Lys 


Vai 


Thr Leu Leu 


Glu Gly Asp His 


-Val- 








275 






280 




285 


Arg 


Phe 


Asn 


He 


Ser 


Thr 


Asp 


Arg Arg Asp 


Lys Leu Glu Arg Ala 










290 






295 




300 


Thr 


Asn 


He 


Glu 


Val 


Leu 


Ser 


Asn Thr Phe 


Gin Phe Thr Asn 


Glu 
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305 






Ala 


Arg 


Glu 


Met 


Gly 
320 


Val 


He 


Phe 


lie 


Lys 


Cys 


Val 
335 


Asp 


Arg 


Ser 


Glu 


He 


Leu 


Asp 
350 


Gly 


Asn 


Glu 


Phe 


Thr 


Val 


Val 
365 


Pro 


Asp 


Ala 


He 


Arg 


He 


Lys 
380 


Lys 


Leu 


Ser 


His 


Ser 


Asp 


His 
395 


Arg 


Phe 


Thr 


Phe 


Ser 


Asn 


Pro 
410 


Lys 


Thr 


Lys 


Glu 


Ala 


Glu 


Asp 
425 


Gly 


He 


Lys 


Leu 


Thr 


He 


Ala 
440 


Phe 


Gin 


Ser 


Pro 


Gin 


He 


Gly 
455 


Asp 


Lys 


Gin 


Arg 


Pro 


Gly 


Gin 
470 


Gin 


Val 


Arg 


Asn 


Ser 


Asn 


Ser 
485 


Lys 


Arg 


Lys 


Asp 


Asn 


Phe 


Gly 
500 


Phe 


He 


lie 


Phe 


Phe 


His 


Tyr 
515 


Ser 


Glu 


Glu 


Leu 


Gly 


Asp 


Met 
530 


Val 


Glu 


Asn 


Lys 


Val 


Ser 


Ala 
545 


Glu 


Lys 


Gly 


He 


Thr 


Glu 


Glu 
560 


Ala 


Asp 


lie 


Arg 


Pro 


Leu 


Arg 
575 


Ser 


Val 


Gly 


Met 


He 


Glu 


He 
590 


Val 


Glu 


Tyr 


Pro 


Phe 


Gly 


lie 
605 


Val 


Gly 


Gin 


Lys 


Gly 


Glu 


Ser 
620 


Val 


Lys 


Asn 


Ala 


Gin 


Thr 


Met 
635 


Ala 


Tyr 


Thr 


Val 


Glu 


Cys 


Val 
650 


Lys 


Asp 


Val 


Gly 


Asp 


Ser 


Lys 
665 


Lys 


Leu 


Asp 


Gly 


He 


Glu 


Leu 
680 


Gin 


Ala 


lie 


Leu 


Asn 


Gin 


Arg 
695 


Thr 


Gly 


Arg 


Val 


Cys 


Glu 


Gly 
710 


Pro 


Lys 


Arg 


Leu 


Val 


Asn 


Arg 
725 


Leu 


Lys 


Ala 


Pro. 


Arg 


Leu 


Met 
740 


Val 


Leu 


Ser 


Met 


Gly 


Phe 


Gly 
755 


Ala 


Glu 


He 


Asp 

















310 




315 


Ala 


Ala 


Met 


Arg 


Asp Gly Phe Gly 






325 




330 


Asp 


Val 


Arg 


Met 


Phe Phe His Phe 






340 




345 


Gin 


Leu 


His 


He 


Ala Asp Glu Val 






355 




360 


Met 


Leu 


Ser 


Ala 


Gin Arg Asn His 






370 




375 


Pro 


Lys 


Gly 


Thr 


Val Ser Phe His 






385 




390 


Leu 


Gly 


Thr 


Val 


Glu Lys Glu Ala 






400 




405 


Thr 


Ser 


Pro 


Asn 


Lys Gly Lys Glu 






415 




420 


He 


Ala 


Tyr 


Asp 


Asp Cys Gly Val 






430 




435 


Ala 


Lys 


Asp 


Val 


Glu Gly Ser Thr 






445 




450 


Val 


Glu 


Phe 


Ser 


He Ser Asp Lys 






460 




465 


Ala 


Thr 


Cys 


Val 


Arg Leu Leu Gly 






475 




480 


Leu 


Leu 


Gly 


Tyr 


Val Ala Thr Leu 






490 




495 


Glu 


Thr 


Ala 


Asn 


His Asp Lys Glu 






505 




510 


Phe 


Ser 


Gly 


Asp 


Val Asp Ser Leu 






520 




525 


Tyr 


Ser 


Leu 


Ser 


Lys Gly Lys Gly 






535 




540 


Val 


Asn 


Lys 


Thr 


His Ser Val Asn 






550 




555 


Pro 


Thr 


He 


Tyr 


Ser Gly Lys Val 






565 




570 


Asp 


Pro 


Thr 


Gin 


Thr Glu Tyr Gin 






580 




585 


Glu 


Gly 


Asp 


Met 


Lys Gly Glu Val 






595 




600 


Met 


Ala 


Asn 


Lys 


Gly Asp Cys Leu 






610 




615 


Phe 


Gin 


Leu 


Cys 


Val Leu Gly Gin 






625 




630 


Asn 


He 


Thr 


Pro 


Leu Arg Arg Ala 






640 




645 


Gin 


Phe 


Gly 


Phe 


He Asn Tyr Glu 






655 




660 


Phe 


Phe 


His 


Val 


Lys Glu Val Gin 






670 




675 


Gly 


Asp 


Glu 


Val 


Glu Phe Ser Val 






685 




690 


Lys 


Cys 


Ser 


Ala 


Cys Asn Val Trp 






700 




705 


Ala 


Val 


Ala 


Ala 


Pro Arg Pro Asp 






715 




720 


Asn 


He 


Thr 


Leu 


Asp Asp Ala Ser 






730 




735 


Arg 


Gin 


Pro 


Arg 


Gly Pro Asp Asn 






745 




- 750 


Arg 


Lys 


He 


Arg 


Gin Ala Gly Val 






760 




765 
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Met 


Ser 


Pro 


Arg Lys 


Ala 


Leu 


He 


Pro 


Val Ser Gin Lys Ser Ser 


1 






5 










10 15 


Gin 


Ala 


Glu 


Ala Cys 


Ser 


Glu 


Ser Arg 


Asn Arg Val Lys Arg Arg 








20 










25 30 


Leu 


Asp 


Ser 


Ser Cys 
35 


Leu 


Glu 


Ser 


Val 


Lys Gin Lys Cys Val Lys 
40 45 


Ser 


Cys 


Asn 


Cys Val 


Thr 


Glu 


Leu Asp 


Gly Gin Val Glu Asn Leu 








50 










55 60 


His 


Leu 


Asp 


Leu Cys 


Cys 


Leu 


Ala Gly 


Asn Gin Glu Asp Leu Ser 








65 










70 75 


Lys 


Asp 


Ser 


Leu Gly 


Pro 


Thr 


Lys 


Ser 


Ser Lys He Glu Gly Ala 






80 










85 90 


Gly 


Thr 


Ser 


lie Ser 


Glu 


Pro 


Pro 


Ser 


Pro He Ser Pro Tyr Ala 






95 










100 105 


Ser 


Glu 


Ser 


Cys Gly 
110 


Thr 


Leu 


Pro 


Leu 


Pro Leu Arg Pro Cys Gly 
115 120 


Glu 


Gly 


Ser 


Glu Met 


Val 


Gly 


Lys 


Glu 


Asn Ser Ser Pro Glu Asn 






125 










130 135 


Lys 


Asn 


Trp 


Leu Leu 


Ala 


Met 


Ala 


Ala 


Lys Arg Lys Ala Glu Asn 






140 










145 150 


Pro 


Ser 


Pro 


Arg Ser 
155 


Pro 


Ser 


Ser 


Gin 


Thr Pro Asn Ser Arg Arg 
160 165 


Gin 


Ser 


Gly 


Lys Thr 
170 


Leu 


Pro 


Ser 


Pro 


Val Thr He Thr Pro Ser 
175 180 


Ser 


Met 


Arg 


Lys lie 
185 


Cys 


Thr 


Tyr 


Phe 


His Arg Lys Ser Gin Glu 
190 195 


Asp 


Phe 


Cys 


Gly Pro 


Glu 


His 


Ser 


Thr 


Glu Leu 
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Met 


Glu Ser 


Gly 


Gly 


Arg 


Pro 


Ser 


Leu 


Cys Gin Phe He Leu Leu 


1 






5 










10 15 


Gly 


Thr Thr 


Ser 


Val 


Val 


Thr 


Ala 


Ala 


Leu Tyr Ser Val Tyr Arg 






20 










25 30 


Gin 


Lys Ala 


Arg 


Val 


Ser 


Gin 


Glu 


Leu 


Lys Gly Ala Lys Lys Val. 






35 










40 45 


His 


Leu Gly 


Glu 


Asp 


Leu 


Lys 


Ser 


He 


Leu Ser Glu Ala Pro Gly 








50 










55 60 


Lys 


Cys- Val 


Pro 


Tyr 


Ala 


Val 


He 


Glu 


Gly Ala Val Arg Ser Val 






65 










70 - 75 


Lys 


Glu Thr 


Leu 


Asn 


Ser 


Gin 


Phe Val 


Glu Asn Cys Lys Gly Val 






80 










85 90 


He 


Gin Arg 


Leu 


Thr 


Leu 


Gin 


Glu 


His 


Lys Met Val Trp Asn Arg 



55 100 105 
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Thr 


Thr 


His Leu 


Trp 
nn 

11U 


Asn 


Asp 


Cys Ser 


Thr 


Asn 


I LIZ VdJL 
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Leu Val 


Asp 


Val 


Ala Val 


Arg 
140 


Val 


Leu 


Lys Pro 


Gly 


Leu 


Glu Thr 


Val 

1 55 
ijj 


Tyr 


Glu 


Lys Phe 


Phe 


Thr 


Asp Val 


He 

1 70 


Gly 


His 


Tyr He 


Gly 


He 


Gin Glu 


Thr 


Glu 


Glu 


Met Leu 














Thr 


Gly 


Val Gly 


Glu 
z u u 


Leu 


Val 


Leu Asp 


Gin 


Pro 


Pro Lys 


Gin 


Gly 


Met 


Gin Tyr 


Phe 


Asp 


Ser Leu 


Leu 


Gin 


Arg 


Gin Glu 


Lys 


Val 


Leu Ala 


Leu 


Val 


Phe 


Gly Phe 


Phe 


Phe 


He Leu 


Arg 


Lys 


Gin 


Tyr Leu 


Arg 


Leu 


Lys Gin 


Met 

Z / 0 


Gin 


Glu 


Glu Phe 


Leu 


Leu 


Ser Arg 


Ala 

ion 


Lys 


Pro 


Glu Asp 


Ala 


Cys 


Val Val 


Cys 
305 


Leu 


Ser 


Ser Phe 


Glu 


Cys 


Gly His 


Val 
320 


Cys 


Ser 


Cys Thr 


Pro 


Glu 


Pro Lys 


Lys 
335 


Cys 


Pro 


He Cys 


Val 


He 


Pro Leu 


Tyr 
350 


Asn 


Ser 





<210> 26 
<211> 532 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1388860CD1 

<400> 26 



Met 


Met 


Phe 


Gin 


Asp 
5 


Ser 


Val 


Ala Phe 


1 

Phe 


Thr 


Gin 


Glu 


Glu 


Trp 


Ala 


Leu Leu 










20 








Leu 


Tyr 


Arg 


Asp 


Val 


Met 


Gin 


Glu Thr 










35 








Val 


Gly 


Lys 


Thr 


Trp 


Lys 


Val 


Gin Asn 










50 








Asn 


Pro 


Arg 


Arg 


Asn 


Leu 


Ser 


Leu Met 










65 








Ser 


Lys 


Glu 


Ser 


His 


His 


Cys 


Gly Glu 










80 








Asp 


Asp 


Met 


Leu 


Asn 


Arg 


Lys 


Thr Leu 










95 








Glu 


Ser 


Ser 


Val 


Cys 


Gly 


Glu 


Val Gly 










110 








Asn 


Thr 


His 


He 


Arg 


Ala 


Asp 


Thr Gly 



125 
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LvS 


He 


He His 


Gin 


Arcr 


115 








120 


Pro 


His 


Glu Asp 


Gly 


Val 


130 








135 


Leu 


Aso 


Ser Val 


Asp 


Leu 


145 








150 


His 


Pro 


Ser He 


Gin 


Ser 


160 








165 


Ser 


Glv 


Glu Arg 


Pro 


Lvs 


175 








180 


Lys 


Val 


Gly Ala 


Thr 


Leu 


190 








195 


Asn 


Asn 


Ser Val 


Arcr 


Leu 


205 








210 


Tvr* 


Leu 


Ser Ser 


Gin 


Asp 


220 








225 


Ser 


Ser 


Val Arg 


Leu 


Tro 


235 








240 


Ala 


Thr 


Cys Ala 


Thr 


Leu 


250 








255 


Gin 


Arg 


Gin Glu 


Arcr 


Leu 


265 








270 


Gin 


Glu 


His Glu 


Ala 


Gin 


280 








285 


Arg 


Glu 


Ser Leu 


Lys 


Ser 


295 








300 


Lys 


Ser 


Cys Val 


Phe 


Leu 


310 








315 


Glu 


Cys 


Tyr Arg 


Ala 


Leu 


325 








330 


Arg 


Gin 


Ala He 


Thr 


Arg 


340 








345 


Glu 


Asp 


Val Ala 


Val 


Ser 


10 








15 


Asp 


Pro 


Ser Gin 


Lys 


Asn 


25 








30 


Phe 


Lvs 


Asn Leu 


Thr 


Ser 


40 








45 


He 


Glu 


Asp Glu 


Tvr 


LVS 


55 








60 


Arg 


Glu 


Lys Leu 


Cvs 


Glu 


70 








75 


Ser 


Phe 


Asn Gin 


He 


Ala 


85 








90 


Pro 


Gly 


He Thr 


Pro 


Cys 


100- 








105 


Thr Gly 


His Ser 


Ser 


Leu 


115 








120 


His 


Lys 


Ser Ser 


Glu 


Tyr 


1.30 








135 
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Gin Glu 


Tyr 


Gly Glu 


Asn 


Pro 


Tyr 








140 








Ala Phe 


Ser 


Tvr 


Leu 


Asp 


Ser 


Leu 








155 








Thr Lys 


Glu 


Lvs 


Pro 


Tyr 


Asp 


Gly 








170 








lie Ser 


His 


Ser 


Cys 


He 


Gin 


Arg 








185 








Asp Gly 


Pro 


Tyr 


Lys 


Cys 


Lys 


Phe 








200 








Leu Asn 


Leu 


Cys 


Leu 


He 


His 


Glu 








215 








Pro Tyr 


Lys 


Cys 


Lys 


Gin 


Cys 


Gly 








230 








Thr Leu 


Pro 


Val 


His 


Glu 


Arg 


Thr 








245 








Glu Cys 


Lys 


Glu 


Cys 


Gly 


Asn 


Ala 








260 








Arg Arg 


His 


Lys 


Arg 


Ser 


His 


Thr 








275 








Lys Gin 


Cys 


Gly Lys 


Val 


Phe 


He 








290 








His Lys 


Met 


Thr 


His 


Thr 


Gly 


Glu 








305 








Cvs Glv 


Lvs 


Ala 


Phe 


Ara 


Cvs 


Glv 








320 








Arg Thr 


His 


Thr Gly 


Glu 


Lys 


Pro 








335 








Lys Ala 


Phe 


Arg 


Cys 


Thr 


Ser 


Asp 








350. 








His Thr 


Glu 


Asp 


Lys 


Pro 


Tyr 


Gly 








365 








Phe Arg 


Cys 


Ala 


Ser 


Gin 


Leu 


Gin 








380 








Gly Glu 


Lys 


Pro 


His 


Glu 


Cys 


Lys 








395 








Tyr Phe 


Ser 


Ser 


Leu 


Arg 


He 


His 








410 








Lys Pro 


His 


Glu Cys 


Lys 


Gin 


Cys 








425 








Ser Ser 


Leu 


His 


He 


His 


Glu 


Arg 








440 








Tyr Glu 


Cys 


Lys Val 


Cys 


Gly 


Lys 








455 








He Arg 


Tyr 


His 


Glu 


Arg 


Thr 


His 








470 








Cys Lys 


His 


Cys 


Gly 


Lys 


Ala 


Phe 








485 








His Glu 


Arg 


Thr 


His 


Thr 


Gly 


Glu 








500 








Cys Gly 


Lys 


Ala 


Phe 


He 


Arg 


Ala 








515 








Arg Thr 


His 


Thr 


He 


Asn 


Arg 





530 
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Arg 


Asn 


Lys Glu Cys Lys 


Lys 




145 




150 


Gin 


Ser 


His Asp Lys Ala 


Cys 




160 




165 


Lys 


Glu 


Cys Thr Glu Thr 


Phe 




175 




180 


His 


Arg 


Val Met His Ser 


Gly 




190 




195 


Cys 


Gly 


Lys Ala Phe Tyr 


Phe 




205 




210 


Arg 


He 


His Thr Gly Val 


Lys 




220 




225 


Lys 


Ala 


Phe Thr Arg Ser 


Thr 




235 




240 


His 


Thr 


Gly Val Asn Ala 


Asp 




250 




255 


Phe 


Ser 


Phe Pro Ser Glu 


He 




265 




270 


Gly 


Glu 


Lys Pro Tyr Glu 


Cys 




280 




285 


Ser 


Phe 


Ser Ser He Gin 


Tyr 




295 




300 


Lys 


Pro 


Tyr Glu Cys Lys 


Gin 




310 




315 


Ser 


His 


Leu Gin Lys His 


Glv 




325 




330 


Tyr 


Glu 


Cys Arg Gin Cys 


Gly 




340 




345 


Leu 


Gin 


Arg His Glu Lys 


Thr 




355 




360 


Cys 


Lys 


Gin Cys Gly Lys 


Gly 




370 




375 


He 


His 


Glu Arg Thr His 


Ser 




385 




390 


Glu 


Cys 


Gly Lys Val Phe 


Lys 




400 




405 


Glu 


Arg 


Thr His Thr Gly 


Glu 




415 




420 


Gly 


Lys 


Ala Phe Arg Tyr 


Phe 




430 




435 


Thr 


His 


Thr Gly Asp Lys 


Pro 




445 




450 


Ala 


Phe 


Thr Cys Ser Ser 


Ser 




460 




465 


Thr 


Gly 


Glu Lys Pro Tyr 


Glu 




475 




480 


He 


Ser 


Asn Tyr He Arg 


Tyr 




490 




495 


Lys 


Pro 


Tyr Gin Cys Lys 


Gin 




505 




510 


Ser 


Ser 


Cys Arg Glu His 


Glu 




520 




525 
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<400> 27 












Met 


Gl n 


Axy 


Tvr T»eu Ser* Thr* 

i ji itcu mci Aiix 


Thr Pro 


Glu 


Thr Thr 


His Cys Arg 


1 






5 




10 




15 


t.vq 
i-iy o 


m n 

<v7lll 


Pro 

Ir J. \J 


Arrr Pro Val Atct 
£vl y iri vj vax my 


lie Gin 


Thr 


Leu Val 


Glv Asn lie* 








20 




25 




30 


His 

ilX O 


Tl e 


uy o 


Gin Glu Met Glu 


ASTD ASD 


Tvr 


Asp Tyr 


Tvr Glv Gin 








35 




40 




45 


Gl n 


A v*rr 


Val 
v ax 


flln Tl o Ti£"»ll Gill 

Ulil 11C JJCU ulll 


Ar*cr A^n 

niy 


Glu 


Ser Glu 


Gin Cvs Thr* 








so 




55 




60 


fil u 


A or^i 


Thr* 

1 11X 


jiqn Gl Ti Ala Glu 

nop vjj.il /Alt* VJJ.U 


Gly Thr 


Glu 


S Pt* Glu 


pro Lvs Glv 












70 




75 


Gl tl 

1 U 


Qpr 


Phe 
rue 


"OjJ o ci \jj-y vai 


Ser Ser 


Ser 


He Gly 


Thr Glu Pro 








fiO 




85 




90 


- 

ASp 




val 


Oln Gin Gin Phe 
uiu vjiii uin xr iic 


Gly Pro 


Gly 


Al a Ala 


Atct Asn Rp.r 












100 




105 


V3X11 


AT a 
Ala 


Vjl u. 


ri u xiix oxii ri u 


Gl ii Gl n 

uiu VJX11 


Ala 


Al a Glu 


Al a Pro a! a 








XX VJ 




115 




120 


gi n 

Vj JL U 


■oxy 


VjrXjf 


Dm f"2"j tj Thr A«an 
SrJL\J ulil 111X Aon 


Gl *n T.Pii 


Glu 


Thr Gly 


Al a Se-r* Ser* 






1 9 *"% 
xz z> 




130 




135 


Pro 


olU 


Arg 


Cor Sen f2lll "\/^> "1 
oex AoU ui n val 


Gin 

VJ1U net 




Ser Thr 


Val He Thr* 

v a 1 j, j. c x 1 ix 












1 /IS 

X*i J 




150 


Va 1 
vet J. 


ser 


Asn 


o <~i -y Gov Ion Ti\/o 

ocx ocx jtic>ky uy to 


OCX VCtl 


Leu 


Gin Gin 

V7X11 Olll 


Pm Ser* Val 
n u oci vai 








1 ^ 




160 




165 


Asn 


1 ill 


Ser 


11c uiy vjlil riTO 




Car 
OCX 


rp Vi r Gl n 

1 ill VjXll 


T.on TK/T" TiPii 

UCU XjfX XJCU 








1 / u 




1 7S 

X / J 




180 


Arg 


m ti 
uin 


inr 


blU JLllX JJcU 1 111 


Cot* Sen 
Ofcrl nsll 


Leu 


ax y rie l. 


Pro TiP>i 1 Thr 

£ 1 U UCU X 1 11 








loJ 




1 QO 

Xju 




195 


Leu 


Txix* 


Ser 


Asn ixix bin va.1 


Tl 0 Gl \r 

lie v*iiy 


XliX 


Ala Gl v 
ax a vjxy 


A cn T'h r THtt* 
Aoii 1111 iyi 








9nn 








210 


Leu 


Pro 


Al a 
Ala 


T,qii pVi q Thr Thr 
JJCU irllc 1111 1111 


ti Prn 
vjjxii xrx u 


Ala 


Gly Ser 


Gl v Pro Lvs 
vjxjr nu xty 0 








Z ID 




990 




225 


PjTO 


Jrlie 


L6U 


irne oer lieu rro 


Gin Pro 


Leu 


Ala Gl \r 
Ala uiy 


ml n Gin Thr 

0 11 1 UIU XiXX 












9^ s 




240 


(jin 


irne 


Wo 1 
Vol 


mV, >~ \r a T Car f"2l n 

inr vai ocx bin 


Dm fll \/ 
riO vjiy 


Leu 


Cor Tnr 
ocx iixx 


ohp Thr Ala 
lr ilC X 11X AXa 








Z^l.j 




9sn 




255 


m n 


Leu 


Pro 


Ala Dr"n ml n Prn 
Aid cJ.\j V7XI1 trJLvj 


ucu. nia 


Ser 


Ser Ala 


Glv Hi«; Ser* 








9 fin 








270 


1 111 


Aia 


Ser 


f2~\ ^r ril n fil \/ fZl n 

biy uin uiy uiu 




Pro 


Tyr Glu 


Pvq Thr Leu 

v*y p nix xicu 








z / 0 




9Rn 




285 


Cys 


Asn 


Lys 


inr file 1 ill Aia 


J_i_y 0 vjiii 


A en 


Tvrr A 7a 1 
xyx vax 


t,vc His Met 
u v 0 nio i*i c i— 








9 on 

Z J7 u 




9QR 




300 


rne 


val 


nis 


1 in uiy uiu 11 _y 0 


Pro His 


Gin 


Cys Ser 


Tie Cvs Tr~D 

J. -X V^JfO X J- ^ 








one; 




n 

O XV 




315 


Arg 


Ser 


rile 


OCi XjcLL J_iV t> r\fc>iJ 


iyi ucu. 


lie 


T Arc TiOl 1 
jjy 0 ucu 


Met* Val Thr* 
net vax x 111 








^9n 




J A J 




330 


nIS 


Thr 


vjiy 


Val niy nla l y 1 


Gl n fvQ 
vj in vy 0 


Ser 


lie Cys 


Aeri TiV~" Arcf 
null j 0 -TiX y 








J J J 








345 


IT 11c 


TJuLX" 


Olll 


Ta/"C2 Car Cpr TiOll 
i_j_y 0 ocx ocx xjcu 


fieri Va 1 


His 


Mpf AT"CT 
l ie l. rvi- y 


Leu His Arcr 








^ ^n 

J JV 




355 




360 


Gly 


Glu 


Lys 


Cot* r P\7r* Gl n Pvc 
ocx ly 1 ui >— _y 0 


T*yr Xle 




TjVS Lvs 


Lvs Phe Ser 












370 




375 


His 


Lys 


Thr 


Leu Leu Glu Arg 


His Val 


Ala 


Leu His 


Ser Ala Ser 






380 




385 




390 


Asn 


Gly 


Thr 


Pro Pro Ala Gly 


Thr Pro 


Pro 


Gly Ala 


Arg Ala Gly 






395 




400 




405 


Pro 


Pro 


Gly 


Val Val Ala Cys 


Thr Glu 


Gly 


Thr Thr 


Tyr Val Cys 








410 




415 




420 


Ser 


Val 


Cys 


Pro Ala Lys Phe 


Asp Gin 


He 


Glu Gin 


Phe Asn Asp 








425 




-430 




435 


His 


Met 


Arg 


Met His Val Ser 


Asp Gly 









440 

<21C> 23 
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<211> 347 
<212> PRT 

<213> Homo sapiens 

<220> 1 . 

<221> misc_f eature 

<223> Incyte ID No: 1419370CD1 

<400> 28 



Met 


Ser 


Phe 


Val Leu Ser Arg 


Met Ala Ala 


Cys Gly Gly Thr Cys 


1 






5 


10 


15 


Lys 


Asn 


Lys 


Val Thr Val Ser 


Lys Pro Val 


Trp Asp Phe Leu Ser 








20 


25 


30 


Lys 


Glu 


Thr 


Pro Ala Arcr Leu 


Ala Ara Leu 


Arg Glu Glu His Arg 








35 


40 


45 


Val 


Ser 


lie 


Leu Tl e Asn filv 


Glu Thr Ser 

VJTjLIX XXJLJm WWJU 


Asr» He Tvr Val Leu 








50 


55 


60 


gT n 


JJCU 


OCX 


Pro f3l n t/ 1 Prn 
riu oxii vjj_j__y ri u 


Prn Prn AT s 

IT X U tX \J fiXG 


Pro Pro Asn Glv Leu 








65 


70 


75 




XltSLl 


Aid 


niy xjyo nia lieu 


Ta/Q ("5T \r T«PU 


Leu Lvs Glu Ala Glu 








O v/ 


85 


90 


Jjys 


al it 

V7XU. 


L6U 


T.i/c T.vc 2 1 a fill n 


A rrr f3T n f2T v/ - 

/\X y V7X11 V3Xjf 


Glu lieu Met" Glv Cvs 
vjxu ucu net vjxj v^jfo 










100 


105 


Leu 


7\ 1 a 
nla 


Leu 


1 -\/ OH \r f^T \r f2T \/ 
ijiy \3iy vjj-^y \j±y 


flT ii Hi c Prn 
uiu mo nu 


Glu Met His Ara Ala 

OXU lie L. nio niy «xa. 








1 1 n 

XX U 


115 


120 


OT -V7- 


p-rn 

JTX Vj 


tr J. \J 


Prn TiOii A rrr &1 a 


AT a Prn Ten 

Aid *TX \J UC Li. 


Tieu Pro Pro Glv Ala 








125 


130 


135 


A r fT 


gt v 


Leu 


Prn Prn Prn "Pro 


Pro Pro Leu 


Pro Pro Pro Leu Pro 








140 


145 


150 


IrX vJ 


rix y 


Leu 


Ar*rr GT n f3"l n AT a 


Glu GT u Gin 


Glu Ser Thr Cvs Pro 






155 


160 


165 


lie 


Cys 


Leu 


Glv Glu lie Gin 

VJijr VJXU j-X^ vjj.ll 


Asn Ala Lvs 


Thr Leu Glu Lys Cys 








170 


175 


180 


A rrf 


His 


Ser 


Plie pv55 Glu Glv 

rue J: o vjx *w4 v3J>jr 


Cvs He Thr 


Arg Ala Leu Gin Val 








185 


190 


195 


Lys 


Lys 


Ala 


CVs Pro Met Cvs 


Gly Arg Phe 


Tyr Gly Gin Leu Val 








200 


205 


210 


Glv 


Asn 


Gin 


Pro Gin Asn Glv 


Arg Met Leu 


Val Ser Lys Asp Ala 








215 


220 


225 


Thr 


Leu 


Leu 


Leu Pro Ser Tyr 


Glu Lys Tyr 


Gly Thr He Val He 








230 


235 


240 


Gin 


Tyr 


Val 


Phe Pro Pro Gly 


Val Gin Gly 


Ala Glu His Pro Asn 








245 


250 


255 


Pro 


Gly 


Val 


Arg Tyr Pro Gly 


Thr Thr Arg 


Val Ala Tyr Leu Pro 








260 


265 


270 


Asp 


Cys 


Pro 


Glu Gly Asn Lys 


Val Leu Thr 


Leu Phe Arg Lys Ala 








275 


280 


285 


Phe 


Asp 


Gin 


Arg Leu Thr Phe 


Thr He Gly 


Thr Ser Met Thr Thr 






290 


295 


300 


Gly 


Arg 


Pro 


Asn Val lie Thr 


Trp Asn Asp 


He His His Lys Thr 






305 


310 


315 


Ser 


Cys 


Thr 


Gly Gly Pro Gin 


Leu Phe Gly 


Tyr Pro Asp Pro Thr 








320 


325 


330 


Tyr 


Leu 


Thr 


Arg Val Gin Glu 


Glu Leu Arg 


Ala Lys Gly He Thr 






335 


340 


345 


Asp 


Asp 











<210> 29 

<211> 308 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 1429773CD1 



<400> 29 








Met 


Gin 


Pro 


Ser 


Glv 


His Arg Leu 


1 








5 




Leu 


Leu 


Ala 


Glu 


Asn 


Asp Asn Tyr 










20 




Ser 


Glu 


Ala Asp 


Val 


Ala Asp Arg 










35 




Cys 


Glv 


Met 


He 


Cvs 


Ala Val Met 










50 




Ala 


Asp 


Phe 


Val 


Val 


Thr Phe Val 










65 




Phe 




Tyr 


Ser 


Val 


Val Asn Gly 










80 




Val 


Leu 


Ala 


Leu 


Ser 


fipr Hi s Leu 










95 




vjx_y 


Al a 
Ala 


Val 


Pro 


Lys 


C*lv Asn Ala 










110 






r<1 « 
uJ.Il 


Leu Lys 


Pro 


Glv Glu Val 
vjx_y uiu vox 














v-_y £> 


cys 


He 


Lys 




wxu ax y rix a 










140 




Arg 


cys 


He Arg 


uy o 


Met* Aqn His 

iiCU AO^J C1XS 










15^ 

X J J 




Cys 


Val 


Gly Glu 


Ti\7C3 

xi_y o 


Asn d"\ n Ar*cr 

XXOXl V7X11 nx y 










1 7fl 
X I U 




Tyr 


xxe 


Ala 


Leu 


Ser 


q*»r* val Hi s 
oc?x val nxo 










lO J 






rne 


lie 


Ser 




VAX y VJXjf 










200 






Ser 


Pro 


Pro 


He 


Thr Val Tie 

i liL VCIX X X 










£i X sJ 




Glu 


Gly 


Leu 


Leu 


Phe 


Phe Thr Phe 










230 




Gin 


He 


His 


Ser 


He 


Cys Asn Asp 










245 




Lys 


Ser 


Glu 


Lys 


Pro 


Thr Trp Glu 










260 




Met 


Lys 


Ser 


Val 


Phe 


Gly Gly Pro 










275 




Pro 


Phe 


Val Gly 


Phe 


Arg Phe Arg 










290 




Lys 


Gly 


Gly Pro 


Glu 


Phe Ser Val 










305 





<210> 30 
<211> 80 
<212> PRT 

<213> Homo sapiens 



Arg Asp Val Glu His 


His Pro 


10 




15 


Asp Ser 


Ser Ser Ser 


Ser Ser 


25 




30 


Val Trp 


Phe He Arg 


Asp Gly 


40 




45 


Thr Trp Leu Leu Val 


Ala Tyr 


55 




60 


Met Leu 


Leu Pro Ser 


Lys Asp 


70 




75 


Val He 


Phe Asn Cys 


Leu Ala 


85 




90 


Arg Thr 


Met Leu Thr 


Asp Pro 


100 




105 


Thr Lys Glu Tyr Met 


Glu Ser 


115 




120 


He Tyr 


Lys Cys Pro 


xi_y o ^~_y o 


130 




135 


His His 


Cys Ser He 


Cys Lys 


145 




150 


His Cys 


Pro Trp Val 


Asn Asn 

noil 


160 




165 


Phe Phe 


Val Leu Phe 


Thr Met 


175 




180 


Ala Leu 


He Leu Cys 


Gly Phe 


190 




195 


Gin Trp Thr Glu Cys 




205 




210 


Leu Leu 


He Phe Leu 


Cys Leu 


220 




225 


Thr Ala 


Val Met Phe 


Gly Thr 


235 




240 


Glu Thr 


Glu He Glu 


Arg Leu 


250 




255 


Arg Arg 


Leu Arg Trp 


Glu Gly 


265 




270 


Pro Ser 


Leu Leu Trp 


Met Asn 


280 




285 


Arg Leu 


Pro Thr Arg 


Pro Arg 


295 




300 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1470820CD1 

<400> 30 

Met Cys Tyr He Tyr Pro Phe Val Phe Leu Arg Leu -Asp Ser Met 
1 5 10 15 

Lys Glu Leu His Lys Thr Asn Arg Gin Gin Kis Glu Lys His Leu 
20 25 30 

Gin Ser Arg Val Asp Ser Thr Arg Ala He Glu Arg Leu Glu Gly 



35/189 
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35 

Ser Ser Gly Gly lie Gly Glu Arg Tyr 
50 

Arg Gly Tyr Val Gin Asp Leu Leu Glu 
65 

Arg Met Gin Lys Tyr 
80 

<210> 31 
<211> 570 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1483455CD1 

<400> 31 



Met 


Pro 


Gin 


Val 


Thr 


Phe 


Asn 


Asp Val 


j. 








c 
O 








Glu 


Glu 


Trp 


Gly 


Trp 


Leu 


Ser 


Ser Ala 


Asp 


Val 


Met 


Val 


Gin 


Asn 


Tyr 


Glu Asn 


Ser 


Val 


Thr 


Lys 


Pro 

oU 


Tyr 


Val 


He Thr 


Glu 


Pro 


Trp 


Met 


Met 
ob 


Glu 


Lys 


Lys Leu 


Asp 


Trp 


Glu 


Ser 


Arg 

Q f\ 


Trp 


Glu 


Asn Lys 


Asp 


Asn 


Tyr 


Asp 


<j±U 


Asp 


Ser 


Pro Gin 


Val 


Val 


Lys 


Gin 


Ser 

11A 

J. J.U 


Tyr 


Glu 


Phe Ser 


Glu 


Tyr 


He 


Glu 


Lys 

1 


Leu 


Glu 


Gly Lys 


His 


Phe 


Arg 


Pro 


Ala 
140 


He 


Leu 


Thr Ser 


Asp 


Ser 


Val 


Tyr 


Lys 
155 


Tyr 


Asn 


He Phe 


Lys 


Ser 


Thr 


Leu 


Ser 
170 


Glu 


Pro 


Gin Lys 


Ser 


His 


Lys 


Tyr 


Asp 
185 


He 


Leu 


Lys Lys 


Val 


He 


Lys 


Asn 


Glu 
200 


Lys 


Val 


Asn Gly 


Ser 


Asn 


Lys 


Ser 


Gly 
215 


Ala 


Ala 


Phe Ser 


Leu 


Pro 


Gin 


Thr 


Cys 
230 


Asn 


Arg 


Glu Lys 


Cys 


Gly 


Lys 


Ala 


Phe 
245 


Gly 


Lys 


Gin Ser 


Arg 


He 


His 


Thr 


Gly 
260 


Glu 


Lys 


Pro Tyr 


Lys 


Thr 


Phe 


Ser 


His 
275 


Gly 


Ser 


Ser Leu 


His 


Ser 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys Cys 










290 








Phe 


Ser 


His 


Val 


Ser 
305 


Ser 


Leu 


Thr Asn 


Gly 


Glu 


Lys 


Pro 


Tyr 
320 


Glu 


Cys 


Met Asn 


Arg 


Val 


Ser 


His 


Leu 


He 


Glu 


His Leu 



PCI7US01/08117 

40 45 



Lys 


Phe 


Leu 


Gin 


Glu 


Met 


55 










60 


Cys 


Phe 


Ser 


Glu 


Lys 


Val 


70 










75 


Ala 


He 


Aso 


Phe 


Thr 


His 


10 










15 


Gin 


Arcr 


Asp 


Leu 


Tyr 


Lvs 


25 










30 


Leu 


Val 


Ser 


Val 


Gly 


Leu 


40 










45 


Leu 


Leu 


Glu 


Asp 


Glv 


Lvs 


55 










60 


Ser 


Lys 


Glv 


Met 


He 


Pro 


70 










75 


Glu 


Leu 


Ser 


Thr 


Lvs 


Lys 


85 










90 


Thr 


Val 


He 


He 


Glu 


Lvs 


100 










105 


Asn 


Ser 


Lvs 


LVS 


Asn 


Leu 


115 










120 


His 


Gly 


Ser 


Gin 


Val 


Asp 


130 










135 


Arcr 


Glu 


Ser 


Pro 


Thr 


Ala 


145 










150 


Arcr 


Ser 


Thr 


Phe 


His 


Ser 


160 










165 


He 


Ser 


Ala 


Glu 


Glv 


Asn 


175 










180 


Asn 


Leu 


Pro 


Lys 


Lvs 


Ser 


190 










195 


Glv 


Lys 


Lys 


Leu 


Leu 


Asn 


205 










210 


Gin 


Glv 


Lvs 


Ser 


Leu 


Thr 


220 










225 


He 


Tyr 


Thr 


Cvs 


Ser 


Glu 


235 










240 


lie 


Leu 


Asn 


Arg 


His 


Trp 


250 










255 


Glu 


Cys 


Arcr 


Glu 


Cvs 


Gly 


265 










270 


Thr 


Arg 


His 


Leu 


He 


Ser 


280 










285 


He 


Glu 


Cys 


Gly 


Lys 


Ala 


295 










300 


His 


Gin 


Ser 


Thr 


-His 


Thr - 


310 










315 


Cys 


Gly 


Lys 


Ser 


Phe 


Ser 


325 










330 


Arg 


He 


His 


Thr 


Gin 


Glu 
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335 340 345 



Lvs 


Leu 


Tvr 


Glu 


Cvs 


Aror 


He 


Cvs 


Glv Lvs 


Ala 


Phe He His 


Ara 










350 








355 






360 


Ser 


Ser 


Leu 


lie 


His 


His 


Gin 


Lvs 


He His 


Thr 


Gly Glu Lys 


Pro 










365 








370 






375 


Tyr 


Glu 


Cys 

Jr 


Ara 


Glu 


Cys 


Gly 


Lys 


Ala Phe 


Cys 


Cys Ser Ser 


His 










380 








385 






390 


Leu 


Thr 


Arg 


His 


Gin 


Arg 


He 


His 


Thr Met 


Glu 


Lys Gin Tyr 


Glu 










395 








400 






405 


Cys 


Asn 


Lys 


Cys 


Leu 


Lys 


Val 


Phe 


Ser Ser 


Leu 


Ser Phe Leu 


Val 










410 








415 






420 


Gin 


His 


Gin 


Ser 


He 


His 


Thr 


Glu 


Glu Lys 


Pro 


Phe Glu Cys 


Gin 










425 








430 






435 


Lys 


Cys 


Arg 


Lys 


Ser 


Phe 


Asn 


Gin 


Leu Glu 


Ser 


Leu Asn Met 


His 










440 








445 






450 


Leu 


Arcr 


Asn His 


He 


Arg 


Leu 


Lvs 


Pro Tyr 


Glu 


Cys Ser He 


Cys 










455 








460 






465 


Glv 


Lvs 


Ala 


Phe 


Ser 


His 


Arg 


Ser 


Ser Leu 


Leu 


Gin His His 


Arg 










470 








475 






480 


lie 


His 


Thr Gly 


Glu 


Lys 


Pro 


Tvr 


Glu Cys 


He 


Lys Cys Gly 


Lys 










485 








490 






495 


Thr 


Phe 


Ser 


Cys 


Ser 


Ser 


Asn 


Leu 


Thr Val 


His 


Gin Arg He 


His 










500 








505 






510 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Lys 


Cys 


Asn Glu 


Cys 


Gly Lys Ala 


Phe 










515 








520 






525 


Ser 


Lys 


Gly 


Ser 


Asn 


Leu 


Thr 


Ala 


His Gin 


Arg 


Val His Asn 


Gly 










530 








535 






540 


Glu 


Lys 


Pro 


Asn 


Ser 


Val 


Val 


Ser 


Val Glu 


Lys 


Pro Leu Asp 


Tyr 










545 








550 






555 


Met 


Asn 


His 


Tyr 


Thr 


Cys 


Glu 


Lys 


Ser Tyr 


Arg 


Arg Glu Thr 


Val 



560 565 570 



<210> 32 
<211> 390 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc__feature 

<223> Incyte ID No: 1527064CD1 

<400> 32 



Met 


Arg 


Gly 


Asp 


Arg 


Gly 


Arg 


Gly 


Arg Gly 


Gly 


Arg Phe Gly 


Ser 


1 








5 








10 






15 


Arg 


Gly 


Gly 


Pro 


Gly 


Gly 


Gly 


Phe 


Arg Pro 


Phe 


Val Pro His 


He 










20 








25 






30 


Pro 


Phe 


Asp 


Phe 


Tyr 


Leu 


Cys 


Glu 


Met Ala 


Phe 


Pro Arg Val 


Lys 










35 








40 






45 


Pro 


Ala 


Pro 


Asp 


Glu 


Thr 


Ser 


Phe 


Ser Glu 


Ala 


Leu Leu Lys 


Arg 










50 








55 






60 


Asn 


Gin 


Asp 


Leu 


Ala 


Pro 


Asn 


Ser 


Ala Glu 


Gin 


Ala Ser He 


Leu 








65 








70 






75 


Ser 


Leu 


Val 


Thr 


Lys 


He 


Asn 


Asn 


Val He 


Asp 


Asn Leu He 


Val 










80 








85 






90 


Ala 


Pro 


Gly 


Thr 


Phe 


Glu 


Val 


Gin 


He Glu 


Glu 


Val Arg Gin 


Val 










95 








100 






105 


Gly 


Ser 


Tyr 


Lys 


Lys 


Gly 


Thr 


Met 


Thr Thr 


Gly 


His Asn Val 


Ala 










110" 








- 115 






120 


Asp 


Leu 


Val 


Val 


He 


Leu 


Lys 


He 


Leu Pro 


Thr 


Leu Glu Ala 


Val 










125 








130 






135 


Ala 


Ala 


Leu 


Gly 


Asn 


Lys 


Val 


Val 


Glu Ser 


Leu 


Arg Ala Gin 


Asp 



140 145 150 
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Pro 


Ser 


Glu 


Val 


Leu 


Thr 


Met 


Leu Thr Asn 


Glu Thr 


Gly Phe 


Glu 










155 






160 








165 


He 


Ser 


Ser 


Ser 


Asp 


Ala 


Thr 


Val Lys He 


Leu He 


Thr 


Thr 


Val 










170 






175 








180 


Pro 


Pro 


Asn 


Leu 


Arg 


Lys 


Leu 


Asp Pro Glu 


Leu His 


Leu 


Asp 


He 










185 






190 








195 


Lys 


Val 


Leu 


Gin 


Ser 


Ala 


Leu 


Ala Ala He 


Arg His 


Ala 


Arg 


Trp 










200 






205 








210 


Phe 


Glu 


Glu 


Asn 


Ala 


Ser 


Gin 


Ser Thr Val 


Lys Val 


Leu 


He 


Arg 










215 






220 








225 


Leu 


Leu 


Lys 


Asp 


Leu 


Arg 


He 


Arg Phe Pro 


Gly Phe 


Glu 


Pro 


Leu 










230 






235 








240 


Thr 


Pro 


Trp 


He 


Leu 


Asp 


Leu 


Leu Gly His 


Tyr Ala 


Val 


Met 


Asn 










245 






250 








255 


Asn 


Pro 


Thr Arg 


Gin 


Pro 


Leu 


Ala Leu Asn 


Val Ala 


Tyr Arg 


Arg 










260 






265 








270 


Cys 


Leu 


Gin 


He 


Leu 


Ala 


Ala 


Gly Leu Phe 


Leu Pro 


Gly Ser 


Val 










275 






280 








285 


Gly He 


Thr Asp 


Pro 


Cys 


Glu 


Ser Gly Asn 


Phe Arg 


Val 


His 


Thr 










290 






295 








300 


Val 


Met 


Thr 


Leu 


Glu 


Gin 


Gin 


Asp Met Val 


Cys Tyr 


Thr 


Ala 


Gin 










305 






310 








315 


Thr 


Leu 


Val 


Arg 


He 


Leu 


Ser 


His Gly Gly 


Phe Arg 


Lys 


He 


Leu 










320 






325 








330 


Gly Gin 


Glu Gly 


Asp 


Ala 


Ser 


Tyr Leu Ala 


Ser Glu 


He 


Ser 


Thr 










335 






340 








345 


Trp Asp 


Gly Val 


He 


Val 


Thr 


Pro Ser Glu 


Lys Ala 


Tyr Glu 


Lys 










350 






355 








360 


Pro 


Pro 


Glu 


Lys 


Lys 


Glu 


Gly 


Glu Glu Glu 


Glu Glu 


Asn 


Thr 


Glu 










365 






370 








375 


Glu 


Pro 


Pro 


Gin 


Gly 


Glu 


Glu 


Glu Glu Ser 


Met Glu 


Thr 


Gin 


Glu 










380 






385 








390 



<210> 33 
<211> 601 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1557491CD1 

<400> 33 



Met 


Asn 


Glu 


Ser 


Ala 


Pro 


Gly 


Thr Tyr Val 


Val 


Gin 


Asn Pro 


His 


1 








5 






10 








15 


Ser 


Ser 


Glu 


Leu 


Pro 


Thr 


Leu 


Asn Phe Gin 


Asp Thr 


Val Asn 


Thr 










20 






25 








30 


Leu 


Thr 


Asn 


Ser 


Pro 


Ala 


He 


Pro Leu Glu 


Thr 


Ser 


Ala Cys 


Gin 










35 






40 








45 


Asp 


He 


Pro 


Thr 


Ser 


Ala 


Asn 


Val Gin Asn 


Ala 


Glu 


Gly Thr 


Lys 










50 






55 








60 


Trp 


Gly 


Glu 


Glu 


Ala 


Leu 


Lys 


Met Asp Leu 


Asp 


Asn 


Asn Phe 


Tyr 










65 






70 








75 


Ser 


Thr 


Glu 


Val 


Ser 


Val 


Ser 


Ser Thr Glu 


Asn 


Ala 


Val Ser 


Ser 










80 






85 








90 


Asp 


Leu 


Arg 


Ala 


Gly 


Asp 


Val 


Pro Val Leu 


Ser 


Leu 


Ser Asn 


Ser 










.95 






100 








105 


Ser 


Glu 


Asn 


Ala 


Ala 


Ser 


Val 


He Ser Tyr 


Ser Gly 


Ser Ala 


Pro 










110 






115 








120 


Ser 


Val 


He 


Val 


His 


Ser 


Ser 


Gin Phe Ser 


Ser 


val 


He Met 


His 










125 






130 








135 


Ser 


Asn 


Ala 


lie 


Ala 


Ala 


Met 


Thr Ser Ser 


Asn 


His 


Arg Ala 


Phe 
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1 AO 
x *± u 






OCX 


Asp 


Pro 


nlcl 


V Ct -L 


Cay 
OCX 


uXii 
















Glu 


Pro 


Asp 


Lys 


Val 


Glv 

v - 7 - L Jr 


Arg 










170 






Lys 


Glu 


Lys 


Lys 


xj _y o 


Thr 


Thr 










185 






Glu 


Glu 


Ser 


Asn 


Tvr 


Val 


Ala 










200 






Thr 


Thr 


Asn 


lie 


Ala 


Glu 


Glu 










215 






Ala 


Lys 


Pro 


Ala 


Leu 


Pro 


Glv 










230 






Jr i l-» 


ucu 


v».y » 


Gin 


lie 


Thr 


Val 










245 






Lys 


Arg 


His 


lie 


Leu 


Glv 


Ser 










260 






rix y 


-L J. \J 


Lys 


Tyr 


Gin 


Met 


Gin 










£t 1 J 






Asp 


ItX 


Glu 


Pro 


Oor 
OCX 


Gly 


Asp 










Z Z» VJ 






bill 


Cys 


Met 


Glu 




ser 


nl ii 










lrtc 






Asp 


Ser 


Thr Asp 


Lys 


Pro 


Trp 










J z u 






Lys 


Lys 


Lys 


Ser 


Arg 


OXil 


JbcU 










77 ^ 






Arg* 


Lys 


Glu His 


ijxy 


Asn 


Arg 










j jU 






lrro 


rixci 


Glu 


Leu 


Asp 


t-ys 












7 £^ 
J D J 






Pro 


lrllc 


Glu 


Glu 


VjX ll 


nl n 

ox u 


J. 11X 










7 fl n 






VjJLU 


Leu 


Cys Asp 


m v 

uiy 




T.vrc 
xi_y o 










7 






Arg 


Pro 


His 


Arg 


nib 


T.oi i 


1 11 J. 










f± J-U 






Cys 


7\ 1 n 
rixct 


Lys Gin 


ir lifer 




Ocx 










AO R 






Arg 




His 


Thr 




Gl u 

VJX u. 


xiy o 
















Arg 


Cys 


Phe 


Ser 


Val 


V3X11 












/ICC 






lllS 


Leu 


Gly Leu 


Lys 


UlU 


XT 11C 










A*7H 
*± / U 






File 


rpVi v- 

irir 


Leu 


Asn 


C2~\ li 
olU 


IX IX 


Leu 










>1 Q C 

40 J 








ml ii 

bill 


Lys 


Arg 


Tyr 


nxo 


Cys 










J U U 






Tyr 


Leu 


Ser 


Thr 


Lys 


Arg 


Asn 










jij 








Asn 


Gly Lys 


<7l V 
Uljf 


xyir 


Al a 










530 






Lys 


1 ILL 


Ala Ala 


AT a 
fiXCl 




oxy 










545 






Lys 


Ser 


Pro 


Ser 


Gin 


Gin 


Glu 










560 






" Asn 


Ser 


Asn 


Pro 


Leu 


Glu 


_Asn 










575 






Asn 


Asp 


Gin Lys 


Asp 


Asn 


He 










590 






Leu 



















145 




150 


Ser 


Leu 


Lys 


Asp 


Asp Ser Lys Pro 






160 




165 


Phe 


Ala 


Ser 


Arc 


Pro Lys Ser He 






175 




180 


Ser 


His 


Thr 


Arg 


Gly Glu He Pro 






190 




195 


Asp 


Pro 


Gly 


Gly 


Ser Leu Ser Lys 






205 




210 


Thr 


Ser 


Lys 


He 


Glu Thr Tyr He 






220 




225 


Thr 


Ser 


Thr 


Asn 


Ser Asn Val Ala 






235 




240 


Lys 


He 


Glv 


Asn 


Glu Ala He Val 






250 




255 


Lys 


Leu 


Phe 


TVr 


Lys Arg Gly Arg 






265 




270 


Glu 


Glu 


Pro 


Leu 


Pro Gin Gly Asn 






280 




285 


Ser 


Pro 


Leu 


Glv 

vjxy 


Leu Cvs Gin Ser 










300 


Val 


Phe 


Asp 


Asp 


Ala Ser Asd Gin 






JlU 




315 


x»x y 


Pro 

t X VJ 


TVy* 

iyj. 


iyx 


Ac«Ti Tvr* TiV^ Pro 

nisii A y x XJjr 0 xr a, w 






79R 




7 7 n 


JJjfO 


uy 0 


11 C l. 


A rrr 
*ixy 


xiy O VdX ADll X X ^/ 






74n 




74S 


Coy 
OCX 


i X VJ 


Car 

PCX 


nio 


TiV^ Ovo T ,\rc' TH/T" 
xiy 0 v— _y 0 jj_y 0 ijfx 






7 c.R 

J D -J 






val 


vjJ-Y 


Lys 


Al a 


Prn ftll r*i Inn TiWQ 
nu cxii fi&p xi _y 0 






77D 




375 


xi y 0 


VJX u 


Met 


Pro 


T,vs Leu Gin Cvs 






385 




390 


AT a 
•Tlx a 


VQl 


Gly 


Ala 


(ii v A«:n Gin G3v 






400 




405 


Ser 


Arg 


Pro 


Tvr 


Ala Cvs Glu Leu 






4JLJ 




420 


Pro 


Ser 


Thr 


Leu 


Lvs Met His Met 






*± j u 




435 


Pro 


xyx 


Gin 


Pvs 
uyo 


Lvs Thr Cvs Glv 






^8 ^± J 




450 


Asn 


Leu 


Gin 


Lys 


His Glu Ara He 






460 




465 


Val 


v-y t» 


Gin 


xy x 


Cvs Asn Lvs Ala 






475 




480 


Lys 


Tl e 
X X c 


His 


Glu 


Arcr Tie His Thr 

nx ^ xxc 11X9 xiu> 






490 




495 


Gin 


Phe 


Cys 


Phe 


Gin Arcr Phe Leu 






505 




510 


His 


Glu 


Gin 


Arg 


His He Arcr Glu 






520 




525 


v_yt> 


Phe 


Gin 




Pro Lvs lie Cvs 






535 




540 


Met 


His 


Gin 


Lys 


Lys His Leu Phe 






550 




555 


Lys 


He 


Gly 


Asp 


Val Cys His Glu 






565 




570 


Gin 


His 


Phe 


He 


Gly Ser Glu Asp 






580 




585 


Gin 


Thr 


Gly 


Val 


Glu Asn Val Val 






595 




600 
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<210> 34 
<211> 834 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1576862CD1 

<400> 34 



Met 


Glu 


Glu 


Lys 


Arg 


Arg 


Lys 


Tyr 


Ser He Ser Ser Asp Asn Ser 


X 








c 
0 








1 n 1 5. 


Asp 


Thr 


Thr 


Asp 


Ser 
z u 


His 


Ala 


Thr 


Ser Thr Ser Ala Ser Arg Cys 

AD jU 


Ser 


Lys 


Leu 


Pro 


Ser 

jj 


Ser 


Thr 


Lys 


Ser Gly Trp Pro Arg Gin Asn 

A fi AC 


Glu 


Lys 


Lys 


Pro 


Ser 
£ n 


Glu 


Val 


Phe 


Arg Thr Asp Leu He Thr Ala 

DO D U 


Met 


Lys 


He 


Pro 


Asp 


Ser 


Tyr 


Gin 


Leu Ser Pro Asp Asp Tyr Tyr 

/ U ID 


He 


Leu 


Ala 


Asp 


Pro 


Trp 


Arg 


Gin 


Glu Trp Glu Lys Gly Val Gin 

pc q a 


Val 


Pro 


Ala 


Gly 


Ala 

A C 


Glu 


Ala 


He 


Pro Glu Pro Val Val Arg He 

1 nn i ni; 
1UU 1UD 


Leu 


Pro 


Pro 


Leu 


Glu 
110 


Gly 


Pro 


Pro 


Ala Gin Ala Ser Pro Ser Ser 

iic ion 
lib XAU 


Thr 


Met 


Leu 


Gly 


Glu 
125 


Gly 


Ser 


Gin 


Pro Asp Trp Pro Gly Gly Ser 

1 *3 A 1 Q C 

liu ±Jb 


Arg 


Tyr 


Asp 


Leu 


Asp 
140 


Glu 


He 


Asp 


Ala Tyr Trp Leu Glu Leu He 

1 A C 1 C A 

14b lbU 


Asn 


Ser 


Glu 


Leu 


Lys 

1 c c 

Ibb 


Glu 


Met 


Glu 


Arg Pro Glu Leu Asp Glu Leu 


Thr 


Leu 


Glu 


Arg 


Val 

1 / U 


Leu 


Glu 


Glu 


Leu Glu Thr Leu Cys His Gin 

1 / D loU 


Asn 


Met 


Ala 


Arg 


Ala 

IOC 

lob 


He 


Glu 


Thr 


Gin Glu Gly Leu Gly He Glu 
1 on i qr 


Tyr 


Asp 


Glu 


Asp 


Val 

o n a 


Val 


Cys 


Asp 


Val Cys Arg Ser Pro Glu Gly 
one 9 1 n 


Glu 


Asp 


Gly 


Asn 


Glu 

ZlD 


Met 


Val 


Phe 


Cys Asp Lys Cys Asn Val Cys 

ZA\) ZZD 


Val 


His 


Gin 


Ala 


Cys 
o q n 


Tyr 


Gly 


He 


Leu Lys Val Pro Thr Gly Ser 


Trp 


Leu 


Cys 


Arg 


Thr 

9 AC 


Cys 


Ala 


Leu 


Gly Val Gin Pro Lys Cys Leu 

ocn ORE: 
Z D U Z jj 


Leu 


Cys 


Pro 




Arg 
260 


Glv 


Glv 


Ala 


Tjpii Lvs Pro Thr Arcr Ser Glv 
265 270 


Thr 


Lys 


Trp 


Val 


His 
275 


Val 


Ser 


Cys 


Ala Leu Trp He Pro Glu Val 
280 285 


Ser 


He 


Gly 


Cys 


Pro 
290 


Glu 


Lys 


Met 


Glu Pro He Thr Lys He Ser 
295 300 


His 


He 


Pro 


Ala 


Ser 
305 


Arg 


Trp 


Ala 


Leu Ser Cys Ser Leu Cys Lys 
310 315 


Glu 


Cys 


Thr 


Gly 


Thr 
320 


Cys 


He 


Gin 


Cys Ser Met Pro Ser Cys Val 
325 330 


Thr 


Ala 


Phe 


His 


Val 
335 


Thr 


Cys 


Ala 


Phe Asp His Gly Leu Glu Met 
340 345 


Arg 


Thr 


He 


Leu 


Ala 

350. 


Asp 


Asn 


Asp 


Glu Val Lys Phe Lys Ser Phe 
355 360 


Cys 


Gin 


Glu 


His 


Ser 
365 


Asp 


Gly 


Gly 


Pro Arg Asn Glu Pro Thr Ser - 
370 375 


Glu 


Pro 


Thr 


Glu 


Pro 
380 


Ser 


Gin 


Ala 


Gly Glu Asp Leu Glu Lys Val 
385 390 


Thr 


Leu 


Arg 


Lys 


Gin 


Arg 


Leu 


Gin 


Gin Leu Glu Glu Asp Phe Tyr 



40/189 



WO 01/72777 











395 










Glu 


Leu 


Val 


Glu 


Pro 
410 


Ala 


Glu 


Val 


Ala 


Glu 


Ala 


Leu 


Val 


Asp 
425 


Phe 


He 


Tyr 


Gin 


Lys 


Ala 


Asn 


Ala 


Asn 
440 


Gin 


Pro 


Leu 


Leu 


Val 


Asp 


Asn 


Leu 


Ala 
455 


Gin 


Gin 


Glu 


Gin 


Leu 


Lys 


Leu 


Phe 


Thr 
470 


His 


Leu 


Arg 


Gin 


Asn 


Leu 


Cys 


Tyr Met 


Val 


Thr 


Arg 


Arg 










485 










lie 


Cys 


Lys 


Leu 


Gin 
500 


Glu 


Gin 


lie 


Phe 


He 


Glu 


Gin 


Asp 


Leu 
515 


Cys 


Arg 


Glu 


Arg 


Gly 


Lys 


Lys 


Ser Asp 


Ser 


Lys 


Arg 


Lys 










530 










Gly 


Ser 


Thr 


Glu 


Lys 
545 


Lys 


Glu 


Lys 


Val 


Val 


Leu 


Gly 


Gin 


Leu 
560 


Ala 


Gly 


Leu 


Ser 


Gly 


Thr 


Phe 


Phe 


Asn 
575 


Ser 


Trp 


Leu 


Ala 


Ala 


Glu 


Asn 


Met 


Ala 
590 


Met 


Ser 


Glu 


Trp 


Arg 


Glu 


Asp 


Pro 


Ala 
605 


Pro 


Gly 


Leu 


Leu 


Asp 


Glu 


Glu 


Thr 


Leu 
620 


Leu 


Ser 


Phe 


Met 


Pro 


Gly 


Asp 


Pro 


Ala 
635 


Arg 


Lys 


Ala 


Arg 


Ala 


Lys 


Lys 


Lys 


Pro 
650 


Pro 


Pro 


Pro 


Pro 


Ser 


Arg 


Thr 


Thr 


Pro 
665 


Asp 


Lys 


Ala 


Pro 


Asp 


Ala 


Gly 


Ser Gly 


Lys 


Gly 


Gly 


Gin 










680 










Pro 


Pro 


Arg 


Arg 


Thr 
695 


Ser 


Ser 


His 


Leu 


Gly 


Asp 


Cys 


Pro 


He 
710 


Leu 


Ala 


Thr 


Pro 


Ala 


Pro 


Glu 


Thr 


Pro 
725 


Asp 


Glu 


Ala 


Ala 


Asp 


Val 


Gin 


Val 


Pro 
740 


Glv 

v - J -*-Jr 


Pro 


Ala 


Ala 


Arg 


Leu 


Arg 


Pro 


Pro 
755 


Arg 


Glu 


Ser 


Lys 


Glv 


Ala 


Arg 


Pro 


Asp 
770 


Ala 


Glv 


Met 


Gly 


Glu 


Arg 


Pro 


Lys 


Val 
785 


Ser 


Leu 


His 


Phe 


Tyr 


Phe 


Ser 


Asp Gly 


Glu 


Met 


Ser 


Asp 










800 










Asp 


Gly 


Gly 


Val 


Gin 
815 


Arg 


Gly 


Pro 


Arg 


Val 


Val 


Arg 


Met Gly 


Val 


Leu 


Ala 


Ser 










830 











<210> 35 
<211> 499 
<2l2> PRT 



PCT/US01/08117 



400 






405 


Glu 


Arg Leu 


Asp Leu Ala 


415 






420 


Tvr 

J: 


Trp Lys 


Leu Lys Arg 


430 






435 


Thr 


Pro Lys 


Thr Asp Glu 


445 






450 


Asp 


Val 


Leu 


Tyr Arg Arg 


460 






465 


Asp 


Leu 


Glu 


Arg Val Arg 


475 






480 


Glu 


Arg Thr 


Lys His Ala 


490 






495 


His 


Leu 


Gin 


Met Lys Leu 


505 






510 


Ser 


Gly Arg 


Arg Ala Lys 


520 






525 


Glv 


Cys 


Glu 


Gly Ser Lys 


535 






540 


Lys 


Ala Gly 


Pro Asd Ser 


550 






555 


Thr 


Ser 


Phe 


Pro lie Asn 


565 






570 


Gin 


Ser 


Val 


Gin He Thr 


580 






585 


Pro 


Leu 


Asn 


Asn Gly His 


595 






600 


Ser 


Glu 


Glu 


Leu Leu Gin 


610 






615 


Arcr 


Asp 


Pro 


Ser Leu Arg 


625 






630 


Glv 


Arg Thr 


Arcr Leu Pro 


640 






645 


Pro 


Gin Asp 


Glv Pro Glv 


655 






660 


Lys 


Lys 


Thr 


Trp Gly Gin 


670 






675 


Glv 


Pro 


Pro 


Thr Arg Lys 


685 






690 


Pro 


Ser 


Ser 


Pro Ala Ala 


700 






705 


Glu 


Ser 


Pro 


Pro Pro Leu 


715 






720 


Ser 


Val 


Ala 


Ala Asp Ser 


730 






735 


Ser 


Pro 


Lys 


Pro Leu Gly 


745 






750 


Val 


Thr 


Arg 


Arg Leu Pro 


760 






765 


Pro 


Pro 


Ser 


Ala Val Ala 


775 






780 


Asp 


Thr 


Glu 


Thr Asp Gly 


790 






795 


Ser 


Asp Val 


Glu Ala Glu 


805 






810 


Glu 


Ala Gly 


Ala Glu Glu 


820 






825 
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<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 35 



Met 


Ala Gin 


Glv 


Leu 


1 






5 


Ser 


Leu Glu 


Glu 


Trp 
20 


Tvr 


Arg Glu 


Val 


Thr 
35 


Glv 


Leu Ser 


lie 


Ser 
50 


Glv 


Lys Glu 


Pro 


Tro 
65 


Cys 


Pro As id 


Leu 


Glu 
80 


lie 


Phe Glu 


He 


Gly 
95 


Lys 


Cys Ser 


Asp 


Leu 
110 


v-y & 


Gin Rlv 


Gin 


Phe 
125 


xiyfa 


oXii Val 


.noil 


Val 
val 

140 


H-i Q 
nlS 


1 ilX OCX 


Hi Q 


X I IX 

155 


Leu 


rcl n 


>— jr fa 


His 
170 


Hi q 
nib 


UCU IXC 


Gl n 


His 
185 


m v 

vjxy 


fh/q TA7S 


Glu 


Cys 
200 


V C* J. 


Gin His 


Gin 


Arg 
215 


TiVS 
Xijf o 




Glv 


Lys 
230 


His 


Gl n Arcr 


Leu 


His 
245 


Cys 


Gly Lys 


Thr 


Phe 
260 


Arg 


Thr His 


Thr 


Gly 
275 


Lys 


Ala Phe 


lie 


Arg 
290 


His 


Thr Gly 


Ala 


Arg 
305 


Phe 


Arg Gin 


His 


Ser 
320 


Gly 


Glu Lys 


Pro 


Tyr 
335 


His 


Ser Ser 


Glu 


Val 
350 


Glu 


Pro Tyr 


Glu 


Cys 



365 

Ala Gin Leu Thr _Arg 
380 

Tyr Glu Cys Lys Asp 
395 

Leu lie Gin His Gin 

41C 



1609731CD1 



Val 


Thr 


Phe Arg Asp 






10 


Lys 


Cys 


Leu Glu Pro 






25 


Leu 


Glu 


Asn Phe Gly 






40 


Lvs 


Pro 


Asp Val Val 






55 


Met 


lie 


Ala Asn Asp 






70 


Ser 


Arg 


Cys Glu Lys 






85 
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<213> Homo sapiens 














<220> 




















<221> misc_feature 














<223> Incyte ID 


No: 


1712916CD1 








<400> 40 


















Met Asn 


Thr 


He 


Val 


Phe 


Asn 


Lys 


Leii Ser 


Gly Ala Val 


Leu Phe 


1 






5 








10 




15 


Glu Asp 


Gly 


Gly 


Ala 


Ser 


Glu 


Arg 


Glu Arg 


Gly Gly Arg 


Pro Tyr 








20 








25 




30 


Ser Gly 


Val 


Leu 


Asp 


Ser 


Pro 


His 


Ala Arg 


Pro Glu Val 


Gly He 








35 








40 




45 


Pro Asp 


Gly 


Pro 


Pro 


Leu 


Lys 


Asp 


Asn Leu 


Gly Leu Arg 


His Arg 








50 








55 




60 


Arg Thr 


Gly 


Ala 


Arg 


Gin 


Asn 


Gly 


Gly Lys 


Val Arg His 


Lys Arg 








65 








70 




75 


Gin Ala 


Leu 


Gin 


Asp 


Met Ala Arg 


Pro Leu 


Lys Gin Trp 


Leu Tyr 








80 








85 




90 


Lys His 


Arg 


Asp 


Asn 


Pro Tyr 


Pro 


Thr Lys 


Thr Glu Lys 


lie Leu 








95 








100 




105 


Leu Ala 


Leu 


Gly 


Ser 


Gin Met 


Thr 


Leu Val 


Gin Val Ser 


Asn Trp 








110 








115 




120 


Phe Ala 


Asn 


Ala 


Arg 


Arg Arg Leu 


Lys Asn 


Thr Val Arg 


Gin Pro 








125 








130 




- 135 


Asp Leu 


Ser 


Trp 


Ala 


Leu Arg 


He 


Lys Leu 


Tyr Asn Lys 


Tyr Val 








140 








145 




150 


Gin Gly 


Asn 


Ala 


Glu 


Arg Leu 


Ser 


Val Ser 


Ser Asp Asp 


Ser Cys 








155 








160 




165 
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Ser 


Glu 


Asp 


Gly Glu 


Asn 


Pro 


Pro Arg 


Thr 


His Met Asn Glu 


Gly 








170 








175 




180 


Gly 


Tyr 


Asn 


Thr 


Pro 


Val 


His 


His Pro 


Val 


He Lys Ser Glu 


Asn 








185 








190 




195 


Ser 


Val 


lie 


Lys 


Ala 
200 


Gly 


Val 


Arg Pro 


Glu 
205 


Ser Arg Ala Ser 


Glu 
210 


Asp 


Tyr 


Val 


Ala 


Pro 
215 


Pro 


Lys 


Tyr Lys 


Ser 
220 


Ser Leu Leu Asn 


Arg 
225 


Tyr 


Leu 


Asn 


Asp 


Ser 


Leu 


Arg 


His Val 


Met 


Ala Thr Asn Thr 


Thr 








230 








235 




240 


Met 


Met 


Gly 


Lys 


Thr 


Arg 


Gin 


Arg Asn 


His 


Ser Gly Ser Phe 


Ser 








245 








250 




255 


Ser 


Asn 


Glu 


Phe 


Glu 
260 


Glu 


Glu 


Leu Val 


Ser 
265 


Pro Ser Ser Ser 


Glu 
270 


Thr 


Glu 


Gly 


Asn 


Phe 


Val 


Tyr 


Arg Thr 


Asp 


Thr Leu Glu Asn 


Gly 








275 








280 




285 


Ser 


Asn 


Lys 


Gly Glu 


Ser 


Ala 


Arg Asn 


Arg 


Lys Gly Pro Ser 


Lys 










290 








295 




300 


Asp 


Asp 


Thr 


Tyr Trp 


Lys 


Glu 


He Asn 


Ala 


Ala Met Ala Leu 


Thr 










305 








310 




315 


Asn 


Leu 


Ala 


Gin Gly 


Lys 


Asp 


Lys Leu 


Gin 


Gly Thr Thr Ser 


Cys 










320 








325 




330 


He 


He 


Gin 


Lys 


Ser 
335 


Ser 


His 


He Ala 


Gly 
340 


Val Arg Leu Ser 


Ser 
345 


Ala 


Val 


Val 


His 


Ser 
350 


Leu 


Arg 


Ala Cys 


Ala 
355 


Phe Ser Gin 





<210> 41 
<211> 260 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1748313CD1 

<400> 41 



Met 


Met 


Asp 


Pro 


Cys 


Ser 


Val 


Gly Val 


Gin 


Leu Arg Thr Thr 


Asn 


1 








5 








10 




15 


Glu 


Cys 


His 


Lys 


Thr 


Tyr 


Tyr 


Thr Arg 


His 


Thr Gly Phe Lys 


Thr 










20 








25 




30 


Leu 


Gin 


Glu 


Leu 


Ser 


Ser 


Asn 


Asp Met 


Leu 


Leu Leu Gin Leu 


Arg 










35 








40 




45 


Thr 


Gly 


Met 


Thr 


Leu 


Ser 


Gly 


Asn Asn 


Thr 


He Cys Phe His 


His 








50 








55 




60 


Val 


Lys 


He 


Tyr 


He 


Asp 


Arg 


Phe Glu 


Asp 


Leu Gin Lys Ser 


Cys 










65 








70 




75 


Cys 


Asp 


Pro 


Phe 


Asn 


He 


His 


Lys Lys 


Leu 


Ala Lys Lys Asn 


Leu 








80 








85 




90 


His 


Val 


He 


Asp 


Leu 


Asp 


Asp 


Ala Thr 


Phe 


Leu Ser Ala Lys 


Phe 










95 








100 




105 


Gly 


Arg 


Gin 


Leu 


Val 


Pro 


Gly 


Trp Lys 


Leu 


Cys Pro Lys Cys 


Thr 








110 








115 




120 


Gin 


He 


He 


Asn 


Gly 


Ser 


Val 


Asp Val 


Asp 


Thr Glu Asp Arg 


Gin 










125 








130 




135 


Lys 


Arg 


Lys 


Pro 


Glu 


Ser 


Asp 


Gly Arg 


Thr 


Ala Lys Ala Leu 


Arg 








140 








145 




150 


Ser 


Leu 


Gin 


Phe 


Thr 


Asn 


Pro 


Gly Arg 


Gin 


Thr Glu Phe Ala 


Pro 










155 








.160 




165 


Glu 


Thr 


Gly 


Lys 


Arg 


Glu 


Lys 


Arg Arg Leu 


Thr Lys Asn Ala 


Thr 










170 








175 




180 


Ala 


Gly 


Ser 


Asp 


Arg 


Gin 


Val 


He Pro 


Ala 


Lys Ser Lys Val 


Tyr 










185 








190 




195 
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Asp Ser Gin Gly Leu Leu He Phe Ser 
200 

Cys Leu Asp Glu Asp Cys Leu Gly Cys 
215 

Cys Gly Ser Thr Lys Cys Gly Ala Glu 
230 

Trp Leu Tyr Glu Gin lie - Glu He Glu 
245 

Asn Lys His Ala Gly 
260 

<210> 42 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1754833CD1 

<400> 42 



Met 


Val 


Leu Pro 


Pro 


Pro 


Gin 


Leu Pro 


1 






5 








Arg 


Trp 


Ser Thr 


Trp 
20 


Thr 


Ser 


Thr Cys 


Thr 


Asp 


Ser Leu 


Leu 
35 


Ser 


Ala 


Ser Ser 


Pro 


Arg 


Ser Leu 


Leu Gly Arg 


Arg Leu 








50 








Arg 


Ala 


Gly Gly 


Arg Glu Thr 


He Arg 








65 








Pro 


Asp 


Ser Pro 


Ala 
80 


Pro 


Ala 


Ser Pro 


Gly 


Thr 


Lys Ala 


Ser 
95 


Pro 


Arg 


Trp Lys 


Ser 


Thr 


Ala Ser 


Ser Arg 


Pro 


Pro Pro 








110 








Trp 


Gly 


Val Leu 


His 


Ser 


Asn 


Pro Met 






125 








Asn 


Gly 


Leu Asp 


Ala 
140 


He 


He 


Thr Gin 


Asn 


Thr 


Gly Pro 


Pro 
155 


Pro 


Ala 


Asp Lys 


Pro 


Thr 


Val Pro 


Val 
170 


Thr 


Glu 


Glu His 


Cys 


Pro 


Val Cys 


Lys 
185 


Asp 


Asp 


Tyr Ala 


Gin 


Leu 


Pro Cys 


Asn 
200 


His 


Leu 


Phe His 


Trp 


Leu 


Glu Gin 


His 
215 


Asp 


Ser 


Cys Pro 


Thr 


Gly 


Gin Asn 


Thr 
230 


Ala 


Thr 


Asn Pro 


Ser 


Phe 


Ser Ser 


Ser 
245 


Ser 


Ser 


Ser Ser 


Asn 


Glu 


Asn Ala 


Thr 
260 


Ser 


Asn 


Ser 



<210> 43- - 
<211> 581 
<212> PRT 

<213> Homo sapiens 



PCT/US01/08117 



Gly 


Met Asp Leu 


Cys 


Asp 


205 






210 


Phe 


Tyr Ala Cys 


Pro 


Ala 


220 






225 


Cys 


Arg Cys Asp 


Arg 


Lys 


235 






240 


Gly 


Gly Glu He 


He 


His 


250 






255 




TVtv Attt Ala 
x hi. niy X4.J. ci 


Gly His 


1 fi 






15 




Attt C\rc Arrr 


Arg Ala 


£* ~J 






30 


iufc: L. 


X III- ri_Ld Ocl 


Arg 


Ser 


*A U 






45 


X ILL 




Thr 


Leu 


DZJ 






60 


nu 




Thr 


Ala 


/ U 






75 


Arg 


vj.Ly oJ.y rio 


Pro 


Ala 


OD 






90 


KjXy 


Cov Cot" O/iv 
Dei Del dCi 


Ser 


Ser 








105 


Ser 


c X\\j nlct i.iJJ 


Ala 


Pro 


1 1 K 
± ±D 






120 




Tvt* Ala Tm 


Gly Ala 








135 


Leu 


TiPu Asn GIti 

xjcu nojii uxii 


Phe 


Glu 


145 






150 


Glu 


Lvs Tie Gin 


Ala 


Leu 


160 






165 


Val 


Glv Ser Glv 


Leu 


Glu 


175 






180 


Leu 


Glv Glu Arcr 


Val 


Arg 


190 






195 


Asp 


Gly Cys He 


Val 


Pro 


205 






210 


Val 


Cys Arg Lys 


Ser 


Leu 


220 






225 


Pro 


Gly Leu Thr 


Gly Val 


235 






240 


Ser 


Ser Ser Ser 


Pro 


Ser 


250 






255 
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<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 43 



Met 


Asp 


Glu 


Asp 


Tyr 


1 








5 


Ala 


Asp 


Gly 


Gly 


Gin 
20 


Asp 


Ala 


Glu 


Val 


Gin 
35 


Asp 


Tvr 


He 


Met 


Glu 
50 


Phe 


Gin 


Ala 


Glv 


Glv 
65 


Glu 


Asn 


Tvr 

Jr 


Thr 


Ala 
80 




Leu 


He 


Gin 


Thr 
95 


Val 


Glu 


Asn 


Tvr 


Leu 
110 


Arg 


Lys 


Ala 


Asp 


Ser 
125 




Leu 


Glu 


Gin 


Met 
140 




Lys 


Leu 


Ala 


Glu 
155 


Thr 


Val 


Lys 


Leu 


lie 
170 


Ser 


Val 


Ser 


Thr 


Ala 
185 


Leu 


Arcr 


Thr 


Ser 


Leu 
200 


Leu 


Glu 


Lys 


Asn 


Leu 
215 


Glu 


His 


Thr 


Tvr 

Jr 


Leu 
230 


Gin 


Glu 


Glu 


Gin 


Glv 
245 


Val 


Gin 


Arcr 


Phe 


Ala 
260 


Thr* 


Leu 


Ala 


Leu 


Gly 
275 


Ala 


Leu 


Glv 


Ala 


Met 
290 


He 


Thr 


Val 


Leu 


Phe 
305 


Val 


Glu 


Leu 


He 


Arcr 
320 


Ser 


Leu 


Phe 


Lys 


Pro 
335 


Lys 


Tyr 


lie 


His 


He 
350 


Trp 


Lys 


Lys 


Asn 


Lys 
365 


Ser 


Thr 


Ser 


Lys 


Ala 
380 


Glu 


Asn 


Lys 


Gly 


Ala 
395 


Tyr 


Gin 


Cys 


He 


Arg 
410 


Trp 


Val 


Asp 


Trp 


Thr 
425 



1798701CD1 



Tyr 


Gly 


Ser 


Ala 


Ala 
10 


Gin 


Glu 


Asp 


Asp 


Ser 
25 


Gin 


Glu 


Cys 


Leu 


His 
40 


Pro 


Ser 


He 


Phe 


Asn 
55 


Ser 


Pro 


Glu 


Asn 


Val 
70 


Val 


Ala 


Gin 


Thr 


Val 
85 


Gly 


Val 


Glu 


Pro 


Val 
100 


Lys 


Ser 


Leu 


Leu 


lie 
115 


He 


Phe 


Thr 


Glu 


Glu 
130 


He 


Ala 


His 


Thr 


Thr 
145 


Ala 


His 


Pro 


Asp 


Cys 
160 


Ser 


Asp 


Ala 


Gly 


Tyr 
175 


Cys 


Gin 


Gin 


Leu 


Glu 
190 


Ala 


Thr 


He 


Leu 


Asp 
205 


Pro 


Glu 


Phe 


Ala 


Lys 
220 


Phe 


Ala 


Gin 


Ala 


Met 
235 


Gly 


Ser 


Ala 


Val 


Arg 
250 


Gin 


Glu 


Lys 


Gly 


His 
265 


Thr 


Ala 


Ala 


Ser 


Tyr 
280 


Leu 


Ser 


Lys 


Gly 


Ala 
295 


Lys 


Met 


Phe 


Thr 


Ser 
310 


Val 


Pro 


Ala 


Phe 


Leu 

325 


Gly 


Ala 


Arg 


He 


Asn 
340 


Leu 


Ala 


Tyr 


Ala 


Ala 
355 


Arg 


Val 


Ser 


lie 


Asn 
370 


Val 


Glu 


Thr 


Val 


His 
385 


Ser 


Glu 


Leu 


Val 


Ala 










400 


Phe 


Pro 


Val 


Val 


Ala 
415 


Val 


Ser 


Glu 


Pro 


Arg 
430 



Glu 


Trp 


Gly 


Asp 


Glu 
15 


Gly 


Glu 


Gly 


Glu 


Asp 
30 


Lys 


Phe 


Ser 


Thr 


Arg 
45 


Thr 


Leu 


Lys 


Arg 


Tyr 
60 


He 


Gin 


Leu 


Leu 


Ser 
75 


Asn 


Leu 


Leu 


Ala 


Glu 
90 


Gin 


Val 


Gin 


Glu 


Thr 
105 


Lvs 


His 


Phe 


Asp 


Pro 
120 


Gly 


Glu 


Thr 


Pro 


Ala 
135 


Trp 


Arg 


Asp 


Leu 


Phe 
150 


Leu 


Met 


Leu 


Asn 


Phe 
165 


Gin 


Gly 


Glu 


He 


Thr 
180 


Val 


Phe 


Ser 


Arg 


Val 
195 


Gly 


Gly 


Glu 


Glu 


Asn 
210 


Met 


Val 


Cys 


His 


Gly 
225 


Met 


Ser 


Val 


Leu 


Ala 
240 


Arg 


He 


Ala 


Gin 


Glu 
255 


Asp 


Ala 


Ser 


Gin 


lie 
270 


Pro 


Arg 


Ala 


Cys 


Gin 
285 


Leu 


Asn 


Pro 


Ala 


Asp 
300 


Met 


Asp 


Pro 


Pro 


Pro 
315 


Asp 


Leu 


Phe 


Met 


Gin 
330 


Gin 


Asp 


His 


Lys 


His 
345 


Ser 


Val 


Val 


Glu 


Thr 
360 


Lys 


Asp 


Glu 


Leu 


Lys 
375 


Asn 


Leu 


Cys 


Cys 


Asn 
390 


Glu 


Leu 


Ser 


Thr 


Leu 










4_05 


Met 


Gly 


Val 


Leu 


Lys 
420 


Tyr 


Phe 


Gin 


Leu 


Gin 
435 
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Asp 


His 


Thr 


Pro 


V Ct-L 


nx o 


Leu 


Ala 




t,pu Asd Glu Tie 


Ser 










A A O 










l ± t ±D 




450 


1 Ilx 


cys 


His 


Gin 


Leu 


Leu 


His 


Pro 


Gin 


Val 


Leu Gin Leu Leu. 


Val 








A 5 ^ 










dsn 




465 


Lys 


Leu 


Phe 


Glu 


i nx 


Glu 


nx o 


OCX 


Gin 


Leu 


Asn Val Met Glu 


Gin 








din 










475 




480 


Leu 


vjXU 


Leu 


Lys 


xjy » 


Thr 


Leu 


Leu 


Asp 


nx y 


Met Val His Leu 


Leu 










/ o t; 

O J 










490 




495 


OCX 


Arg 


Gly Tyr 


val 


Leu 


Pro 


Val 


Val 


Ser 


Tvt" He Atct Lvs 


Cys 










SOD 

J U u 










505 




510 


Leu 


Glu 


Lys 


Leu 


Asp 


Thr 


Asp 


He 


Ser 


Leu 


He Arg Tyr Phe 


Val 










515 










520 




525 


Thr 


Glu 


Val 


Leu 


Asp 


Val 


He 


Ala 


Pro 


Pro 


Tyr Thr Ser Asp 


Phe 










530 










535 




540 


Val 


Gin 


Leu 


Phe 


Leu 


Pro 


He 


Leu 


Glu 


Asn 


Asp Ser He Ala 


Gly 










545 










550 




555 


Thr 


He 


Lys 


Thr 


Glu 


Gly 


Glu 


His Asp 


Pro 


Val Thr Glu Phe 


He 








560 










565 




570 


Ala 


His 


Cys 


Lys 


Ser 


Asn 


Phe 


He 


Met 


Val 


Asn 





575 580 

<210> 44 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1842496CD1 

<400> 44 



Met 


Gin 


Lys Ser 


Cys 


Glu 


Glu 


Asn Glu 


Gly 


Lys Pro 


Gin 


Asn 


Met 


1 




5 








10 








15 


Pro 


Lys 


Ala Glu 


Glu 


Asp 


Arg 


Pro Leu 


Glu 


Asp Val 


Pro 


Gin 


Glu 






20 








25 








30 


Ala 


Glu 


Gly Asn 


Pro 


Gin 


Pro 


Ser Glu 


Glu 


Gly Val 


Ser 


Gin 


Glu 






35 








40 








45 


Ala 


Glu 


Gly Asn 


Pro 


Arg 


Gly 


Gly Pro 


Asn 


Gin Pro Gly Gin 


Gly 






50 








55 








60 


Phe 


Lys 


Glu Asp 


Thr 


Pro 


Val 


Arg His 


Leu 


Asp Pro 


Glu 


Glu 


Met 






65 








70 








75 


He 


Arg 


Gly Val 


Asp 


Glu 


Leu 


Glu Arg 


Leu 


Arg Glu 


Glu 


He 


Arg 






80 








85 








90 


Arg 


Val 


Arg Asn 


Lys 


Phe 


Val 


Met Met 


His 


Trp Lys 


Gin 


Arg 


His 






95 








100 








105 


Ser 


Arg 


Ser Arg 


Pro 
110 


Tyr 


Pro 


Val Cys 


Phe 
115 


Arg Pro 









<210> 45 
<211> 202 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1868613CD1 

<400> 45 

Met Ala Lys Val Ser Val Leu Asn Val Ala Val Leu Glu Asn Pro _ 

15 10 15 

Ser Pro Phe His Ser Pro Phe Arg Phe Glu He Ser Phe Glu Cys 
• 20 25 30 

Ser Glu Ala Leu Ala Asp Asp Leu Glu Trp Lys He He Tyr Val 
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35 40 45 



Glv 


Ser 


Ala Glu 


Ser 
50 


Glu 


Glu 


Phe 


Asp Gin 
55 


He 


Leu 


Asp 


Ser 


Val 
60 


Leu 


Val 


Gly Pro 


Val 
65 


Pro 


Ala 


Gly 


Arg His 
70 


Met 


Phe 


Val 


Phe 


Gin 
75 


Ala 


Asp 


Ala Pro 


Asn 


Pro 


Ser 


Leu 


lie Pro 


Glu 


Thr 


Asp Ala 


Val 








80 








85 










90 


Glv 


Val 


Thr Val 


Val 


Leu 


lie 


Thr 


Cys Thr 


Tvr 


His 


Gly Gin 


Glu 








95 








100 










105 


Phe 


lie 


Arg Val 


Glv 
110 


Tvr 


Tvr 

* Jr *■ 


Val 


Asn Asn 
115 


Glu 


Tvr 

* Jr — ■ 


Leu 


Asn 


Pro 
120 


Glu 


Leu 


Arg Glu 


Asn 
125 


Pro 


Pro 


Met 


Lys Pro 
130 


ASD 


Phe 


Ser 


Gin 


Leu 
135 


Gin 


Arg 


Asn lie 


Leu 
140 


Ala 


Ser 


Asn 


Pro Arg 
145 


Val 


Thr 


Arg 


Phe 


His 
150 


lie 


Asn 


Trp Asp 


Asn 
155 


Asn 


Met 


Asp 


Arg Leu 
160 


Glu 


Ala 


He 


Glu 


Thr 
165 


Gin 


Asp 


Pro Ser 


Leu 
170 


Gly 


Cys 


Gly 


Leu Pro 
175 


Leu 


Asn 


Cys 


Thr 


Pro 
180 


lie 


Lys 


Gly Leu 


Gly 
185 


Leu 


Pro 


Gly 


Cys lie 
190 


Pro 


Gly 


Leu 


Leu 


Pro 
195 


Glu 


Asn 


Ser Met 


Asp 


Cys 


lie 

















200 

<210> 46 
<211> 442 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1870609CD1 

<400> 46 



Met 


Leu 


Val 


Ala 


Lys 


Leu 


He 


Gin 


Cys 


lie 


Val 


Phe 


Gly Pro 


Leu 


1 








5 










10 








15 


Arg 


Val 


Ser 


Glu 


Arg 


Gin 


Ser 


Leu 


Leu 


Val 


Thr 


Val 


Arg Thr 


Ala 








20 










25 








30 


His 


Val 


He 


Leu 


Arg 


Tyr 


Val 


He 


His 


Leu 


Trp 


Asp 


Leu Asn 


His 










35 










40 








45 


Glu 


Gly 


Thr 


Trp 


Glu 


Gly 


Lys 


Gly 


Thr Tyr 


Val 


Tyr 


Tyr Thr 


Asp 










50 










55 








60 


Phe 


Val 


Met 


Glu 


Leu 


Thr 


Leu 


Leu 


Ser 


Leu 


Asp 


Leu 


Met His 


His 










65 










70 








75 


He 


His 


Met 


Leu 


Leu, 


, Phe 


Gly 


Asn 


He 


Trp 


Leu 


Ser 


Met Ala 


Ser 










80 










85 








90 


Leu 


Val 


He 


Phe 


Met 


Gin 


Leu 


Arg 


Tyr 


Leu 


Phe 


His 


Glu Val 


Gin 










95 










100 








105 


Arg 


Arg 


He 


Arg 


Arg 


His 


Lys 


Asn 


Tyr 


Leu 


Arg 


Val 


Val Gly 


Asn 










110 










115 








120 


Met 


Glu 


Ala 


Arg 


Phe 


Ala 


Val 


Ala 


Thr 


Pro 


Glu 


Glu 


Leu Ala 


Val 










125 










130 








135 


Asn 


Asn 


Asp 


Asp 


Cys 


Ala 


He 


Cys 


Trp Asp 


Ser 


Met 


Gin Ala 


Ala 










140 










145 








150 


Arg 


Lys 


Leu 


Pro 


Cys 


Gly 


His 


Leu 


Phe 


His 


Asn 


Ser 


Cys Leu 


Arg 










155 










160 








165 


Ser 


Trp 


Leu 


Glu 


Gin 


Asp 


Thr 


Ser 


Cys 


Pro 


Thr 


Cys 


Arg Met 


Ser 










170 










175 








180 
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J J J 
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Pro Gin 


Al a 


nxo 
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Pro 
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Gin 


Val 


Gin 






ttlU 










415 










420 


Lieu bin 


Leu 
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VjXll 


Val 

V ax 


Gin 


Thr 


Gin 


Thr 


Tvr 


Pro 


Gin 


Val 
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Pro 


Pro 
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Glu 


Gin 


Thr 


His 


Glu 


Gin 


Pro 






455 










460 
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UlS 1111. 


Gin 


Pro Gin 


Val 


Ser 


Leu 


Leu 


Ala 


Pro 


Glu 


Gin 


Thr 


Pro 
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480 


Val Val 


Val 


His Val 


Cys 


Glv 


Leu 


Glu 


Met 


Pro 


Pro 


Asp 


Ala 


Val 
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495 


Glu Ala 


Glv 


Gly Gly 


Met 


Glu 


Lys 


Thr 


Leu 


Pro 


Glu 


Pro 


Val 


Gly 
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Ser Met 
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Gin 


Asn 


Glu 
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Cys 


Gly 
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Gly Glu 


Cys 
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540 
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Lys 
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Thr 
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Ser 
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Phe 
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Thr 


Val 
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Thr 
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Val 
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Arg Pro 
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Thr 
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Ala 


Thr 


Ser 


Thr 
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Pro Ser 


Lys, 
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Met 
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665 








670 




675 


His 


Lys 
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Lys 
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Gin 


Gly His 


Lys 
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Lys 


Ala Lys 


Glu 


Leu Lys Ser Leu 


Glu 
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Lys 
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He Ala 


Gly 


Gin 
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Glu Asp 
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Phe He Thr Val 


Asp 
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Val 


Gly Cys 
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Glu 
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Glu Glu Glu Asp 
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He 
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Ser 
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Trp 
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Tyr 


Gly His Ser Tyr 
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120 


Gin 
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Ser 


Thr 


Met 
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Ser Ala 


Phe 


Leu Glu His Ser 


Val 
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Leu 


Tyr 
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Pro 


Leu 


Val Pro 
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Thr Glu Pro Ala 


Leu 
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Tyr 
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Pro Gly 


Met 
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Cys 
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His Gly Leu Glu 
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Val 
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Thr 


Phe Lys Arg Ser 
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Gin 
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Lys 
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Lvs Ser Asn 
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Lys 
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Thr 
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Arg 
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Tyr 
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Lys 
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Thr 


Trp 
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Asp 
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Thr 
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Gin 
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Tyr 
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Lys Pro Phe 
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80 


Phe 


Ser 
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Lys 


Phe 
85 


Phe 
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90 
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Phe 
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Phe 
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He 
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Asn 
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Tyr 


Cys 


Thr 


Phe 
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Ala 
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Thr 
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He 


Phe 
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135 
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Ser 


Ser 
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Leu 
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Phe 


Lys 
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Leu 


Lys 
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Lys 
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Val 
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Thr 
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He 


Tyr 
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Ala 
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Ser 
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Met 
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Lys 


Ser 


Tyr 


Glu 


Ala 
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Val 
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He 


Glu 
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245 


Arg 
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Val 
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Val 
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Pro 
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Ser 
265 
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Lys 


Ser 


Met 


Gly Leu Pro 


Pro 
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Leu 


Cys 


Arg 


Ser 


Arg 


Met 


Val 


Thr 


Leu 


Ser 


He 


His 


Leu 


Glu 


Ser 


Val 


Lys 


Pro 


Gin 


Ser 


Ser 


Pro 


Thr 


Leu 


Cys 


Asp 


Ala 


Leu 


Thr 


Val 


His 


Cys 


Leu 


Gly 


Leu 


His 


Leu 


Gin 


Asp 


Lys 


Leu 


Ala 


Pro 


Leu 


Lys 


Lys 


Phe 


Glu 


Glu 



280 






Val 


Arcr 


Ser 


295 






Pro 


Lvs 


Pro 


310 






Val 


His 


Leu 


325 






Glv 


Tvr 


Ser 


340 






Ala 


Pro 


Val 


355 






Leu 


Pro 


Ser 


370 






Arg 


Ser 


Gin 


385 






Ser 


Ser 


Leu 


400 








Gin 


Ala 


415 






Ala 


Ala 


Ala 


430 










Lys 


445 

Sfc ** J 






Val 
val 




Cpr 


460 

'dt U U 






Pro 


Ala 


Val 


475 






Lys 


Cys 


Leu 


490 






A 


nik) 


Met 


505 






Thr 


Phe 


Asn 


520 






His 


He 


Asp 


jj j 






iT lit: 


2X ct> 


Leu 


550 






Leu 


Val 
vai 


Thr 


JQJ 






Zil a 


Tyr 


nio 


JOVJ 






Pro 


Lys 


Val 
val 


j y -j 






Gin 


Ala 


Ala 


610 






Pro 


Leu 


Cys 


625 






Ala 


His 


His 


640 






Pro 


Val 


Glu 


655 






Val 


Tvr 


Thr 


670 






Val 


His 


Pvs 


OOJ 






Thr 


Asn 


Ala 


700 






Val 


Lys 


Arg 


715 






Arg 


Lys 


Leu 


730 






Lys 


Pro 


Glu 


745 











285 


Leu 


Pro 


Ser 






300 


Asn 


Leu 


Asn 






315 


Gin 


Gin 


Asn 






330 


Val 


Glv 


Gin 






345 


Ser 


He 


Pro 






360 


Glv 


Asn 


Glv 






375 


Ala 


Pro 


Ala 






390 


Ser 


Ser 


Glv 






405 


Ser 


Arg 


Val 






420 


Thr 


Glv 


Pro 






435 


He 




Thr 






450 


Val 


His 


Phe 






465 


Al a 
nla 


A cn 

"Oil 








480 


iyx 




Asn 






495 


Leu 


lie 


His 






510 


Asp 


Val 


Glu 






525 


Glu 


Glu 


Met 






540 


Thr 


Leu 


Gin 






555 




Tvr* 


Asn 






570 


Ala 


Gin 


Asn 






585 


Gin 


Glu 


Lys 






600 


Val 


Pro 


Tvr 






615 


Phe 


Ser 


lie 






630 


Leu 


Arg 


Glu 






645 


Lvs 


Lvs 


Leu 






660 


Ser 


Asn 


Met 






675 




Glv 


Val 






690 


Pro 


Ser 


Arg 






705 


Thr 


Tyr 


Glu 






720 


Asp 


Asp 


Asp 






735 


Glu 


Pro 


Val 






750 
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Val Leu 


Ala 


Leu 


Asp 








755 


fij. cl y 


Xjy s 


ocx 


Phe 








770 


Pro Thr 


Arg 


Arg 


Glu 








785 


Trp Lys 


Ser 


Asp 


He 








800 


Cys Val 


Arc 


Asp 


Cvs 








815 


Phe Asri 


Met 


Lys 


Glu 








830 




Glu 


±xy 


Leu 








845 


veto. "Oil 


XlXCL 


Cpr 

iJCX 


Lys 








860 


vlU nop 


Asp 


Ser 


Ser 








875 


Cnv" Sen 

sex ash 


oxu 


OCX 










ft90 




IXC 


Ser 


Asn 










116 JrJ-O 




Asp 


nXa 














Cor 

ocx 


T.vre 










nix juys. 


Leu 


iuc L» 


nxo 








950 


risp val 


val 


Glu 


Trp 








965 


-v" /-\ •» r 

rxO «-Ly 


Ser 


Gin 


Gin 








980 


.eicl. xjys 


Pro 


Gly 


Thr 








995 


iila Aig 


ser 


Ser 


Lys 






1010 


uiy «,sp 


Arg 


Glu 


Gin 






1025 


Val Glu 


Gly 


Phe 


Trp 






1040 


Ser Glu 


Asn 


Asp 


Glu 






1055 


Asn Ser 


Thr 


He 


Asp 






1070 


Thr Asp 


Gly 


Val 


Ala 






1085 


Lys Leu 


Ser 


Ser 


Gin 



1100 



Pro 


Lys 


Gly 


His Glu 
760 


Leu 


Thr 


Lys 


Tyr Phe 
775 


He 


Glu 


Lys 


Leu Ala 
790 


Ala 


Ser 


His 


Phe Ser 
805 


Glu 


Lys 


Tyr 


Lys Pro 
820 


Leu 


Asn 


Lys 


Val Lys 
835 


Phe 


Glu 


Asn 


His Asp 
850 


Thr 


Ala 


Asp 


Lys Lys 
865 


Ser 


Asp 


Ser 


Phe Glu 
880 


Ser 


Pro 


Phe 


Asp Pro 
895 


Asp 


Asn 


Pro 


Glu Glu 
910 


Ser 


Glu 


Ser 


Glu Glu 
925 


Tyr 


Glu 


Thr 


He His 
940 


Asn 


Ala 


Ser 


Asp Ser 
955 


Lys 


Asp 


Gly 


Ala Ser 
970 


Val 


Ser 


Asp 


Phe Glu 
985 


Trp 


Ser 


Asp 


Glu Ser 
1000 


Pro 


Ala 


Ala 


Lys Lys 
1015 


Leu 


Lys 


Trp 


Lys Asn 
1030 


Ser 


Lys 


Asp 


Gin Ser 
1045 


Arg 


Leu 


Ser 


Asn Pro 
1060 


Ser 


Glu 


Asp 


Gly Glu 
1075 


Glu 


Pro 


Met 


His Gly 
1090 


Gin 


Ala 







Asp Asp 


Ser 


Tyr Glu 






765 


Asn Lys 


Gin 


Pro Tyr 






780 


Ala Ser 


Leu 


Trp Leu 






795 


Asn Lys 


Arg 


LVS LVS 






810 


Gly Val 


Leu 


Leu Gly 






825 


His Glu 


Met 


Asp Phe 






840 


Glu Lys Asp 


Ser Arg 






855 


Leu Asn 


Leu 


Glv Lvs 






870 


Asn Leu 


Glu 


Glu Glu 






885 


Val Phe 


Glu 


Val Glu 






900 


His Val 


Leu 


Lvs Val 






915 


Lys Leu Asp 


Gin. TjVS 






930 


Leu Thr 


Glu 


Glu Pro 






945 


Glu Val 


Asp 


uxii xiop 






960 


Pro Ser 


Glu 


Ser Gly 






975 


Asp Asn Thr 


Cys Glu 






990 


Ser Gin 


Ser 


Olu AST5 






1005 


Lys Ala 


Thr 


Met Gin 






1020 


Ser Ser 


Tyr 


Gly Lys 






1035 


Gin Trp Lys 


Asn Ala 






1050 


Gin He 


Glu 


Trp Gin 






1065 


Gin Phe 


Asp 


Asn Met 






1080 


Ser Leu 


Ala 


Gly Val 






1095 



<210> 50 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_ feature 

<223> Incyte ID No: 1970095CD1 



<400> 50 

Met Gly Arg He Phe Leu Asp His He Gly Gly Thr Arg Leu Phe 
15 10 15 

Ser Cys Ala Asn Cys Asp Thr He Leu Thr Asn Arg Ser Glu Leu 
20 25 30 



58/189 



WO 01/72777 



PCT/US01/08117 



iie oer 


Thr Arg 


Jrne inr 


VjXy AJLa 










Asn Lys 


Val Val 


Asn Leu 


vjin lyr 










Met: Leu 


Thx Gly 


Arg His 


jweu Vai 






65 




Cys Asn 


Ser Lys 


Leu Gly 


Trp lie 






80 




Ser Gin 


Arg Tyr 


Lys Glu 


Gly Arg 






95 




Val Arg 


Glu Ser 


Glu Gly 


Phe Glu 






110 




Ser 









<210> 51 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1975473CD1 

<400> 51 



Met 


Pro 


Gly Pro 


Gly Thr Leu Ser 


1 








5 


Pro 


He 


Leu 


Ser 


Arg Gly Arg Pro 










20 


Arg 


Arg 


He 


Thr 


His He Ser Ala 










35 


lie 


Lys 


Leu Gly 


Phe Asp Thr Leu 










50 


Ser 


Ala 


Gin 


Pro 


Ser Leu Lys Val 










65 


Lys 


Thr 


Ala 


Glu 


Tyr He Leu Met 










80 


Leu 


Gin 


Glu 


Glu 


Ala Gin Gin Leu 










95 


Asn 


Ala 


Ala 


He 


Asn Leu Cys Gin 










110 


Val 


Pro 


He 


Thr 


His Gin Arg Phe 










125 


Asp 


Asp 


Tyr 


Val 


Arg Thr Arg Thr 










140 


Val 


Phe 


Ser 


He 


Leu He Arg Pro 










155 


Met 


Val 


Ser 


Thr 


Ala Ser Val His 










170 


Ala 


Trp 


Leu Asp 


Gin Tyr Cys Ser 










185 


Val 


Leu 


Asn 


Ser 


Leu Arg Gin Leu 










200 


Thr 


Asp 


Pro Gly 


Arg He Pro Glu 










215 


Glu 


Gly 


Thr Leu 


Gly Lys Pro Leu 



230 

<210> 52 
<211> 147 
<212> PRT 

<213> Homo sapiens 



inr \sxy 


Aiy A.J.CL rue .ueu xrne 






Ser Glu 


val V3-LI1 nSp HTy Val 


00 


DU 


Arg Asp 


Val Ser Cys Lys Asn 


70 


75 


Tyr Glu 


Phe Ala Thr Glu Asp 


85 


90 


Val He 


Leu Glu Arg Ala Leu 


100 


105 


Glu His 


Val Pro Ser Asp Asn 


115 


120 



Val 


Arg 


Val Ser Pro Pro Gin 




10 


15 


Asp 


Ser 


Asn Lys Thr Glu Asn 




25 


30 


Glu 


Gin 


Lys Arg Arg Phe Asn 




40 


45 


His 


Gly 


Leu Val Ser Thr Leu 




55 


60 


Ser 


Lys 


Ala Thr Thr Leu Gin 




70 


75 


Leu Gin 


Gin Glu Arg Ala Gly 




85 


90 


Arg Asp 


Glu He Glu Glu Leu 




100 


105 


Gin 


Gin 


Leu Pro Ala Thr Gly 




115 


120 


Asp 


Gin 


Met Arg Asp Met Phe 




130 


135 


Leu 


His 


Asn Trp Lys Phe Trp 




145 


150 


Leu 


Phe 


Glu Ser Phe Asn Gly 




160 


165 


Thr 


Leu 


Arg Gin Thr Ser Leu 




175 


180 


Leu 


Pro 


Ala Leu Arg Pro Thr 




190 


195 


Gly Thr 


Ser Thr Ser He Leu 




205 


210 


Gin 


Ala 


Thr Arg Ala Val Thr 




220 


225 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 1976527CD1 

<400> 52 



Met 


Ala 


Glu Arg 


Pro 


Glu Asp Leu 


1 






5 




Thr 


Arg 


lie lie 


Lvs 


Glu Ala Leu 








20 




Lys 


Glu 


Ala Attt 


Ser 


Ala lie Ser 








35 




Leu 


Tyr 


Ala Thr 


Ser 


Cys Ala Asn 








50 




Arg 


Lys 


Thr Leu 


Asn 


Ala Ser Asp 








65 




Met 


Glu 


Phe Gin 


Arg 


Phe Val Thr 








80 




Ala 


Tyr 


Arg Arg 


Glu 


Gin Lys Gly 








95 




Lys 


Lys 


Lys Asp 


Lys 


Asp Lys Lys 








110 




Lys 


Ser 


Arg Asp 


Glu 


Asp Asn Asp 








125 




Glu 


Glu 


Glu Gin 


Asn 


Glu Glu Glu 



140 

<210> 53 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2108023CD1 

<400> 53 



Met Ala Glu Val 


Glu 


Glu 


Thr 


Leu 


1 


5 








Gly Val He Gly 


Thr 
20 


Met 


Val 


Val 


Arg Thr Thr Leu 


Asp 
35 


Asn 


Ser 


Thr 


Leu His His Leu 


Thr 
50 


Met 


Lys 


Ala 


Asp Pro Gin Asn 


Asp 
65 


Leu 


Thr 


Phe 


His Glu He Met 


Val 
80 


Ala 


Pro 


Asp 


He Gin Asn Pro 


Cys 
95 


Glu 







<210> 54 
<211> 259 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> xnisc_fe_ature 

<223> Incyte ID No: 21 35 746 CD1 

<400> 54 

Met Arg Asp Arg Arg Gly Pro Leu 
1 5 



Asn Leu 


Pro Asn Ala Val 


He 


10 




15 


Pro Asp 


Gly Val Asn He 


Ser 


25 




30 


Arg Ala 


Ala Ser Val Phe 


Val 


40 




45 


Asn Phe 


Ala Met Lys Gly 


Lvs 


55 




60 


Val Leu 


Ser Ala Met Glu 


Glu 


70 




75 


Pro Leu 


Lys Glu Ala Leu 


Glu 


85 




90 


Lys Lys 


Glu Ala Ser Glu 


Gin 


100 




105 


Thr Asp 


Ser Glu Glu Gin 


Asp 


115 




120 


Glu Asp 


Glu Glu Arg Leu 


Glu 


130 




135 


Glu Val 


Asp Asn 




145 







Lys Arg 


He Gin Ser His 


Lys 


10 




15 


Asn Ala 


Glu Gly He Pro 


He 


25 




30 


Thr Val 


Gin Tyr Ala Gly 


Leu 


40 




45 


Lys Ser 


Thr Val Arg Asp 


He 


55 




60 


Leu Arg 


He Arg Ser Lys 


Lys 


70 




75 


Lys Glu 


Tyr Leu Leu He 


Val 


85 




90 



Gly Thr Cys Leu Ala Gin Val 
10 15 
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Gin 


Gin 


Ala 


Gly 


Gly 

9 o 


Lys 


Lys 


Arg 


Met 


Pro 


Trp 


Met 


Asn 


Lys 


Pro 
^o 


Leu 


Ser 


Leu 


Glu 


Met 

O J 


Leu 


His 


Ser 


Gly 


Gly 


Arg 


Arg 


Asn 


Pro 


Ala 


Leu 


Phe 


Pro 


Ala 


Pro 

J. J. w 


Gly 


Val 


Glu 


Ala 


Leu 
1 9 s 


Arg 


Ala 


Thr 


Asp 


Gly 


Arg 


Val 


Ser 


Arg 


Leu 
1 


Ser 


Phe 


Gin 


Asp 


Asp 

± / U 


Ser 


Glu 


Leu 


Glu 


Pro 

1 


Leu 


His 


Met 


Tvr 


Pro 
200 


lie 


Phe 


Leu 


Asp 


Arg 
215 


Glu 


Phe 


Lys 


Lys 


Met 
230 


Thr 


Leu 


Gly 


Leu 


Leu 
245 


Leu 


Cys 


His 


Ser 





C2~] \r 

\ji_y 


Jen 


Cpy Aon 

OCX Ao^S 


uy t> 










Pin 




iri o 1 xv p 


Pro 








40 


Val 


val 




Asn 










Arg 


Lys 


A^"n Pto 


Ser 








70 


Pro 

XT X. \J 


Val 


UCU t x. w 


TVr 








Oj 




Al a 


Ala Thr 


■c X. U 








100 


x llx. 




v»_y o XT i It: 


Ala 








IIS 
11 J 




Aig 


xox. y noy 










J.JU 


U-! a 

ni o 


Arg 


ri~\ -ir rjl n 
uiy vjjiii 










1 AS 

1 *i J 


Pro 


Arg 


nib kJ4.Il 


Lys 








1 fiO 

lOU 


Pro 


Pro 


Cor* Ala 
Ocl Ala 


Ir lit: 








1 / D 


Axa 


Cys 


■ 

Leu His 


Cor 








ion 
Xi? u 


Glu 


Val 


Leu Leu 


Ser 








205 


Leu 


Lys 


Pro Met 


Phe 








220 


Leu 


Lys 


Ser Thr 


Ser 








235 


Ala 


Leu 


Gin Pro 


Phe 








250 



iJCU uCi. 


v-yfc> 


Cpr 
k->CX. 


Leu 








?o 


Al 3 Ion 
nla no JL/ 


Ala 


Pro 


Ser 








45 


Cpy- fTJl -n 
OCX. V711X 


Ser 


Glu 


Ala 








fiO 


Gly Ala 


Gly 


Leu 


Trp 








75 


Val Arg 


Glu 


Ser 


Val 








90 


OCX XI IX 


Ala 


Val 


Glv 








1 05 

1 V J 


Arg Val 


Ser 


Cys 


Ser 








120 


lieu uxy 


cn v 

vaiy 




Pro 








135 


xt 1 w Ujr s* 


c;l v 

vjiy 


Glu 


Pro 








1 so 

1 J V 


JjcU riu 


V3l U 


ritx L- 


ni -w 








1 fiR 

lUJ 


prn T.vra 
riu xjjfO 


vjiy 




Gly 








1 80 

IOU 


- 

He Leu 


Ser 


Ala 
nla 


1x11 








195 


Glu Glu 


Thr 


Lys 


Arg 








210 


Ser Lys 


Gin 


Thr 


lie 








225 


Asp Gly 


Leu 


Gin 


He 








240 


Glu Leu 


Ala 


Asn 


Thr 



255 



<210> 55 

<211> 474 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 2154810CD1 

<400> 55 



Met 


Ala 


Leu 


Arg 


Ser 


Val 


Met 


Phe Ser 


Asp 


Val Ser 


He 


Asp 


Phe 


1 








5 








10 








15 


Ser 


Pro 


Glu 


Gly 


Trp 


Glu 


Tyr 


Leu Asp 


Leu 


Glu Gin 


Lys 


Asp 


Leu 










20 








25 








30 


Tyr 


Arg 


Asp 


Val 


Met 


Leu 


Glu 


Asn Tyr 


Ser 


Asn Leu 


Val 


Ser 


Leu 








35 








40 








45 


Gly 


Cys 


Phe 


He 


Ser 


Lys 


Pro 


Asp Val 


He 


Ser Ser 


Leu 


Glu 


Gin 








50 








55 








60 


Gly 


Lys 


Glu 


Pro 


Trp 


Lys 


Val 


Val Arg 


Lys 


Gly Arg 


Arg 


Gin 


Tyr 








65 








70 








75 


Pro 


Asp 


Leu 


Glu 


Thr 


Lys 


Tyr 


Glu Thr 


Lys 


Lys Leu 


Ser 


Leu 


Glu 










80 








85 








90 


Asn 


Asp 


He. 


Tyr 


Glu 


.lie 


Asn 


Leu Ser 


Gin 


Trp Lys 


He 


Met 


Glu 










95 








100 








105 


Arg 


He 


Glu 


Asn 


His 


Gly 


Leu 


Lys Gly 


Leu 


He Leu 


Lys 


Asn 


Asp 








110 








115 








120 


Trp 


Glu 


Ser 


Thr 


Gly 


Lys 


He 


Glu Gly 


Gin 


Glu Arg 


Pro 


Gin 


Glu 



125 130 135 
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Gly Tyr 


Phe 


Ser 


Ser 








140 


Tyr Gin 


Lys 


Arg 


Thr 








155 


Val Asp 


Lys 


Pro 


Tyr 








170 


Val Arg 


Gin 


Gin 


Leu 








185 


Lys Pro 


Tyr 


Glu 


Cys 








200 


Ala His 


Leu 


Thr 


Arg 








215 


Tyr Glu 


Cys 


Lys 


Glu 








230 


Leu Ser 


Gin 


His 


Gin 








245 


Cys Lys 


Glu Cys 


Gly 








260 


Lys His 


Glu Arg 


Val 








275 


Glu Cys 


Gly Lys 


Thr 








290 


Gin Val 


Phe 


His 


Thr 








305 


Gly Lys 


Ala 


Phe 


Asn 








320 


lie His 


Thr Gly 


Glu 








335 


Ala Phe 


Ser Arg 


Gly 








350 


Thr Gly 


Glu 


Lys 


Pro 








365 


Ser Trp 


Gly Ser 


Ser 








380 


Glu Lys 


Ser 


Tyr 


Glu 








395 


Gly Tyr 


Gin 


Leu 


Ser 








410 


Leu Tyr 


Gin 


His 


Lys 








425 


Lys Leu 


Val 


His 


Glu 








440 


Cys Asn 


Glu Cys 


Gly 








455 


Glu Lys 


lie Asp 


Thr 








470 



Val 


Lys 


Met 


Pro 


Ser 
145 


Ser 


Val 


Thr 


Pro 


His 
160 


Glu 


Cys 


Lys 


Glu 


Cys 
175 


Thr 


Phe 


His 


His 


Arg 
190 


Lys 


Glu 


Cys 


Gly 


Met 
205 


His 


Gin 


Arg 


He 


His 
220 


Cys 


Gly 


Lys 


Ala 


Phe 
235 


Lys 


lie 


His 


Thr 


Gly 
250 


Lys 


Ala 


Phe 


Ser 


Trp 
265 


His 


Thr 


Gly 


Glu 


Lys 
280 


Phe 


Cys 


Ser 


Gly 


Tyr 
295 


Gly 


Glu 


Lys 


Pro 


Tyr 
310 


Cys 


Gly 


Ser 


Ser 


Leu 
325 


Lys 


Pro 


Tyr 


Glu 


Cys 
340 


Tyr 


His 


Leu 


Thr 


Gin 
355 


Phe 


Lys 


Cys 


Lys 


Glu 
370 


Leu 


Val 


Lys 


His 


Glu 
385 


Cys 


Lys 


Asp 


Cys 


Gly 
400 


Val 


His 


Gin 


Arg 


Phe 
415 


Glu 


Phe 


Gly 


Lys 


Thr 
430 


Arg 


Thr 


His 


Ser 


Asn 
445 


Glu 


Ala 


Phe 


Leu 


Trp 
460 


Asp 


Glu 


Thr 


Leu 





Glu Lys 


Val 


Ser 


Ser 








150 


Gin Arg 


Leu 


His 


Phe 








165 


Gly Lys 


Ala 


Phe 


Arg 








180 


He His 


Thr 


Gly Glu 








195 


Ala Phe 


Arg 


Gin 


Thr 








210 


Thr Gly 


Glu 


Lys 


Pro 








225 


Ser Arg 


Gly 


Tyr His 








240 


Glu Lys 


Pro 


Phe 


Glu 








255 


Gly Ser 


Ser 


Leu 


Val 








270 


Ser His 


Glu 


Cys 


L ys 








285 


Gin Leu 


Thr 


Arg 


His 








300 


Glu Cys 


Lys 


Glu 


Cys 








315 


Val Gin 


His 


Glu 


Arg 








330 


Lys Glu 


Cvs 


Gly Lys 








345 


His Gin 


LVS 


He 


His 








360 


Cys Gly 


Lys 


Ala 


Phe 








375 


Arg Val 


His 


Thr 


Asn 








390 


Lys Ala 


Phe 


Gly 


Ser 








405 


His Thr 


Gly 


Glu 


Lys 








420 


Phe Thr 


Arg 


Gly Ser 








435 


Asp Lys 


Pro 


Tyr 


Glu 








450 


Thr Thr 


Tyr 


Ser 


Asn 








465 



<210> 56 

<211> 231 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2228991CD1 



<400> 56 

Met Ser His Gly Asn Lys Glu Val Phe Ser Cys Arg Gly He Leu 

1 5 10 15 

Leu Ala Val Asn Trp Phe Leu Glu Arg Gly His Thr Asp He Thr 

20 25 30 

Val Phe Val Pro Ser Trp Arg Lys Glu Gin Pro Arg Pro Asp Val 

35 40 45 
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Pro 


lie 


Thr Asp 


Gin His lie Leu Arg 










50 


lie 


Leu 


Val 


Phe 


Thr Pro Ser Arg Arg 










65 


Val 


Cys 


Tyr 


Asp 


Asp Arg Phe lie Val 










80 


Asp 


Gly 


lie 


Val 


Val Ser Asn Asp Thr 










95 


Glu 


Arg 


Gin 


Glu 


Trp Lys Arg Phe lie 










110 


Tyr 


Ser 


Phe 


Val 


Asn Asp Lys Phe Met 










125 


Gly 


Ara 


His Gly 


Pro Ser Leu Asp Asn 










140 


Leu 


Thr 


Leu 


Glu 


His Arg Lys Gin Pro 










155 


Cys 


Thr 


Tyr Gly 


He Lys Cys Arg Phe 










170 


Ser 


Cys 


Pro 


Gin 


Arg Ser Val Ala Asp 










185 


Leu 


Leu 


Ser 


Pro 


Pro Arg Ala Pro Ser 










200 


Arg 


Pro 


Ser 


Pro 


Ser Ser Gin Ser Ser 










215 


Glu 


Gin 


Cys 


Ser 


Leu Asp 



230 

<210> 57 

<211> 456 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2241206CD1 

<400> 57 



Met 


Asp 


Ser 


Arg 


Leu Gin 


Glu 


He Arg 


1 








5 








Arg 


Gin 


Leu 


Leu 


Ala 

20 


Gin 


Gin 


Leu Gly 


lie 


Gly 


Ala 


Val 


Leu 
35 


Asn 


Ser 


Lys Asp 


Glu 


Thr 


Arg 


Glu 


Thr 
50 


Cys 


Arg 


Ala Ser 


Asn 


Ala 


Lys 


Arg 


Lys 
65 


Tyr 


Leu 


Asp Glu 


Lys 


Met 


Glu 


Glu 


Tyr 
80 


Lys 


Asp 


Glu Leu 


Glu 


Asn 


Leu 


Pro 


Tyr 
95 


Glu 


Glu 


Glu He 


Phe 


Leu 


Lys 


Gly 


Thr 
110 


Gin 


Ser 


Leu Asn 


Gin 


His 


Phe 


Val 


Asp Thr 


Gly 


His Arg 










125 








Asp 


Val 


Gly 


Leu 


Ala 
140 


Asp 


Arg 


Phe Glu 


Glu 


Leu 


lie 


Arg 


Leu 
155 


Lys 


Asp 


Glu Leu 


Pro 


Pro 


Met 


Tyr 


Leu 
170 


Gin 


Ala 


Asp He 


Glu 


Leu 


Thr 


Pro 


Lys 

165 


Phe 


Asp 


Val He 
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Glu 


Leu Glu 


Lys 


Lys 


Lys 


55 








60 


Val 


Gly Gly 


Lys 


Arg 


Val 


70 








75 


Lys 


Leu Ala 


Tyr 


Glu 


Ser 


85 








90 


Tyr 


Arg Asp 


Leu 


Gin 


Gly 


100 








105 


Glu 


Glu Arg 


Leu 


Leu 


Met 


115 








120 


Pro 


Pro Asp 


Asp 


Pro 


Leu 


13 0 








135 


Phe 


Leu Arg 


Lys 


Lys 


Pro 


145 








150 


Cys 


Pro Tyr 


Gly 


Arg 


Lys 


160 








165 


Phe 


His Pro 


Glu 


Arg 


Pro 


175 








180 


Glu 


Leu Arg 


Ala 


Asn 


Ala 


190 








195 


Lys 


Asp Lys 


Asn 


Gly 


Arg 


205 








210 


Ser 


Leu Leu 


Thr 


Glu 


Ser 


220 








225 


Glu 


Arg Gin 


Lvs 


Leu 


Arg 


10 








15 


Ala 


Glu Ser 


Ala 


ASD 


Ser 


25 








30 


Glu 


Gin Arg 


Glu 


He 


Ala 


40 








45 


Tyr 


Asp Thr 


Ser 


Ala 


Pro 


55 








60 


Glv 


Glu Thr 


Asp 


Glu 


Asp 


70 








75 


Glu 


Met Gin 


Gin 


Asp 


Glu 


85 








90 


Tyr 


Lys Asp 


Ser 


Ser 


Thr 


100 








105 


Pro 


His Asn 


Asp 


Tyr 


Cys 


115 








120 


Pro 


Gin Asn 


Phe 


He 


Arg 


130 








135 


Glu 


Tyr Pro 


Lys 


Leu 


Arg 


145 








150 


He 


Ala Lys 


Ser 


Asn 


Thr 


160 








165 


Glu 


Ala Phe 


Asp 


He 


Arg 


175 








180 


Leu 


Leu Glu 


Pro 


Pro 


Leu 



190 195 
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Glu 


Glu 


Tyr Tyr 


Arg; 

2UU 


Glu 


Thr 


Gly He 


Trp 


Thr 


Trp Asp 


Asp 


He 


Met 


Lys Leu 


Ala 


Pro 


Arg Ser 


Phe 
0 1 n 


He 


Phe 


Leu Trp 


Leu 


Asp 


Leu Gly 


Arg 

O A C 


Val 


Cys 


Leu Arg 


Cys 


Glu 


Asp lie 


Cys 

O C A 


Trp 


He 


Lys Thr 


Lys 


Thr 


Lys Thr 


Leu 

Z ID 


Asp 


Pro 


Lys Ala 


Glu 


His 


Cys Leu 


Met 

Z9 U 


Gly 


He 


Lys Gly 


Asp 


Gly 


Asp Phe 


lie 

•3 n c 


His 


Ala 


Asn Val 


Thr 


Glu 


Glu Pro 


Glu 

O O A 


He 


Gly 


Asn He 


Phe 


His 


He He 


Glu 

one 

335 


His 


Phe 


Cys Leu 


Leu 


Phe 


Gly Arg 


Asp 
obU 


Ser 


Thr 


He Arg 


Gly 


Pro 


Thr Leu 


Thr 


Asn 


Ser 


Asn Tyr 






0 c c 








Ser 


Tyr 


Phe Ser 


Ala 
380 


Pro 


Asn 


Ser Tyr 


Glu 


lie 


Glu Arg 


Leu 
395 


Arg 


Pro 


Lys Ser 


Ser 


Asp 


Arg Gly 


Gly 

410 


Gly 


Ala 


Pro Arg 


Thr 


Ser 


Ala Gly 


Arg 
425 


Gly 


Arg 


Glu Arg 


Gly 


Glu 


Arg Gly 


Gly 
440 


Phe 


Arg 


Gly Gly 


Gly 


Gly 


Phe Pro 


Pro 
455 


Arg 







<210> 58 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2259590CD1 

<400> 58 



Met Ser 


Ala 


Ala 


He 


Pro 


Pro 


Pro Gin 


1 






5 








Leu Gly 


Pro 


Trp 


Arg 


Gin 


Pro 


Val Ser 








20 








Ala Pro 


Arg 


Thr 


Leu 


Cys 


Ala 


Phe Tyr 








35 








Val Pro 


Arg 


Ser 


Pro 


Glu 


Pro 


Glu Pro 








50 








Arg Thr 


Gly 


Phe 


Leu 


Ala 


Asp 


Ser His 








65 








Gly Pro 


Met 


Ala 


Ala 


Pro 


Ala 


Leu Ala 






80 








Val Val 


Val 


Thr 


Phe 


Thr 


Gly 


Glu Glu 








95 








Ala Gin 


Arg 


Thr 


Leu 


Tyr 


Gin 


Glu Val 



110 
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Thr 


i"V_L a. noil wXU If jf 0 


Cys 


ZUj 




210 


vjXU 


Tip Aci-n Clin Tl P> 
lie rVOjLI will lie 


AT a 


0 9 n 




£i J 


Cys 


nlv CpjY" rjl-\r CZ~\ 1 1 
vjiy oci vjijr uiu 


m v 

v3ljr 








Lys 


iiy uiy x y i ^ii y 


Aiy 


Z3U 




& -j -) 


Asn 


JjyS noli rlSli iriO 


oiy 


ZD J 




970 


val 


xr lit: win niy j. 111 


Lys 






9PR 


inr 


Val Liys ATy oci 


Thr 


zy 0 




jUU 


Asp 


lie Asp jueu lie 


lie 






"31 K 
JiD 


vjlU 


ijys fro vai vjiu 


116 


5 A D 




jjU 


\J±Y 


/\rg Arg Arg iieu 


nib 


•3 a n 






Pro 


Vjiy lip JUcU 1111 


Val 


ice 




jOU 


Asn 


Aia oiu inr lyr 


AT 3 
Ala 


OTA 

0 /u 




-j / D 


Leu 


ini uiy vjys nil 


UlU 


Job 




•Don 


Pro 


Pro Pro Lys Ser 


Lys 


400 




405 


Gly 


Gly Gly Arg Gly 


Gly 


415 




420 


Asn 


Arg Ser Asn Phe 


Arg 


430 




435 


Arg 


Gly Gly Ala His 


Arg 


445 




450 



Ala 


Ser Ala Lys Pro 


Phe 


10 




15 


Ser 


Arg Arg Ala Glu 


Ala 


25 




30 


Thr 


Thr Ala Gly Thr 


Glu 


40 




45 


Gly 


Val Gly Arg Ala 


Arg 


55 




60 


Gly 


Leu Thr Gin Pro 


Pro 


70 




75 


Leu 


Val Ser Phe Glu 


Asp 


85 




90 


Trp 


Gly His Leu Asp 


Leu 


100 




105 


Met 


Leu Glu Thr Cys 


Arg 


115 




120 
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Leu Leu Val Ser Leu Gly His Pro Val Pro Lys Pro Glu Leu lie 
125 130 135 

Tyr Leu Leu Glu His Gly Gin Glu Leu Trp Thr Val Lys Arg Gly 
140 145 150 

Leu Ser Gin Ser Thr Cys Ala Gly Trp 
155 

<210> 59 

<211> 260 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2307537CD1 

<400> 59 



Met 


Pro 


Val 


Asp 


Phe 


Cys 


Thr 


Thr Arg 


Val 


Ser* 


Pro Ala His Arcr 


1 








5 








10 




15 


Ser 


Pro 


Thr 


Val 


Leu 
20 


Cvs 


Gin 


Lvs Val 


Cys 
25 


Glu 


Glu Asn Ser Val 
30 


Ser 


Pro 


lie 


Gly Cys 


Asn 


Ser 


Ser Asn 


Pro 


Ala 


Aqn Phe filu Pro 

x^o^j nic V3iu ri u 


















40 




45 


lie 


Pro 


Ser 


Phe 


Ser 
50 


Glv 


Phe 


Pro Leu 


Asp 
55 


Ser 


Pro "Lvs Thr "Lf^ii 

60 


Val 


Leu 


Asp 


Phe 


Glu 
65 


Thr 


Glu 


Gly Glu 


Arg 
70 


Asn 


Ser Pro Asn Pro 
75 


Ara 


Ser 


Val 


Arg 


He 
80 


Pro 


Ser 


Pro Asn 

t ju \s noil 


He 
85 


Leu 


Lv? Thr Gl v Tien 
90 


Thr 


Glu 


Asn 


Val 


Asp 
95 


Arg 


Gly 


Leu Gly 


Gly 
100 


Leu 


Glu Gly Thr His 
105 


Gin 


Ala 


Leu 


Asp 


Leu 
110 


Leu 


Ala 


Gly Gly 


Met 
115 


Met 


Pro Glu Glu Val 
120 


Lys 


Glu 


Ser 


Ser 


Gin 
125 


Leu 


Asp 


Lys Gin 


Glu 
130 


Ser 


Leu Gly Leu Glu 
135 


Leu 


Lys 


Thr 


He 


Asn 
140 


Ser 


Ala 


Gly Leu 


Gly 
145 


Pro 


Ser Pro Cys Leu 
150 


Pro 


Asp 


Leu 


Val 


Asp 
155 


Phe 


Val 


Thr Arg 


Thr 
160 


Ser 


Gly Val Gin Lys 
165 


Asp 


Lys 


Leu 


Cys 


Ser 
170 


Pro 


Leu 


Ser Glu 


Pro 
175 


Gly 


Asp Pro Ser Lys 
180 


Cys 


Ser 


Ser 


Leu 


Glu 
185 


Leu 


Gly 


Pro Leu 


Gin 
190 


Leu 


Glu He Ser Asn 
195 


Ala 


Ser 


Thr 


Thr 


Glu 
200 


Val 


Ala 


He Leu 


Gin 
205 


Val 


Asp Asp Asp Ser 
210 


Gly 


Asp 


Pro 


Leu 


Asn 
215 


Leu 


Val 


Lys Ala 


Pro 
220 


Val 


Ser Arg Ser Pro 
225 


Pro 


Arg 


Glu 


Gin 


Val 
230 


He 


Glu 


Asp Asn 


Met 
235 


Val 


Pro Gin Gly Met 
240 


Pro 


Glu 


Gin 


Glu 


Thr 
245 


Thr 


Val 


Gly Ala 


He 
250 


Gin 


Asp His Thr Glu 
255 


Ser 


Ser 


Val 


His 


Asn 
260 















<210> 60 

<211> 352 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> xnisc_feature 

<223> Incyte ID No: 2440675CD1 
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<400> 60 






i X. \J 


Arg 


Car- Php» 
OCl JTIJC 


1 
-L 






5 


His 


Gin 

vJJ.ll 




A T-rr 1 

ATy Vai 








20 


T 


1 11X 


pro 


Val Pro 








^5 


Leu 


ssr 


1X11. 


JJCli Xr IlC 








50 


Lys 


Arcf 




irx V ul u 










Ala 


JTX \J 


Al a 


Pro Glu 








o w 


\jJL_y 


ASp* 


Car 


Pro L eu 








95 


r>Vi d 
Jrilc 


OCX 


lip 


Ren TVlT 
no j^/ nix 








110 




Ala 


Pro 


Ser Thr 








195 

X Z J 




Leu 


Tyr 


Oar 










Asp 


fne 


Ser 












Val 


Lys 


Cys 










1 70 


HIS 


va± 


Arg 


ai y ocx 








1 fl5 
X O O 


xie 


Cys 


vaxy 


Liy s J. nr 








900 


inr 


TT-i o 

HIS 


vaj. 


W-i «= Cor 

nx o ocj. 










Pro 


Ala. 


Pro 


7\ c v> P >—/""> 
±J IT J. (J 








9 "5 0 
j U 


oer 


jyne 


pi n 
IjXU 


Lys Arg 








9/15 


Thr 


Leu 


Ser 


inr wis 










Pro 


Cys 




Jrilc v»ys 








C 1 D 


Lys 


Lys 


HIS 


inr iyx 








o on 


Gin 


Val 


Cys 


Gly Lys 








305 


His 


Ser 


Arg 


Lys His 








320 


Cys 


Thr 


Lys 


Gly Phe 








335 


Glu 


Ser 


Gin 


His Asn 








350 



Leu 


Val 


Lys Ser 


Arg 








10 


Gin 


Glu 


Astj Glu 


Pro 








25 




Asp 


Gin Ala 


Pro 








40 


Pro 


Asn 


Oln Cvq 

vjiu v__y o 


Leu 








55 


Leu 


Glu 


Gin Asn 


Gin 








70 


Gly 


Pro 


He Val 


Leu 








85 


Ser 


Asp 


Ser Pro 


Pro 








100 


Leu 


Ala 


Thr Thr 


iyx 








115 


Met 


Gin 


Ser Ala 


Phe 








130 


JTX W 


ucu 


vai -tx vj 


OCX 








145 


xyx 


Gar 

ocx 


Orn fll \7 
Jrx \J vjiy 


1*1 C u 








160 


Val 


JrllC 


dor TVi r 

OCX 111X 


IrX w 








175 


nib 


ser 


uiy nix 


Axy 








X J? vj 


irilc 


uiy 


XI X o Aid 


v ax 








205 


vjin 




11c JfxO 


A 1 S3 

nla 










Pro 


pi , 
vjxy 


irxO ri±S 


ZrllC 








9^5 


ixict 


cys 


fi 1 w T Are 


Thr 








250 


Leu 


Leu 


Tip II -i Q 

lie nio 


OCX 








265 




Lys 


fix y f xic 


ni o 








280 


He 


His 


Thr Gly 


Glu 








295 


Ala 


Phe 


Ser Gin 


Ser 








310 


Thr 


Gly 


Phe Lys 


Pro 








325 


Gin 


Arg 


Lys Val 


Asp 








340 


Leu 


Lys 







LVS 


Ala 


His 


Thr 


Tvr 
15 


Leu 


Tro 


Pro 


Pro 


Ala 
30 


Ser 


Asn 


Ser 


Pro 


Val 
45 


Asp 


Tim 


Thr 


Asn 


Leu 
60 


Asn 


Leu 


Ala 


Arc 


Met 
75 


Ser 


Ara 


Pro 


Gin 


Asp 
90 


Phe 


Tvr 


Lys 


Pro 


Ser 
105 


Glv 


His 


Ser 


Tvr 


Arcr 
120 


Leu 


Glu 


His 


Ser 


Val 
135 


Thr 


Glu 


Pro 


Ala 


Leu 
150 




Ala 


±yx 


His 


Cys 
165 


His 


Gly 


Leu 


Glu 


Val 
180 


It X \J 


JT11C 


Ala 




195 


Ser 


Leu 


Glu 


Gin 


His 
210 


CJl V 


OCI 


Ser 


Pro 


Glu 
225 


UCU 


Ax^y 


Gl n 


ox u 


fix y 

240 


lr 11C 






Ser 


Ser 
255 




1 11X 




Pro 


xyx 
270 


Ulil 


Lys 


C /a y~ 
OCX 




1UC 1— 

285 


Lys 


Pro 


His 


Lys 


Cys 
300 


Ser 


Asn 


Leu 


He 


Thr 
315 


Phe 


Ser 


Cys 


Glu 


Leu 
330 


Leu 


Arg 


Arg 


His 


Arg 








345 



<210> 61 
<211> 467 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No:- 2463542CD1 _ 

<400> 61 

Met Arg Thr Tyr Val Cys His He Cys Ser lie Ala Phe Thr Ser 

15 10 15 

Leu Asp Met Phe Arg Ser His Met Gin Gly Gly Glu His Gin He 
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9 n 
z u 










9^ 

ZD 




30 


Lys 


Glu 


Ser 


lie Val 

j _> 


He 


Asn 


Leu 


Val 


Lys 
do 


Asn Ser Arg Lys 


Thr 
45 


Gin 


Asp 


Ser 


Tyr Gin 

J u 


Asn 


Glu 


Cys 


Ala 


Asp 

-J — ' 


Tyr He Asn Val 


Gin 
60 


Lys 


Ala 


Arg 


Gly Leu 
65 


Glu 


Ala 


Lys 


Thr 


Cys 
70 


Phe Arg Lys Met 


Glu 
75 


Glu 


Ser 


Ser 


Leu Glu 
fin 


Thr 


Cys 


Arg 


Tyr 


Arg 


Glu Val Val Asp 


Ser 
90 


Arg 


Pro 


Arg 


His Arg 

j j 


Met 


Phe 


Glu 


Gin 


Arg 
100 


Leu Pro Phe Glu 


Thr 
105 


Phe 


Arg 


Thr 


Tyr Ala 

11U 


Ala 


Pro 


Tyr 


Asn 


He 

-L -L J 


Ser Gin Ala Met 


Glu 
120 


Lys 


Gin 


Leu 


Pro His 

1 9R 

XZ D 


Ser 


Lys 


Lys 


Thr 


Tyr 


Asp Ser Phe Gin 


Asp 
135 




Leu 


VjXU 


Asp xyr 

1 Afi 




Lys 


val 


Pin 

bin 


Lys 

iy j 


/ixa Ary Kzxy iicu 


Asp 
1 ^o 


Pro 


Lys 


Thr 


Cys Phe 

1 


Arg 


Lys 


Met 


Arg 


Glu 

10U 


Asn Ser Val Asp 


Thr 

1 £5 
10 j 


His 


Gly 


Tyr 


Arg Glu 

1 /U 


Met 


Val 


Asp 


Ser 


Gly 

X I 0 


Pro Arg Ser Arg 


Met 

loU 


Cys 


Glu 


Gin 


Arg Phe 


Ser 


His 


Glu 


Ala 


Ser 
i on 


Gin Thr Tyr Gin 


Arg 


Pro 


Tyr 


His 


He Ser 


Pro 


Val 


Glu 


Ser 


Gin 


Leu Pro Gin Trp 


Leu 






zUU 










ZvJD 




91 o 

Z J-U 


Pro 


Thr 


His 


Ser Lys 


Arg 


Thr 


Tyr 


Asp 


Ser 

9 9 0 
ZZ U 


Phe Gin Asp Glu 


Leu 

99 S 
z Z J 


Glu 


Asp 


Tyr 


He Lys 

Z 3 U 


Val 


Gin 


Lys 


Ala 


Arg 

9 *3 R 
Z J O 


Gly Leu Glu Pro 


Lys 

9d.fi 
z *± u 


Thr 


Cys 


Phe 


Arg Lys 

Z<tD 


He 


Gly 


Asp 


Ser 


Ser 

Z DU 


Val Glu Thr His 


Arg 

9 

Z J J 


Asn 


Arg 


Glu 


Met Val 

o c n 


Asp 


Val 


Arg 


Pro 


Arg 

9 


His Arg Met Leu 


Glu 

970 
z / u 


Gin 


Lys 


Leu 


Pro Cys 

0 "7 ^ 
Z / D 


Glu 


Thr 


Phe 


Gin 


Thr 

9 an 
z ou 


Tyr Ser Gly Pro 


Tyr 

9 

ZOj 


Ser 


He 


Ser 


Gin Val 

9 Qfl 
Z y U 


Val 


Glu 


Asn 


Gin 


Leu 

9QR 

Z 


Pro His Cys Leu 


Pro 
ififi 

J u w 


Ala 


His 


Asp 


Ser Lys 
i n r 


Gin 


Arg 


Leu 


Asp 


Ser 

JlU 


He Ser Tyr Cys 


Gin 


Leu 


Thr 


Arg 


Asp Cys 


Phe 


Pro 


Glu 


Lys 


Pro 

19R 

JZ J 


Val Pro Leu Ser 


Leu 


Asn 


Gin 


Gin 


Glu Asn 

j jD 


Asn 


Ser 


Gly 


Ser 


Tyr 


Ser Val Glu Ser 


Glu 

j% j 


Val 


Tyr 


Lys 


His Leu 


Ser 


Ser 


Glu 


Asn 


Asn 

j j j 


Thr Ala Asp His 


Gin 

■JUL/ 


Ala 


Gly 


His 


Lys Arg 


Lys 


His 


Gin 


Lys 


Arg 

■370 


Lys Arg His Leu 


Glu 
j / -j 


Glu 


Gly 


Lys 


Glu Arg 
inn 


Pro 


Glu 


Lys 


Glu 


Gin 

ope 


Ser Lys His Lys 


Arg 

J j U 


Lys 


Lys 


Ser 


TW r v" ^2 Til 

iyr oj.u 


Asp 


1 ILL 


Asp 


Leu 


Asp 
zinn 


Jjys Abp iiya sci 


11c 

AOS 


Arg 


Gin 


Arg 


Lys Arg 
410 


Glu 


Glu 


Asp 


Arg 


Val 
415 


Lys Val Ser Ser 


Gly 
420 


Lys 


Leu 


Lys 


His Arg 
425 


Lys 


Lys 


Lys 


Lys 


Ser 
430 


His Asp Val Pro 


Ser 
435 


Glu 


Lys 


Glu 


Glu Arg 
440 


Lys 


His 


Arg 


Lys 


Glu 
445 


Lys Lys Lys Ser 


Val 
450 


_Glu Glu 


Arg 


Thr Glu 


Glu 


Glu 


Met 


Leu 


Trp 


Asp Glu Ser He 


Leu 






455 










460" 




465 



Gly Phe 
<2x0> 62 
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<211> 550 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2486031CD1 

<400> 62 



Met 


Val 


Arg 


Gly 


Trp 


Glu 


Pro 


Pro Pro 


Gly Leu Asp Cys Ala He 


1 








5 








10 15 


Ser 


Glu 


Gly 


His 


Lys 
20 


Ser 


Glu 


Gly Thr 


Met Pro Pro Asn Lys Glu 
25 30 


Ala 


Ser 


Gly 


Leu 


Ser 
35 


Ser 


Ser 


Pro Ala 


Gly Leu He Cys Leu Pro 
40 45 


Pro 


lie 


Ser 


Glu 


Glu 
50 


Leu 


Gin 


Leu Val 


Trp Thr Gin Ala Ala Gin 
55 60 


Thr 


Ser 


Glu 


Leu 


Asp 
65 


Ser 


Asn 


Glu His 


Leu Leu Lys Thr Phe Ser 
70 ~ 75 


Tvr 


Phe 


Pro 


Tvr 


Pro 
80 


Ser 


Leu 


Ala Asp 


He Ala Leu Leu Cys Leu 
85 90 


Arcr 


Tvr 

* Jr 


Glv 


Leu 


Gin 
95 


Met 


Glu 


Lys Val 


Lys Thr Trp Phe Met Ala 
100 " 105 


Gin 


Arcr 


Leu 


Arc/ 


Cys 
110 


Glv 


He 


Ser Trp 


Ser Ser Glu Glu He Glu 
115 120 


Glu 


Thr 


Arcr 


Ala 


Arg 
125 


Val 


Val 


Tvr Arcr 


Arg Asp Gin Leu His Phe 
130 135 


Lys 


Ser 


Leu 


Leu 


Ser 
140 


Phe 


Thr 


His His 


Ala Gly Arg Pro Pro Glu 
145 " 150 


Glu 


Val 


Pro 


Pro 


Pro 
155 


Pro 


Val 


Pro Ala 


Pro Glu Gin Val Gly lie 
160 165 


Glv 


lie 


Glv 


Pro 


Pro 
170 


Thr 


Leu 


Ser Lvs 


Pro Thr Gin Thr Lys Gly 
175 180 


Leu 


Lvs 


Val 


Glu 


Pro 
185 


Glu 


Glu 


Pro Ser 


Gin Met Pro Pro Leu Pro 
190 195 


Gin 


Ser 


His 


Gin 


Lvs 
200 


Leu 


Lvs 


Glu Ser 


Leu Met Thr Pro Gly Ser 
205 210 


Gly 


Ala 


Phe 


Pro 


Tyr 
215 


Gin 


Ser 


Asp Phe 


Trp Gin His Leu Gin Ser 
220 225 


Ser 


Gly 


Leu 


Ser 


Lys 
230 


Glu 


Gin 


Ala Gly 


Arg Gly Pro Asn Gin Ser 
235 240 


His 


Gly 


He 


Gly 


Thr 
245 


Ala 


Ser 


Trp Asn 


His Ser Thr Thr Val Pro 
250 255 


Gin 


Pro 


Gin 


Ala 


Arg 
260 


Asp 


Lys 


Pro Pro 


Pro He Ala Leu He Ala 
265 270 


Ser 


Ser 


Cys 


Lys 


Glu 
275 


Glu 


Ser 


Ala Ser 


Ser Val Thr Pro Ser Ser 
280 285 


Ser 


Ser 


Thr 


Ser 


Ser 
290 


Ser 


Phe 


Gin Val 


Leu Ala Asn Gly Ala Thr 
295 300 


Ala 


Thr 


Ser 


Lys 


Pro 
305 


Leu 


Gin 


Pro Leu 


Gly Cys Val Pro Gin Ser 
310 315 


Val 


Ser 


Pro 


Ser 


Glu 
320 


Gin 


Ala 


Leu Pro 


Pro His Leu Glu Pro Ala 
325 330 


Trp 


Pro 


Gin 


Gly 


Leu 
335 


Arg 


His 


Asn Ser 


Val Pro Gly Arg Val Gly 
340 345 


Pro 


Thr 


Glu 


Tyr 


Leu 
350 


Ser 


Pro 


Asp Met 


Gin Arg Gin Arg Lys Thr 
355 360 


Lys 


Arg 


Lys 


Thr 


Lys 
365 


Glu 


Gin 


Leu Ala 


He Leu Lys Ser Phe Phe 
370 375 


Leu 


Gin 


Cys 


Gin 


Trp 
380 


Ala 


Arg 


Arg Glu 


Asp Tyr -Gin Lys Leu Glu 
385 390 


Gin 


He 


Thr 


Gly 


Leu 
395 


Pro 


Arg 


Pro Glu 


He He Gin Trp Phe Gly 
400 405 
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Asp 


Thr 


Arg Tyr 


Ala 


Leu 


Lys 


His 


Gly Gin 


Leu Lys 


Trp Phe 


Arg 






410 








415 






420 


Asp 


Asn 


Ala Val 


Pro 
425 


Gly 


Ala 


Pro 


Ser Phe 
430 


Gin Asp 


Pro Ala 


He 
435 


Pro 


Thr 


Pro Pro 


Pro 
440 


Ser 


Thr 


Arg 


Ser Leu 

• 445 


Asn Glu 


Arg Ala 


Glu 
450 


Thr 


Pro 


Pro Leu 


Pro 
455 


lie 


Pro 


Pro 


Pro Pro 
460 


Pro Asp 


He Gin 


Pro 
465 


Leu 


Glu 


Arg Tyr 


Trp 
470 


Ala 


Ala 


His 


Gin Gin 
475 


Leu Arg 


Glu Thr 


Asp 
480 


lie 


Pro 


Gin Leu 


Ser 
485 


Gin 


Ala 


Ser 


Arg Leu 
490 


Ser Thr 


Gin Gin 


Val 
495 


Leu 


Asp 


Trp Phe 


Asp 
500 


Ser 


Arg 


Leu 


Pro Gin 
505 


Pro Ala 


Glu Val 


Val 
510 


Val 


Cys 


Leu Asp 


Glu 
515 


Glu 


Glu 


Glu 


Glu Glu 
520 


Glu Glu 


Glu Leu 


Pro 
525 


Glu 


Asp 


Asp Glu 


Glu 
530 


Glu 


Glu 


Glu 


Glu Glu 
535 


Glu Glu 


Asp Asp 


Asp 
540 


Asp 


Asp 


Asp Asp 


Asp 
545 


Val 


lie 


He 


Gin Asp 
550 









<210> 63 

<211> 450 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2493052CD1 

<400> 63 



Met 


Ala 


Ala 


Ser 


Lys 


Thr 


Gin 


Gly 


Ala Val 


Ala 


Arg 


Met Gin 


Glu 


1 








5 








10 








15 


Asp 


Arg 


Asp 


Gly 


Ser 


Cys 


Ser 


Thr 


Val Gly 


Gly Val 


Gly Tyr 


Gly 










20 








25 








30 


Asp 


Ser 


Lys 


Asp 


Cys 


He 


Leu 


Glu 


Pro Leu 


Ser 


Leu 


Pro Glu 


Ser 










35 








40 








45 


Pro 


Gly 


Gly 


Thr 


Thr 


Thr 


Leu 


Glu 


Gly Ser 


Pro 


Ser 


Val Pro 


Cys 










50 








55 








60 


He 


Phe 


Cys 


Glu 


Glu 


His 


Phe 


Pro 


Val Ala 


Glu 


Gin 


Asp Lys 


Leu 








65 








70 








75 


Leu 


Lys 


His 


Met 


He 


He 


Glu 


His 


Lys He 


Val 


He 


Ala Asp 


Val 










80 








85 








90 


Lys 


Leu 


Val 


Ala 


Asp 


Phe 


Gin 


Arg 


Tyr He 


Leu 


Tyr 


Trp Arg 


Lys 










95 








100 








105 


Arg 


Phe 


Thr 


Glu 


Gin 


Pro 


He 


Thr 


Asp Phe 


Cys 


Ser 


Val lie 


Arg 










110 








115 








120 


lie 


Asn 


Ser 


Thr 


Ala 


Pro 


Phe 


Glu 


Glu Gin 


Glu 


Asn 


Tyr Phe 


Leu 










125 








130 








135 


Leu 


Cys 


Asp 


Val 


Leu 


Pro 


Glu 


Asp 


Arg lie 


Leu Arg 


Glu Glu 


Leu 










140 








145 








150 


Gin 


Lys 


Gin 


Arg 


Leu 


Arg 


Glu 


He 


Leu Glu 


Gin 


Gin 


Gin Gin 


Glu 








155 








160 








165 


Arg 


Asn 


Asp 


Thr 


Asn 


Phe 


His 


Gly 


Val Cys 


Met 


Phe 


Cys Asn 


Glu 










170 








.175 








180 


Glu 


Phe 


Leu 


Gly 


Asn 


Arg 


Ser 


Val 


He Leu 


Asn 


His 


Met Ala 


Arg 










185 








190 








195 


Glu 


His 


Ala 


Phe 


Asn 


He 


Gly 


Leu 


Pro Asp 


Asn 


lie 


Val Asn 


Cys 










"200 








-205 








210 


Asn 


Glu 


Phe 


Leu 


Cys 


Thr 


Leu 


Gin 


Lys Lys 


Leu Asp 


Asn Leu 


Gin 










215 








220 








225 


Cys 


Leu 


Tyr 


Cys 


Glu 


Lys 


Thr 


Phe 


Arg Asp 


Lys 


Asn 


Thr Leu 


Lys 



230 235 240 
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Asp His 


Met 


Arg 


Lys 


Lys Gin His 








245 




Arg Glu 


Tyr Asp 


Arg 


Phe Tyr Val 








260 




Lys Ser 


Trp 


Glu 


Glu 


Val Gin Leu 








275 




Asp His 


Gin 


Glu 


Asp 


Asp Trp Ser 








290 




Ser Ala 


Val 


Cys 


Leu 


Phe Cys Glu 








305 




Lys Leu 


Tyr Val 


His 


Met Glu Asp 








320 




Lys lie 


Lys 


Ser 


Glu 


Leu Gly Leu 








335 




Leu Val 


Asn 


Phe 


He 


Arg Arg Gin 








350 




Gly Cys 


His 


Val 


Lvs 


Phe Lys Ser 








365 




Met Glu 


Glu 


Thr 


Lys 


His Thr Ser 








380 




Trp Asp 


Gin 


Leu 


Glu 


Tyr Tyr Phe 








395 




Leu Leu 


Cys 


Thr 


Leu 


Ser Asp Ser 








410 




Glu Gin 


Asn Glu 


Asn 


Val Pro He 








425 




Leu Tyr 


Ala 


Leu 


Lys 


Gin Ser Ser 



440 



<210> 64 
<211> 378 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2512074CD1 



<400> 64 



Met 


He 


Ser 


Phe 


Gin 


Glu 


Ser 


Val 


1 








5 








Asp 


Phe 


Thr 


Ala 


Glu 
20 


Glu 


Trp 


Gin 


Thr 


Leu 


Tyr 


Trp 


Asp 
35 


Val 


Met 


Leu 


Ser 


Val 


Gly 


Cys 


Pro 
50 


lie 


Thr 


Lys 


Glu 


Gin 


Gly 


Gin 


Glu 
65 


Pro 


Trp 


Met 


Glu 


Ser 


Ser 


Pro 


Glu 
80 


Ser 


Asp 


Tyr 


Lys 


His 


Arg 


Glu 


Ser 
95 


Lys 


Asp 


Asn 


Thr 


Phe 


Asn 


Lys 


He 
110 


Leu 


Thr 


Met 


Met 


Ser 


Thr 


Ser 


Leu 
125 


Asn 


Pro 


Met 


Phe 


Glu 


Lys 


Cys 


Leu 
140 


Pro 


Pro 


Asn 


Arg 


Ser 


Tyr 


Thr 


Val 
155 


Glu 


Asn 


Ala 


Lys 


Ala 


Phe 


T , 


Lys 


Lys 


Phe 


His 



Arg 


Lys 


He Asn 


Pro 


Lys 


Asn 




250 








255 


lie 


Asn 


Tyr Leu 


Glu 


Leu 


Gly 




265 








270 


Glu Asp 


Asp Arg 


Glu 


Leu 


Leu 




280 








285 


Asp 


Ttd 
a j- i-» 


Glu Glu 


His 


Pro 


Ala 




295 








300 


Lys 


Gin 


Ala Glu 


Thr 


He 


Glu 




310 








315 


Ala 


His 


Glu Phe 


Asp 


Leu 


Leu 




325 








330 


Asn 


Phe 


Tyr Gin 


Gin 


Val 


Lys 




340 








345 


Val 


His 


Gin Cys 


Arg 


Cys 


Tvr 

* Jr 




355 








360 


Lys 


Ala 


Asp Leu 


Ara 


Thr 


His 




370 








375 


Leu 


Leu 


Pro Asp 


Arg 


Lys 


Thr 




385 








390 


Pro 


inr 


Tyr Glu 


Asn 


Asp 


Thr 




400 








405 


Glu 


Ser 


Asp Leu 


Thr 


Ala 


Gin 




415 








420 


He 


Ser 


Glu Asp 


Thr 


Ser 


Lys 




430 








435 


lie 


Leu 


Asn Gin 


Leu 


Leu 


Leu 




A A K 
4k4fcO 








450 


Thr 


Phe 


Gin Asp 


Val 


Ala 


Val 




10 








15 


Leu 


Leu 


Asd Cvs 


Ala 


Glu 


Arg 




25 








30 


Glu Asn 


Tvr Arcr 


Asn 


Leu 


He 




40 








45 


Thr Lys 


Val He 


Leu 


Lys 

jr 


Val 




55 








60 


Val 


Glu 


Gly Ala 


Asn 


Pro 


His 




70 








75 


Pro 


Leu 


Val Asp 


Glu 


Pro 


Gly 




85 








90 


Phe 


Leu 


Lys Ser 


Val 


Leu 


Leu 




100 








105 


Glu Arg 


lie His 


His 


Tyr 


Asn 




115 








120 


Arg 


Lys 


Lys Ser 


Tyr 


Lys 


Ser 




130 








135 


Leu Asp 


Leu Leu 


Lys 


Tyr 


Asn 




145 








150 


Tyr 


Glu 


Cys Ser 


Glu 


Cys 


Gly 




160 








165 


Phe 


He 


Arg His 


Glu 


Lys 


Asn 
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170 



His Thr 


Arg 


Lys 


Lys 


Pro 


Phe 








185 






Tyr Ser 


Arg 


Lys 


Ala 


His 


Leu 








200 






Gly Glu 


Arg 


Pro 


Phe 


Val 


Cys 








215 






His Lys 


Ala 


Gin 


Leu 


Val 


Val 








230 






Lys Pro 


Tyr 


Glu 


Cys 


Ser 


Gin 








245 






Ser Ser 


Phe 


Asn 


Gin 


His 


Val 








260 






Phe Glu 


Cys 


Lys 


Glu 


Cys 


Gly 








275 






Leu Tyr 


Lys 


His 


Ser 


Arg 


Phe 








290 






Cys lie 


He 


Cys 


Gly 


Lys 


Ala 








305 






Thr His 


Gin 


Arg 


He 


His 


Thr 








320 






Glu Cys 


Gly 


Lys 


Ala 


Phe 


He 








335 






Gin lie 


Thr 


His 


Thr 


Gly 


Glu 








350 






Gly Lys 


Ala 


Phe 


Ser 


Gin 


Lys 



365 
He His Thr 



175 






180 


Glu Cys Asn 


Asp Cys Gly Lys 


Ala 


190 






195 


Ala Thr His 


Gin 


Lys He His 


Asn 


205 






210 


Asn Asp Cys 


Gly Lys Ala Phe 


Met 


220 






225 


His Gin Arg 


Leu His Thr Gly 


Glu 


235 






240 


Cys Gly Lys 


Thr Phe Thr Trp 


Asn 


250 






255 


Lys Ser His 


Thr Leu Glu Lys 


Ser 


265 






270 


Lys Thr Phe 


Arg 


Tyr Ser Ser 


Ser 


280 






285 


His Thr Gly 


Glu 


Lys Pro Tyr 


Gin 


295 






300 


Phe Glv Asn 


Thr 


Ser Val Leu 


Val 


310 






315 


Gly Glu Lys 


Pro 


Tyr Ser Cys 


He 


325 






330 


Lys Lys Ser 


His 


Leu Leu Arg 


His 


340 






345 


Lys Pro Tyr 


Glu 


Cys Asn Arg 


Cys 


355 






360 


Ser Asn Leu 


He 


Val His Gin 


Lys 


370 






375 



<210> 65 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2646274CD1 

<400> 65 



Met 


Pro 


He 


Leu 


Val 


Glu 


Lys 


Phe Pro Phe 


Val Arg Lys Ser 


Glu 


1 








5 






10 




15 


Arg 


Thr 


Leu 


Glu 


Cys 


Tyr 


Val 


His Asn Leu 


Leu Arg He Ser 


Val 










20 






25 




30 


Tyr 


Phe 


Pro 


Thr 


Leu 


Arg 


His 


Glu He Leu 


Glu Leu He He 


Glu 










35 






40 




45 


Lys 


Leu 


Leu 


Lys 


Leu 


Asp 


Val 


Asn Ala Ser 


Arg Gin Gly He 


Glu 










50 






55 




60 


Asp 


Ala 


Glu 


Glu 


Thr 


Ala 


Asn 


Gin Thr Cys 


Gly Gly Thr Asp 


Ser 










65 






70 




75 


Thr 


Glu 


Gly 


Leu 


Phe 


Asn 


Met 


Gly Phe Ala 


Glu Ala Phe Leu 


Glu 










80 






85 




90 


His 


Leu 


Trp 


Lys 


Asn 


Leu 


Gin 


Asp Pro Ser 


Asn Pro Ala He 


He 










95 






100 




105 


Arg 


Gin 


Ala 


Ala 


Gly 


Asn 


Tyr 


He Gly Ser 


Phe Leu Ala Arg 


Ala 










110 






115 




120 


Lys 


Phe 


lie 


Ser 


Leu 


He 


Thr 


Val Lys Pro 


Cys Leu Asp Leu 


Leu 










125 






130 




135 


Val 


Asn 


Trp" 


Leu 


His" 


He 


Tyr 


Leu Asn Asn 


Gin Asp Ser Gly 


-Thr 










140 






145 




150 


Lys 


Ala 


Phe 


Cys 


Asp 


Val 


Ala 


Leu His Gly 


Pro Phe Tyr Ser 


Ala 










155 






160 




165 


Cys 


,-o _ 


Ala 


Val 


Phe 


~ JC — 


Thr 


Phe Va l Phe 


Arg His Lys Gin 


Leu 
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170 175 180 

Leu Ser Gly Asn Leu Lys Glu Gly Leu Gin Tyr Pro Gin Ser Leu 

185 190 195 

Asn Phe Glu Arg He Val Met Ser Gin Leu Asn Pro Leu Lys He 

200 205 210 

Cys Leu Pro Ser Val Val Asn Phe Phe Ala Ala He Thr Lys Met 

215 220 225 

Lys Thr Cys Gly Tyr Gly Trp Trp 

230 

<210> 66 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2672566CD1 

<400> 66 



Met 


Leu 


Ser 


Val 


Asp 


Met 


Glu 


Asn Lys 


Glu Asn Gly Ser Val Gly 


1 








5 








10 15 


Val 


Lys 


Asn 


Ser 


Met 
20 


Glu 


Asn 


Gly Arg 


Pro Pro Asp Pro Ala Asp 
25 30 


Trp 


Ala 


Val 


Met 


Asp 
35 


Val 


Val 


Asn Tyr 


Phe Arg Thr Val Gly Phe 
40 45 


Glu 


Glu 


Gin 


Ala 


Ser 
50 


Ala 


Phe 


Gin Glu 


Gin Glu lie Asp Gly Lys 
55 60 


Ser 


Leu 


Leu 


Leu 


Met 
65 


Thr 


Arg 


Asn Asp 


Val Leu Thr Gly Leu Gin 
70 75 


Leu 


Lys 


Leu 


Gly 


Pro 
80 


Ala 


Leu 


Lys He 


Tyr Glu Tyr His Val Lys 
85 90 


Pro 


Leu 


Gin 


Thr 


Lys 
95 


His 


Leu 


Lys Asn 


Asn Ser Ser 
100 



<210> 67 
<211> 287 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2689674CD1 

<400> 67 



Met 


Ala 


Ala 


Ser 


Leu 


Trp 


Met Gly Asp 


Leu Glu Pro Tyr Met Asp 


1 








5 






10 15 


Glu 


Asn 


Phe 


lie 


Ser 
20 


Arg 


Ala Phe Ala 


Thr Met Gly Glu Thr Val 
25 30 


Met 


Ser 


Val 


Lys 


lie 
35 


lie 


Arg Asn Arg 


Leu Thr Gly He Pro Ala 
40 45 


Gly 


Tyr 


Cys 


Phe 


Val 
50 


Glu 


Phe Ala Asp 


Leu Ala Thr Ala Glu Lys 
55 60 


Cys 


Leu 


His 


Lys 


lie 
65 


Asn 


Gly Lys Pro 


Leu Pro Gly Ala Thr Pro 
70 75 


Ala 


Lys 


Arg 


Phe 


Lys 
80 


Leu 


Asn Tyr Ala 


Thr Tyr Gly Lys Gin Pro 
85 90 


Asp 


Asn 


Ser 


Pro 


Glu 


Tyr 


Ser Leu Phe 


Val Gly Asp Leu Thr Pro 










95 






100 - 105 


Asp 


Val 


Asp 


Asp 


Gly 

110 


Met 


Leu Tyr Glu 


Phe Phe Val Lys Val Tyr 
115 120 


Pro 


Ser 


Cys 


Arg 


Gly 

125 


Gly 


Lys Val Val 


Leu Asp Gin Thr Gly Val 
130 135 
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Ser 


Lys 


Gly Tyr 


Gly 


rflc 


Val 


Lys 


fiie 1 nr 


noy 


Glu 




CZl Tl 
\3±ll 
















1 A c 
14D 








IjU 


Lys 


Arg 


Ala Leu 


Thr 


(jlU 


Cys 


r>~\ ti 


oly Ala 


Val 


vjj. y 




Ser 








155 








ICO 








lOD 


Lys 


Pro 


Val Arg 


Leu 


Ser 


vai 


£\±CL 


He Pro 


T 

Lys 


Ala 


Ser Arg 


Val 








170 








1/D 








loU 


Lys 


Pro 


Val Glu 


Tyr 


Ser 


Qjin 


Met 


Tyr Ser 


Tyr 


Ser 


lyr i\sn 


vain 








IOC 

185 








ion 








iyo 


Tyr 


Tyr 


Gin Gin 


Tyr 


Gin 


Asn 


Tyr 


Tyr Ala 


(jin 


Trp 


Gly Tyr 


Asp 








i n a 
















/ilU 


Gin 


Asn 


Thr Gly 


Ser 


Tyr 


Ser 


Tyr 


Ser Tyr 


Pro 


vain 


Tyr Gly 


Tyr 








2lo 








0 0 n 
zZ U 










Thr 


Gin 


Ser Thr 


Met 


Gin 


Thr 


Tyr 


Glu Glu 


Val 


Gly 


Asp Asp 


Ala 








230 








235 








240 


Leu 


Glu 


Asp Pro 


Met 


Pro 


Gin 


Leu 


Asp Val 


Thr 


Glu 


Ala Asn 


Lys 








245 








250 








255 


Glu 


Phe 


Met Glu 


Gin 


Ser 


Glu 


Glu 


Leu Tyr 


Asp 


Ala 


Leu Met 


Asp 








260 








265 








270 


Cys 


His 


Trp Gin 


Pro 


Leu 


Asp 


Thr 


Val Ser 


Ser 


Glu 


He Pro 


Ala 








275 








280 








285 



Met Met 
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<400> 68 



Met 


Lys 


Lys Asn 


Glu 


Val 


Tyr 


Glu 


Thr 


Phe 


Ser 


Tyr 


Pro 


Glu 


Ser 


1 


5 










10 










15 


Tyr 


Ser 


Pro Thr 


Leu 


Pro 


Val 


Ser 


Arg Arg 


Glu 


Asn 


Asn 


Ser 


Pro 








20 










25 










30 


Ser 


Asn 


Leu Pro 


Arg 


Pro 


Ser 


Phe 


Cys Met 


Glu 


Glu 


Tyr Gin 


Arg 








35 










40 










45 


Ala 


Glu 


Leu Glu 


Glu 
50 


Asp 


Pro 


He 


Leu 


Ser 
55 


Arg 


Thr 


Pro 


Ser 


Pro 
60 


Val 


His 


Pro Ser 


Asp 
65 


Phe 


Ser 


Glu 


His 


Asn 
70 


Cys 


Gin 


Pro 


Tyr 


Tyr 
75 


Ala 


Ser 


Asp Gly 


Ala 
80 


Thr 


Tyr 


Gly 


Ser 


Ser 
85 


Ser 


Gly 


Leu 


Cys 


Leu 
90 


Gly 


Asn 


Pro Arg 


Ala 
95 


Asp 


Ser 


He 


His 


Asn 
100 


Thr 


Tyr 


Ser 


Thr 


Asp 
105 


His 


Ala 


Ser Ala 


Ala 
110 


Pro 


Pro 


Ser 


Val 


Thr 
115 


Arg 


Ser 


Pro 


Val 


Glu 
120 


Asn 


Asp 


Gly Tyr 


lie 
125 


Glu 


Glu 


Gly 


Ser 


He 
130 


Thr 


Lys 


His 


Pro 


Ser 
135 


Thr 


Trp 


Ser Val 


Glu 


Ala 


Val 


Val 


Leu 


Phe 


Leu 


Lys 


Gin Thr 


Asp 






140 










145 










150 


Pro 


Leu 


Ala Leu 


Cys 


Pro 


Leu 


Val 


Asp Leu 


Phe 


Arg 


Ser 


His 


Glu 








155 










160 










165 


He 


Asp 


Gly Lys 


Ala 
170 


Leu 


Leu 


Leu 


Leu 


Thr 
175 


Ser 


Asp 


Val 


Leu 


Leu 
180 


Lys 


His 


Leu Gly 


Val 


Lys 


Leu 


Gly 


Thr 


Ala 


Val 


Lys 


Leu Cys 


Tyr 






185" 










190 










195 


Tyr 


He Asp Arg 


Leu 


Lys 


Gin 


Gly 


Lys 


Cys 


Phe 


Glu 


Asn 







200 205 
<21G> 63 
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<211> 177 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 2738293CD1 

<400> 69 



Met 


Ser 


Lys 


Leu 


Ser 


Phe Arcr Ala. Ar*cr Ala Leu 


Astd Ala Ala Lvs 


1 








5 


10 


15 


Pro 


Leu 


Pro 


lie 


TVr 


Arcr Glv Lvs A qd Met Pro 


Asd Leu Asn Asn 










20 


25 


30 




Val 


Ser 


lie 


Asn 


Atct Ala Val Prn filn Mel - 
nx y AJ.a vax riu oxii ricu 












35 


40 


45 


Glu 


u_y o 


Glu 




m ii 


oct vjj.u nia nib lieu uxn 


21y*it Til a Tl o Cor 
niy Ala 11c Oci 










50 


55 


60 


Ala 


Gin 


Gin 


Val 


Phe 


Arg Glu Lys Lys Glu Ser 


Met Val He Pro 










65 


70 


75 


Val 


Pro 


Glu 


Ala 


Glu 


Ser Asn Val Asn Tyr Tyr 


Asn Arg Leu Tyr 










80 


85 


90 


Lys 


Gly 


Glu 


Phe 


Lys 


Gin Pro Lys Gin Phe lie 


His He Gin Arg 










95 


100 


105 


lie 


Trp 


Gly 


His 


Tyr 


Gin Pro Glu Thr Thr Leu 


Lys Phe Leu Leu 










110 


115 


120 


Val 


Cys 


Phe 


Val 


His 


Leu Phe Leu Asp His Ser 


He Ser Phe Asn 










125 


130 


135 


Leu 


Gly 


Cys 


Arg 


Ser 


Ala Gin Gly Ser Val Leu 


Arg Lys He Phe 










140 


145 


150 


Cys 


Phe 


Ser 


Phe 


Leu 


Pro Lys Gly Lys Leu Arg 


Asn Thr Lys Phe 










155 


160 


165 


Phe 


Ala 


Phe 


Pro 


Phe 


Cys Met Ala Asn Leu Phe 


Leu 










170 


175 





<210> 70 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2772776CD1 

<400> 70 



Met 


Ala 


Ala 


Thr 


Glu 


Pro 


lie 


Leu Ala Ala Thr 


Gly Ser Pro Ala 


1 








5 






10 


15 


Ala 


Val 


Pro 


Pro 


Glu 


Lys 


Leu 


Glu Gly Ala Gly 


Ser Ser Ser Ala 










20 






25 


30 


Pro 


Glu 


Arg 


Asn 


Cys 


Val 


Gly 


Ser Ser Leu Pro 


Glu Ala Ser Pro 










35 






40 


45 


Pro 


Ala 


Pro 


Glu 


Pro 


Ser 


Ser 


Pro Asn Ala Ala 


Val Pro Glu Ala 










50 






55 


60 


He 


Pro 


Thr 


Pro 


Arg 


Ala 


Ala 


Ala Ser Ala Ala 


Leu Glu Leu Pro 










65 






70 


75 


Leu 


Gly 


Pro 


Ala 


Pro 


Val 


Ser 


Val Ala Pro Gin 


Ala Glu Ala Glu 










80 






85 


90 


Ala 


Arg 


Ser 


Thr 


Pro 


Gly 


Pro 


Ala Gly Ser Arg 


Leu Gly Pro Glu 










95 






100 


105 


"Thr 


Phe 


Arg 


Gin 


Arg 


Phe 


ArgGln Phe^Arg Tyr 


Gin Asp-Ala Ala 










110 






115 


120 


Gly 


Pro 


Arg 


Glu 


Ala 


Phe 


Arg 


Gin Leu Arg Glu 


Leu Ser Arg Gin 










125 






130 


135 




Leu 


Arg 


Pro 


Asp 


He 


Arg Thr Lys Glu Gin 


He Val Glu Met 
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140 145 150 

Leu Val Gin Glu Gin Leu Leu Ala lie Leu Pro Glu Ala Ala Arg 

155 . 160 165 

Ala Arg Arg He Arg Arg Arg Thr Asp Val Arg He Thr Gly 

170 175 



<210> 71 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2774476CD1 



<400> 71 





Asp 


Pro 


Hi a 
Ala 




Ala 

Ala 


Ala 


Asp 


Ova C! ti'r* 


17a 1 Dm Aon ~D~r~r\ 
val if S. \J cl.\J fioii cl.\J 


1 








c 
O 










1 -J 


Leu 


j.nr 


nlS 


Leu 


Ser 


Leu 


bin 


Asp 


Arg Ser 


flu Mot- H.1 ~n T.PH CZl n 
VjIU rlcL \jX1X JjcU uill 


















AD 


D u 


Ser 


Glu 


Ala 


Asp 


Arg 


Arg 


Ser 


Leu 


Pro Gly 


Thr Trp Thr Arg Ser 










35 








40 


45 


Ser 


Pro 


Glu 


His 


Thr 


Thr 


He 


Leu 


Arg Gly 


Gly Val Arg Arg Cys 










50 








55 


60 


Leu 


Gin 


Gin 


Gin 


Cys 


Glu 


Gin 


Thr 


Val Arg 


He Leu His Ala Lys 










65 








70 


75 


Val 


Ala 


Gin 


Lys 


Ser 


Tyr 


Gly 


Asn 


Glu Lys 


Arg Phe Phe Cys Pro 










80 








85 


90 


Pro 


Pro 


Cys 


Val 


Tyr 


Leu 


Ser 


Gly 


Pro Gly 


Trp Arg Val Lys Pro 










95 








100 


105 


Gly 


Gin 


Asp 


Gin 


Ala 


His 


Gin 


Ala 


Gly Glu 


Thr Gly Pro Thr Val 










110 








115 


120 


Cys 


Gly 


Tyr 


Met 


Gly 


Leu 


Asp 


Ser 


Ala Ser 


Gly Ser Ala Thr Glu 










125 








130 


135 


Thr 


Gin 


Lys 


Leu 


Asn 


Phe 


Glu 


Gin 


Gin Pro 


Asp Ser Arg Glu Phe 










140 








145 


150 


Gly 


Cys 


Ala 


Lys 


Thr 


Leu 


Tyr 


He 


Ser Asp 


Ala Asp Lys Arg Lys 










155 








160 


165 


His 


Phe 


Arg 


Leu 


Val 


Leu 


Arg 


Leu 


Val Leu 


Arg Gly Gly Arg Glu 










170 








175 


180 


Leu 


Gly 


Thr 


Phe 


His 


Ser 


Arg 


Leu 


He Lys 


Val He Ser Lys Pro 










185 








190 


195 


Ser 


Gin 


Lys 


Lys 


Gin 


Ser 


Leu 


Lys 


Asn Thr 


Asp Arg Glu Gin Gly 










200 








205 


210 



Gly Ala 



<210> 72 
<211> 256 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2804624CD1 

<400> 72 

Met Lys Leu Leu Glu Asn Ser Ser 

1 " "5 " 

Leu Thr Val Glu Thr Gly Asp Ala 
20 

Ser Tyr Ser Cys Lys Met Ala Gly 
25 



Phe Glu Ala He Asn Ser Gin 
10 - 15 

His He He Gly Arg He Glu 
25 30 

Asp Asp Lys His Met Phe Lys 
40 45 
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Gin Phe 


Cys 


Gin 


Glu 


Glv 


Gin 








50 






Pro Pro 


Gin 


Thr 


Ser 


Glv 


Leu 








65 






Gin Gly 


Gly Glu 


Glu 


Glu 


Glv 








80 






Lys Thr 


Leu 


Phe 


Tvr 


Leu 


lie 








95 






Pro Asp 


Tyr Asp 


Phe 


Ser 


Thr 








110 






Glu Pro 


Ser 


Leu 


Ser 


Trp 


Val 








125 






Phe Ser 


Ala 


Val 




VJX Li 


Asp 








X *± \J 






Trn A cm 
lip xloil 


Ala 


Val 




Gl ii 


Gl ii 








155 






TKrv* Car 


Tyr Asn 


XT X \J 




T.QU 








170 








Leu 


Trp 




•tilts 


7\ on 
noil 








185 






Lys Arg 


lie 


Val 


Phe 


Phe 


Ser 








200 






Tyr Thr 


Pro 


Ser 


Glu 


Ala 


Gly 








215 






Glu Glu 


Glu 


Val 


Glu 


Glu 


Glu 








230 






Glu Glu 


Thr 


Ser 


Thr 


Met 


Glu 



245 

lie 



Pro His 


Val 


Leu Glu Ala Leu 


Ser 




55 




60 


Ser Pro 


Ser 


Arg Leu Ser Lys 


Ser 




70 




75 


Pro Leu 


Ser 


Asp Lys Cys Ser 


Arg 




85 




90 


Ala Thr 


Leu 


Asn Glu Ser Phe 


Arg 




100 




105 


Ala Arg 


Ser 


His Glu Phe Ser 


Arcr 




115 




120 


Val Asn 


Ala 


Val Asn Cys Ser 


Leu 




130 




135 


Phe Lys 


Asp 


Leu Lys Pro Gin 


Leu 




145 




150 


lie Cys 


Leu 


Ala Glu Cvs Ast5 


lie 




160 




165 


Asp Ser 


Asp 


Pro Phe Glv Glu 


Asp 




175 




180 


Tyr Phe 


Phe 


Tvr Asn Lvs Arcr 


Leu 




190 




195 


Cys Arg 


Ser 


lie Ser Gly Ser 


Thr 




205 




210 


Asn Glu 


Leu 


Asp Met Glu Leu 


Gly 




220 




225 


Ser Arg 


Ser 


Arg Gly Ser Gly 


Ala 




235 




240 


Glu Asp 


Arg 


Val Pro Val lie 


Cys 




250 




255 



<210> 73 

<211> 475 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2848225CD1 

<400> 73 



Met 


Asp 


Ala 


Val 


Ala 


Phe 


Glu 


Asp Val 


Ala 


Val Asn Phe Thr 


Gin 


1 








5 








10 




15 


Glu 


Glu 


Trp 


Ala 


Leu 


Leu 


Gly 


Pro Ser 


Gin 


Lys Asn Leu Tyr 


Arg 










20 








25 




30 


Tyr 


Val 


Met 


Gin 


Glu 


Thr 


He 


Arg Asn 


Leu 


Asp Cys He Arg 


Met 










35 








40 




45 


lie 


Trp 


Glu 


Glu 


Gin 


Asn 


Thr 


Glu Asp 


Gin 


Tyr Lys Asn Pro 


Arg 










50 








55 




60 


Arg 


Asn 


Leu 


Arg 


Cys 


His 


Met 


Val Glu 


Arg 


Phe Ser Glu Ser 


Lys 










65 








70 




75 


Asp 


Ser 


Ser 


Gin 


Cys 


Gly 


Glu 


Thr Phe 


Ser 


Leu He Arg Asp 


Ser 










80 








85 




90 


He 


Val 


Asn 


Asn 


Ser 


He 


Cys 


Pro Gly 


Glu 


Asp Pro Cys Gin 


Ser 










95 








100 




105 


Ala 


Glu 


Cys 


Glu 


Glu 


Val 


He 


Met Gly 


His 


Leu Ser Leu Asn 


Ser 










110 








115 




120 


His 


lie 


Arg 


Val 


Asp 


Ser 


Gly 


His Lys 


Pro 


His Glu Tyr Gin 


Glu 










125 








130 




135 


Tyr 


Gly 


Glu 


Lys 


Pro 


His 


Thr 


His Lys 


Gin 


Arg Gly Lys Ala 


Phe 










140 








145 




150 


Ser 


Tyr 


His 


His 


Ser 


Phe 


Gin 


Ser Arg 


Gly 


Arg Pro His Thr 


Gly 



155 160 165 
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LVS 


Lvs 


Arg 


Tyr Glu 


Cvs 


Lys 


Glu 


Cvs Glv 


Lys Thr Phe Ser 


Ser 








170 








175 




180 


Arg 


Arg 


Asn 


Leu Arg 


Arg 


His 


Met 


Val Val 


Gin Gly Gly Asn 


Ara 








185 








190 




195 


Pro 


Tyr 


Lys 


Cys Lys 


Leu 


Cys 


Gly 


Lys Ala 


Phe Phe Trp Pro 


Ser 








200 








205 




210 


Leu 


Leu 


Arg 


Met His 


Glu 


Arg 


Thr 


His Thr 


Gly Glu Lys Pro 


Tyr 








215 








220 




225 


Glu 


Cys 


Lys 


Gin Cys 


Ser 


Lys 


Ala 


Phe Pro 


Phe Tyr Ser Ser 


Tvr 








230 








235 




240 


Arg 


Arg 


His 


Glu Arg 


Met 


His 


Thr 


Gly Glu 


Lys Pro Tyr Glu 


Cvs 








245 








250 




255 


Lys 


Gin 


Cys 


Ser Lys 


Ala 


Leu 


Pro 


Asp Ser 


Ser Ser Tyr lie 


Arg 








260 








265 




270 


His 


Glu 


Arg 


Thr His 


Thr 


Gly 


Glu 


Lys Pro 


Tyr Thr Cys Lys 


Gin 








275 








280 




285 


Cvs 


Glv 


Lvs 


Ala Phe 


Ser 


Val 


Ser 


Ser Ser 


Leu Arg Arg His 


Glu 








290 








295 




300 


Thr 


Thr 


His 


Ser Ala 


Glu 


LVS 


Pro 


Tyr Glu 


Cys Lys Gin Cys 


Glv 








305 








310 




315 


Lvs 


Thr 


Phe 


His His 


Leu 


Glv 


Ser 


Phe Gin 


lie His Met Lvs 


Arg 








320 








325 




330 


His 


Thr 


Glv 


Asp Arg 


Pro 


His 


Lvs 


Cys Lys 


He Cvs Glv Lvs 


Gly 








335 








340 




345 


Phe 


Asp 


Pro 


Ser Leu 


Val 


Ara 


Tvr 


His Glu 


Ara lie His Thr 


Glv 








350 








355 






Glu 


Lys 


Pro 


Tyr Glu 


Cvs 


Lys 


Gln 


Cys Gly 


Lvs Thr* Leu Ser* 


His 








365 








370 




375 


Ser 


Ser 


Ser 


Phe Arg 


Ara 


His 


Met 


lie Met 


His Thr Glv Glv 


Glv 








3 80 








385 






Pro 


His 


Lys 


Cvs Lvs 


lie 


Cys 


Glv 


Lvs Ala 


Phe Val Tvr Pro 


Ser 








395 








400 




405 


Val 


Cys 


Gin 


Ara His 


Glu 


Lys 


Ser 


His Sen* 


C3lv Glu TjVS Prn 


TVr 
xyx 








410 








415 




420 


Glu 


Cys 


Lys 


Gin Cys 


Gly 


Lys 


Ala 


Leu Ser 


His Ser Ser Ser 


Phe 








425 








430 




435 


Arg 


Arg 


His 


Met Val 


Met 


His 


Thr 


Gly Asp 


Gly Pro Asn Lys 


Cys 








440 








445 




450 


Lys 


Val 


Cys 


Gly Lys 


Ala 


Phe 


Val 


Tyr Pro 


Ser Val Cys Gin 


Arg 








455 








460 




465 


His 


Glu 


Lys 


Thr His 


Trp 


Arg 


Glu 


Thr lie 












470 








475 







<210> 74 

<211> 206 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 2882241CD1 

<400> 74 



Met 


Glu 


Pro 


Leu 


Ala 


Ser Asn He 


Gin Val 


Leu Leu Gin Ala 


Ala 


1 








5 




10 




15 


Glu 


Phe 


Leu Glu 


Arg 


Arg Glu Arg 


Glu Ala 


Glu His Gly Tyr 


Ala 










20 




25 




30 


Ser 


Leu 


Cys 


Pro 


His 


Arg Ser Pro 


Gly Pro 


He His Arg Arg 


Lys 










35 




40 




45 


Lys 


Arg 


Pro 


Pro 


Gin 


Ala Pro Gly 


Ala Gin 


Asp Ser Gly Arg 


Ser 










50 




55 




60 


Val 


His 


Asn 


Glu 


Leu 


Glu Lys Arg 


Arg Arg 


Ala Gin Leu Lys. 


Arg 










65 




70 




75 
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T.0T1 


Glu 


Arg 


Leu 


Lys 


Gl n 

V7XJ1 


Gin 


Met 


Pro 


Lpu Glv Ala Asd 


Cys 








o u 










85 




90 


- 

Aia Arg 


Tyr 


Thr 


1I1X 


T.Q11 

J-ICU 


OCX 


Leu 


Leu Arg 


Ar*rr Ala At*ct Met 


His 


















100 




ins 

X \J J 


He Gin 


Lys 


Leu 


IjXU 


A en 


KjJ.ll 


V7XU 


Gin Arg 




T,VQ 

j-iy& 








1 1 n 

11 U 










115 




120 


ulU, riX y 


Leu 


Arg 


Ser 


uy o 




Gin 


Ser 


Leu 


Gl ti Atct GT n Leu 


Glu 








1Z D 










130 




X J J 


f2l Yl T .el i 


Arg Gly 




Ala 


Glv 


Ala 


Ala 


Glu 


Arcr Glu Arcr Leu 


Arg 








140 










145 




150 


Ala Asp 


Ser 


Leu 


Asp 


Ser 


Ser 


Gly 


Leu 


Ser 


Ser Glu Arg Ser 


Asp 








1 S S 

XJ J 










160 




165 


Ser Asp 


Gin 


Glu 


Glu 


Leu 


Gl ii 

will 


Val 


Asp Val 


Glu Ser Leu Val 


Phe 






170 
X / u 










175 




180 


Gly Gly 


Glu 


Ala 


Glu 


Leu 


Leu 


Arg 


Gly Phe 


Val Ala Gly Gin 


Glu 








185 










190 




195 


His Ser 


Tyr 


Ser 


His 


VjX v 






Ala 


Trp 


Leu 










200 










205 






<210> 75 




















<211> 596 




















<212> PRT 




















<213> Homo sapiens 
















<220> 






















<221> misc_f eature 
















<223> Incyte ID 


No: 


2939011CD1 










<400> 75 




















Met Arg 


Arg 


Asn 


Lys 


Gly 


Asp 


He 


Lys 


Glu 


rrllfci IXLy rXU ulxl 


Gin 


1 






5 










10 




13 


Ser Gin 


Leu 


Ser 


Asp 


Phe 


Met 


Lys 


Met 


Ala 


A en Ala nlii T7al 
ASn Ala ulU Val 


OfcJX 








20 










25 




-3 U 


Val Pro 


Val 


Gly 


Asp 


Val 


Val 


Val 


Val 


Pro 


inr biu biy /isii 


Gl ii 








35 










40 




AS 


Gly Glu 


Asn 


Pro 


Glu 


Asp 


Thr 


Lys 


Thr 


Gin 


Val 11c lieu uin 


Leu 






50 










55 




fin 


Gin Pro 


Val 


Gin 


Gin 


Gly 


Leu 


Phe 


He Asp 


Vaiy m s iriie iyi 










65 










70 




7S 


Arg He 


Tyr 


Glu 


Ala 


Gly 


Ser 


Glu 


Asn 


Asn 


llir nla Val Val 


ax a 




80 










85 




on 


Val Glu 


Thr 


His 


Thr 


He 


His 


Lys 


He 


Glu 


VjrlU. biy 116 xaJbLy 


1 ill 








95 










100 




1 ns 


Gly Thr 


He 


Glu 


Ala 


Asn 


Glu 


Asp 


Met 


Glu 


Tl n Ala TKrT" Pt^o 
lie rt.x a x y x. rx u 


He 






110 










115 




120 


Thr Cys 


Gly 


Glu 


Ser 


Lys 


Ala 


He 


Leu 


Leu 


Trn TiVQ T.wq PVi^ 


Val 






125 










130 




135 


Cys Pro 


Gly 


He 


Asn 


Val 


Lys 


Cys 


Val 


Lys 


Pho Aon Aqt> Gl ti 


Leu 






140 










145 






He Ser 


Pro 


Lys 


His 


Phe 


Val 


His 


Leu 


Ala 


Gl \7 T,\/cs Qpr Thr" 1 
V3X_y x»y o uci nix 


» Leu 






155 










160 




1 fiS 

X V _> 


Lys Asp 


Trp 


Lys 


Arg 


Ala 


He 


Arg 


Leu Gly 


G1\r Ti <=> Mot- TiP>1 1 
\jd. y xxc lie L. xjcu. 


A rrr 






170 










175 




i on 
iou 


Lys Met 


Met 


Asp 


Ser 


Gly 


Gin 


He 


Asp 


Phe 


TH/"*^ <*2l n Wi cs A en 
iyi VjIII nib nop 


xi_y a 






185 










190 




1 QS 

X ,27 J 


Val Cys 


Ser 


Asn 


Thr 


Cys 


Arg 


Ser 


Thr 


Lys 


Phe Asp Leu Leu 


He 








200 










205 




210 


Ser Ser 


Ala 


Arg 


Ala 


Pro 


Val 


Pro 


Gly Gin 


Gin Thr Ser Val 


Val 








215 










220 




225 


Gin Thr 


Pro 


Thr 


Ser 


Ala 


Asp 


Gly 


Ser 


He 


Thr Gin He Ala 


He 








230 










235 




240 


Ser Glu 


Glu 


Ser 


Met 


Glu 


Glu 


Ala 


Gly Leu 


Glu Trp Asn Ser 


Ala 








245 










250 




255 
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Leu 


Thr 


Ala 


Ala 


vai 


mr 


jMeu 


Ala 


Thr 


Glu 


vjXU 


\j-Ly vax ±jy t> 


T ,VQ 










/> bU 










265 






270 


Asp 


Ser 


Glu 


Glu 


lie 


Ser 


VjlU 


Asp 


Thr 


Leu 


Met 


pVio TiVR 


Gly 










*3 n ^ 










280 






285 


Tl o 

ixe 


ax a 


Asp Val 


oiy 


Leu 


lie L. 


Glu 


Glu 


Val 


Val 


CVs A^n Tip 


Gin 










o on 










295 






300 


Lys 


Pi 11 


He 


Glu 


LzXU 


Leu 


Leu 


/\x y 


Gly Val 


Gin 


Gin A"rrr T.£»u 


He 










JUj 










310 






315 




nld 


Pro 


Phe 


t1~\ n 

OXIl 


V dx 


X ill 


Asp 


Ala 


Ala 


Val 


Leu Asn Asn 


Val 










JZU 










325 






330 


Ma 


nxs 


Thr 


Phe 


wiy 


Leu 


rae l. 


nop 


Thr Val 


Lys 


TiVS 1 Ti^ii 

J— 1 Jr O V d -L- JU d Ui. 


Asp 




















340 






*}45 


Asn 


Arg 


Arg Asn 


oin 


vax 


kjXU 


Li XII 


Gly Glu 


Ul u. 


V7X11 "lit- Udi, 






















355 






O \J 


Tnr 


Leu 


Thr Asp 


Leu 


GIU 


Arg 


/"O -rl 

oin 


Leu 


Glu 




oxn Xiys xjys 


VjXil 










■ICC 
JDJ 










370 








Gly 


Gin 


Asp 


His 


Arg 


Leu 


Lys 


oer 


Gin 


Thr 


vax 


win ash vai 


VdX 










"3 O A 

380 










385 








Leu 


Met 


Pro 


Val 


Ser 


Thr 


Pro 


Lys 


Pro 


Pro 


Lys 


ATy -rro Ax y 


Leu 










one 










400 








Gin 


Arg 


Pro 


Ala 


Ser 
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265 


270 


His 


Glu 


Gly 


Gly 


Arg 


Gly 


Pro 


His 


Arg 


Leu 


Pro Asp Leu Arg His 










275 










280 


2 85 


Gin 


Asp 


Pro 


Arg 


Leu 


Gly 


Gly 


Arg 


Leu 


Pro 


Gly His Gin Gly Ala 










290 










295 


300 


Gly 


Ser 


Thr 


Glu 


Gly 


Leu 


Gly 


Arg 


Glu Ala 


Arg Gly Thr Leu Tyr 



310 315 
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Glv 


Gin 


Arg 


\^.y Q UCU 


Pro 


Asp 






Gly 


Val 


Gly Leu 


Gly 








320 








JZ J 








330 


Glv 


Leu. 


Leu 


Glv Glv 


Gin 


Ser 


Gly 




Glv 


Arg 


Ala Ala 


Val 








335 
















345 


Met 


Glu 


Glu 


Gin Cys 


Trp 


Gly 


Trp 


Ala Ser 


Ala 


lie 


Pro Val 


Gin 








350 








355 








360 


Pro 


Cys 


Gly 


Pro Ser 


Gin 


Leu 


Leu 


Phe Val 


Ala 


Asn 


Met Lys 


Tyr 








365 








370 








375 


Pro 


Leu 


Pro 


Gin Ala 


Pro 


Leu 


Gly 


Val Glu 


Ala 


Lys 


Gly Cys 


Arg 








380 








385 








390 


Trp 


Gly 


Ser 


Leu Thr 


Pro 


Ser 


Gin 


Val Gly 


Leu 


Ser 


Arg Lys 


Gly 








395 








400 








405 


Val 


Glu 


Glu 


Gly Gly 


Gly 


His 















410 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 3295381CD1 

<400> 80 



Met 


Ala 


Lys 


Leu 


Tyr 


Glu 


Ala 


Val 


Thr Phe 


Lys 


Asp 


Val 


Ala 


Val 


1 








5 








10 










lb 


lie 


Phe 


Thr 


Glu 


Glu 


Glu 


Leu 


Gly 


Leu Leu 


Asp 


Pro 


Ala 


Gin 


Arg 


















25 












Lys 


Leu 


Tyr 


Arg 


Asp 


Val 


Met 


Leu 


Glu Asn 


Phe 


Arg 


Asn 


Leu 


Leu 










35 








40 










45 


Ser 


Val 


Gly 


His 


Gin 


Pro 


Phe 


His 


Gly Asp 


Thr 


Phe 


His 


Phe 


Leu 










50 








55 










60 


Arg 


Glu 


Glu 


Lys 


Phe 


Trp 


Val 


Met 


Gly Thr 


Thr 


Ser 


Gin Arg 


Glu 










65 








70 










75 


Gly 


Asn 


Leu 


Gly 


Gly 


Glu 


lie 


Gin 


Thr Glu 


Met 


Glu 


Thr Val 


Pro 










80 








85 










90 


Glu 


Ala 


Gly 


Thr 


His 


Glu 


Glu 


Phe 


Ser Cys 


Lys 


Gin 


He 


Trp 


Glu 










95 








100 










105 


Gin 


lie 


Ala 


Ser 


Asp 


Leu 


Thr 


Gly 


Ser Gin 


Asp 


Thr 


Thr 


He 


Ser 










110 








115 










120 


Asn 


Ser 


Gin 


Leu 


Phe 


Glu 


Gin 


Asp 


Asp Asn 


Pro 


Ser 


Gin 


He 


Lys 










125 








130 










135 


Ala 


Arg 


Leu 


Ser 


Thr 


Val 


His 


Thr 


Arg Glu 


Lys 


Pro 


Phe 


Gin 


Gly 










140 








145 










150 


Glu 


Asn 


Cys 


Lys 


Gin 


Phe 


Phe 


Ser 


Asp Val 


Ser 


Phe 


Phe 


Asp 


Leu 










155 








160 










165 


Pro 


Gin 


Gin 


Leu 


Tyr 


Ser 


Gly 


Glu 


Lys Ser 


His 


Thr 


Cys 


Asp 


Glu 










170 








175 










180 


Cys 


Gly 


Lys 


Ser 


Phe 


Cys 


Tyr 


lie 


Ser Ala 


Leu 


His 


He 


His 


Gin 










185 








190 










195 


Arg 


Val 


His 


Met 


Gly 


Val 


Lys 


Cys 


Tyr Lys 


Cys 


Asp 


Val 


Cys 


Gly 










200 








205 










210 


Lys 


Glu 


Phe 


Ser 


Gin 


Ser 


Ser 


Arg 


Leu Gin 


Thr 


His 


Gin Arg 


Val 










215 








220 










225 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Phe 


Lys 


Cys Glu 


Gin 


Cys 


Gly Lys 


Gly 










230 








235 










240 


Phe 


Arg -Cys 


Arg 


Ser 


Ala 


Leu 


Lys_ 


Val His 


Cys 


Lys 


Leu 


His 


Met 










245 








" 250 










255 


Arg 


Glu Lys 


Pro 


Tyr 


Asn 


Cys 


Glu Lys Cys 


Gly 


Lys 


Ala 


Phe 


Met 










260 








265 










270 


His 


Asn 


Phe 


Gin 


Leu 


Gin 


Lys 


His 


His Arg 


lie 


His 


Thr Gly 


Glu 



275 280 285 
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Lys 


Pro 


Phe 


Lys Cys 
290 


Glu 


He 


Cys 


Ser 


Ser 


Leu 


Asn Arg 
305 


His 


Cys 


Met 


Tyr 


Lys 


Ser 


Glu Lys 
320 


Tyr 


Gly 


Arg 


Leu 


His 


Lys 


His Gin 


Met 


He 


His 






335 








Cys 


Lys 


Glu 


Cys Gly 
350 


Lys 


Ser 


Phe 


Val 


His 


Gin 


Arg Val 
365 


His 


Thr 


Gly 


Glu 


Cys 


Gly 


Lys Gly 
380 


Tyr 


He 


Ser 


His 


Arg 


Thr 


His Thr 
395 


Gly 


Glu 


Arg 


Glv 


Lvs 


Ser 


Phe Arg 
410 


His 


Ala 


Ser 


Leu 


His 


Cys 


Gin Arg 
425 


Lys 


Pro 


Leu 


Arg 


Leu 


Val 


Cys Arg 
440 


Ser 


Tyr 


Cys 


Ser 


Gly 


Glu 


Asn Pro 
455 


Ser 


Lys 


Cys 


Lys 


Arg 


Arg 


Leu Asn 


Leu 


Asp 


He 



470 

Asp lie 
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<223> Incyte ID No: 3364774CD1 

<400> 81 



Met 


Ser 


Ala 


Asp 


Gly 


Gly 


Gly 


He 


1 








5 








Thr 


Pro 


Pro 


Glu 


Val 
20 


Pro 


Asp 


Arg 


Pro 


Ser 


Lys 


Leu 


Gly 
35 


Glu 


Ala 


Val 


Ser 


Leu 


His 


He 


Lys 
50 


Met 


Glu 


Pro 


Ala 


Ser 


Gin 


Glu 


Asp 
65 


Gly 


Ala 


Gin 


Leu 


Ser 


His 


Gly 


Ser 
80 


Lys 


Glu 


Lys 


Ala 


Leu 


Pro 


Ser 


Pro 
95 


Arg 


He 


Pro 


Thr 


Arg 


Asp Arg 


Gin 


Met 


Ala 


Ala 










110 








Gin 


Met 


Pro 


Val 


Thr 
125 


Phe 


Glu 


Asp 


_Glu 


Glu. 


Trp_Gly 


Arg 


Leu 


Asp 


His 










140 








Asp 


Val 


Leu 


Gin 


Lys 
155 


Lys 


Asn 


Gly 


Ser 


Arg 


Pro 


Phe 


Trp 


Ala 


Pro 


Gin 



170 



Glv 


Lys 


Ser Phe Cys 


Leu 


Arcr 




995 






300 


Val 


His 


Thr Ala Glu 


Lys 


Leu 




O ~L U 






315 


Gly 


Phe 


He Asd At a 


Leu 


Asp 




325 






330 


Met 


Glv 


Gin Lys Pro 


Tvr 


Asn 




340 






345 






Ser Ser TVr 


Leu 


Leu 




155 






360 


Glu 


Lys 


Pro Tvr Lvs 


Cys 


Glu 




O 1 \J 






175 


Lys 


Ser 


Glv Leu A^n 


Phe 


His 




1R5 






-J J V 


Ser 




A cri Pv9 Ion 


Asn 


Pvs 




400 






405 


Ser 


Tip 


JjcU rVoll alb 


Lys 


J-J_Y to 










490 


Lys 


Cys 


Glu Asp Cys 


Gly 


Lys 




430 






435 


Lys 


Asp 


Gin Gin Arg 


Asp 


His 




445 






450 


Glu 


Asp 


Cys Gly Lys 


Arg 


Tyr 




460 






465 


He 


Leu 


Ser Leu Phe 


Leu 


Asn 




475 






480 



Gin 


Asp 


Thr Gin Asp 


Lys 


Glu 




10 






15 


Gly 


His 


Pro His Gin 


Glu 


Met 




25 






30 


Pro 


Ser 


Gly Asp Thr 


Gin 


Glu 




40 






45 


Glu 


Glu 


Pro His Ser 


Glu 


Gly 




55 






60 


Gly 


Ala 


Trp Gly Trp 


Ala 


Pro 




70 






75 


Ala 


Leu 


Phe Leu Pro 


Gly 


Gly 




85 






90 


Val 


Leu 


Ser Arg Glu 


Gly 


Arg 




100 






105 


Ala 


Leu 


Leu Thr Ala 


Trp 


Ser 




115 






120 


Val 


Ala 


Leu Tyr Leu 


Ser 


Arg 




130 






135 


Thr 


Gin 


Gin Asn Phe 


Tyr 


Arg 




145" 






1-5-0- 


Leu 


Ser 


Leu Gly Phe 


Pro 


Phe 




160 






165 


Ala 


His 


Gly Lys Gly 


Glu 


Ala 




175 






180 
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Ser 


Glv 


Ser 


cpf Arcr 


Gin 


Ala 


Gly Asp 


Glu 


Lys Glu Trp 


Aror 


Glv 








185 








190 






195 


Ala 


Cys 


Thr 


Gly Ala 


Val 


Glu 


Val Gly 


Gin 


Arg Val Gin 


Thr 


Ser 








200 








205 






210 


Ser 


Val 


Ala 


Ala Leu 


Glv 


Asn 


Val Lys 


Pro 


Phe Arg Thr 


Arcr 


Ala 








215 








220 






225 


Glv 


Arcr 


Val 


Gin Trp 


Gly 


Val 


Pro Gin 


Cvs 


Ala Gin Glu 


Ala 


Ala 








230 








235 






240 


Cvs 


Glv 


Arg 


Ser Ser 


Gly 


Pro 


Ala Lys 


Asn 


Ser Gly Gin 


Pro 


Ala 








245 








250 






255 


Glu 


Pro 


Asp 


Arg Thr 


Pro 


Asp 


Ala Ala 


Pro 


Pro Asp Pro 


Ser 


Pro 








260 








265 






270 


Thr 


Glu 


Pro 


Gin Glu 


Tvr 


Arcr 


Val Pro 


Glu 


Lys Pro Asn 


Glu 


Glu 








275 








280 






285 


Glu 


Lys 


Glv 


Ala Pro 


Glu 


Ser 


Gly Glu 


Glu 


Glv Leu Ala 

VrfJ«jr UWU ^iXiA 


Pro 


Asp 








290 








295 






300 


Ser 


Glu 


Val 


Gly Arg 


Lys 


Ser 


Tyr Arg 


Cvs 


Glu Gin Cvs 


Glv 


Lys 








305 








310 






315 


Glv 


Phe 


Ser 


Trp His 


Ser 


His 


Leu Val 


Thr 


TTi o AtTT A 7~(T 
tixo ni y 


Thr 


His 








320 








325 






330 


Thr 


Glv 


Glu 


Lys Pro 


Tvr 
A jf *• 


Ala 


Cys Thr 


Asp 


Pv^3 Glv TiV<5 
v.. y o \jx_y i_iy o 


Arcr 
/\i y 


Phe 
















^40 






j •* «> 


m v 

vjiy 


rii y 




oci mo 


JJCU 


Tl e 
lie 


Gl n "Mi q 
oni riJLo 


Gl n 


Tip Tl Hi q 
lit: lie nio 


X ill 


Gl v 








JJu 








"3 5 5 

J) J J 






J o u 


Gl u 


Lys 


Irl w 


Tyr Thr 




C 1 u 


Al a ("Vc! 


Arg 


T,-\7C? Cpy PVi<=» 
uyo jci fiic 


Car 


His 

111 o 
















^70 

•j f \j 






^75 


Hi s 


Ssi" 


1 111 


Leu Xle 


Gin 


His 


Gl n Ar*rr 


lie 


nio iin 


Gl u 


T iVTQ 








J O v 








JOJ 






? QD 

JjU 


Pro 


1 j i 


Val 


vjf o nop 


Arg 


Cys 


AT Pi Ta/q 


Arg 


rnc mi ill y 


Arg 


Ser 








395 








400 






405 


Asp 


Leu 


Val 


Thr His 


Gin 


Gly 


Thr Hi s 


Thr 


Glv Ala Lvs 


Pro 


His 








410 








415 






420 


Lys 


Cys 


Pro 


lie Cys 


Ala 


Lys 


Cys Phe 


Thr 


Gl n c;er" ciot 

V711 1 QC1 OG-L 


Ala 










425 








430 






435 


Val 


Thr 


His 


Gin Arg 


Thr 


His 


Thr Gly 


Val 


Lvs Puro Tvr 


Pro 


Cys 








440 








445 






450 


PrO 


Glu 


Cys 


Gly Lys 


Cys 


Phe 


Ser* Gin 


rviy 


Ser Asn Leu 

O^J> iwll UCU 


lie 


Ala 








455 








460 






465 


His 


Asn 


Arg 


Thr His 


Thr 


Glv 
vjiy 


Glu Lvs 


Pro 


Tvr* Hi s Cvs 


Leu 


Asp 








470 








475 








Cvs 


Gly 


Lvs 


Ser Phe 


Ser 


His 


Ser Ser 


His 


Leu Thr Ala 


His 


Gin 








485 








490 






495 


Arg 


Thr 


His 


Arg Gly 


Val 


Arg 


Pro Tyr 


Ala 


Cys Pro Leu 


Cys 


Gly 








500 








505 






510 


Lys 


Ser 


Phe 


Ser Arg 


Arg 


Ser 


Asn Leu 


His 


Arg His Glu 


Lys 


lie 








515 








520 






525 


His 


Thr 


Thr 


Gly Pro 


Lys 


Ala 


Leu Ala 


Met 


Leu Met Leu 


Gly 


Ala 








530 








535 






540 


Ala 


Ala 


Ala 


Gly Ala 


Leu 


Ala 


Thr Pro 


Pro 


Pro Ala Pro 


Thr 
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Met Ala Ser Lys lie Leu Leu Asn Val Gin Glu Glu Val Thr Cys 
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Drn Tl o 
XT a. \j lie 


Cys 


T.ei 1 


Glu 


Leu 


Leu 


Thr 


Glu 


Pro 


Leu Ser Leu Asd 


Cys 






20 










25 




30 


Gly His 


Ser 


Leu 


Cvs 


Arcr 


Ala 


Cvs 


He 


Thr 


Val Ser Asn Lys 


Glu 








35 










40 




45 


Ala Val 


Thr 


Ser 


Met 


Glv 


Glv 


Lys 


Ser 


Ser 


Cys Pro Val Cys 


Glv 








50 










55 




60 


lie Ser 


xyx 


Ser 


Phe 


Glu 


His 


Leu 


Gin 


Ala 


Asn Gin His Leu 


Ala 






65 










70 




75 


Asn lie 


Val 


Glu 


Arg 


Leu 


Lys 


Glu 


Val 


Lys 


Leu Ser Pro Asp 


Asn 








80 










85 




90 


Gly Lys 


Lys 


Ai y 


Asp 


Leu 


Cys 


Asp 


His 


His 


Glv Glu Lvs Leu 


Leu 








95 
? -j 










100 




105 


T.eu phe 


Cys 


Lys 


Glu 


Asp 


Ara 


Lvs 


Val 


He 


Cys Trp Leu Cys 


Glu 








110 










115 




120 


Arg Ser 




Glu 


His 


Ara 

nx y 


Glv 


His 


His 


Thr 


Val Leu Thr Glu 


Glu 






125 










130 




135 


val Jtrixc 


Lys 


uiu 




Gin 


Glu 


Glu 


Leu 


Gin 


Ala Val Leu Lvs 

x*x a v a x. xj c u J— i_y o 


Arg 








140 










145 




150 


Leu Lys 


x ixx 


Glu 


Glu 


Glu 


Glu 


Ala 


Glu 


Lys 


Leu Glu Ala Asd 

jucu nxa no^/ 


He 






ij j 










1 fin 

luu 




165 


Arg Glu 






Thr 


Ser 


xxjj 


Lys 


Tvr 
lyx 


Gin 


Val Gin Thr Glu 

v a jl vjxii xxxx uiu 


Arcr 
**x y 








1 7fl 

± / \j 










175 




180 


Gin Arg 


Leu 


Vjlll 


1 XIX. 


vl U 


XTXXC 




Gl n 

OXil 


Leu 


Arcr Ser Tl e Tieu 
ai y uci lie ucu 


Asn 






lO J 










190 




195 


A on f2l 1 1 


ulU 


m n 


A vrr 

«-x y 


Glu 


Tien 


Gin 

will 


A Y°CT 


Leu 


Glu Glu Glu Glu 

U1U vlU V3XU vXU. 


Lys 








9nn 














210 


Lijo XI 11 


T.ei l 
UC Li 


AO 


Lys 


Phe 


Ala 


Glu 


Ala 


Glu 


Aqn Glu Leu Val 


Gin 






9 1 R 
6ij 










220 




225 


Gin Lys 


VjrJLIl 


Leu 


Val 

Val 


rg 


VJlU 


XJC LI 


Tl e 

11C 


Ser 


a on Val Glu C*vs 

-TXO^/ VHX V7XU V* jr O 


Arcr 
**xy 
















9^5 
z j j 




240 


Ser Gin 


Trp 


Ser 


1 11X7 


1*1 e U 


nl 11 

UlU 


Leu 


Leu 


Ulil 


A csn Met* Cor fil \r 
nop rlCU OCX <JX_y 


He 








94R 

Z ft 3 














9SS 


Met Lys 


Trp 


Ser 


rzi n 


Tl e 
lie 


Trp 


Arg 


Leu 


Lys 


T.ttq Drn T.\7"G Met" 

Liy o XT X V XJy O XTlC L. 


Va 1 
vai 








9 fin 














97(1 


Ser Lys 


Lys 


Leu 


Lys 


1 XIX 


Val 
Val 


Phe 

Xt 11c 


nx o 


Ala 
nla 


Prn A c«r\ Tien Qpr 
nu no^ xjc Li ocx 


«x y 








Z / 3 










9 RO 
z o u 




9R5 






Met- 
ric u 


Phe 

IT llC 


Hirer 
"X y 




XJC u 


Thr 

X1XX 


Ala 


Val Arcr CVq TH/r 
vox fiiy v»»jf© i jf x 


X x^ 








9 on 










9QS 
^ j j 




O \J \J 


Val /\bp 


val 


X ILL 


UcU 


A QT1 
noil 


OCX 


Val 

VOX 


XiOll 


Leu 


Aqn Tieu Asn Leu 

noil ucu oil ucu 


Val 






JUJ 










Tin 

J1U 




315 




fll 11 

JL Li 


A on 
nop 


VJX11 


" x y 


Ulil 


Val 
vai 


He 
X xc 


Ser 


Val Pro Tie Tro 

v ax c a. w xxc x x ^ 


Pro 








"390 

D £>\J 










325 




330 


Irlle \Jlll 


xxp 


xyx 


Asn 




Glv 


Val 


Leu 


Glv 


Ser Gin Tvr Phe 


Ser 








j j j 










340 




345 


Qor fll \7" 


u_y o 


His 


"■-Jr x 


Trn 


Glu 


Val 


Asp 


Val 


Ser Lvs Lvs Thr 


Ala 








350 










355 




360 


T , Y*T> Tip 
lip lie 


Leu 


Gly 


Val 


A jr- 1 - 


Cys 


Arg 


Thr 


Tvr 


Ser Arg His Met 


Lys 








365 










370 




375 


T*vr Val 

XJ/X V«J. 


Val 


Arg 


Arg 


Cys 


Ala 


Asn 


Arg 


Gin 


Asn Leu Tyr Thr 


Lys 








380 










385 




390 


TH/v Arcr 
ijf i. "i y 


Pro 


Leu 


Phe 


Glv 




Tro 
ai p 


Val 


He 


Gly Leu Gin Asn 


Lys 








395 










400 




405 




xyx 


Gly 


Val 


Phe 


Glu 


Glu 


Ser 


Leu 


Ser Ser Asn Pro 


Glu 








410 










415 




420 


Val Leu 


Thr 


Leu 


Ser 


Met 


Ala 


Val 


Pro 


Pro 


Cys Arg Val Gly 


Val 








425 










430 




435 


Phe Leu 


Asp 


Tyr 


Glu 


Ala 


Gly 


He 


Val 


Ser 


Phe Phe Asn Val 


Thr 








.440 










445 




450 


Ser His 


Gly 


Ser 


Leu 


He 


Tyr 


Lys 


Phe 


Ser' 


Lys Cys Cys Phe 


Ser 








455 










460 




465 


Gin Pro 


Val 


Tyr 


Pro 


Tyr 


Phe 


Asn 


Pro 


Trp 


Asn Cys Pro Ala 


Pro 








470 










475 




480 


Met Thr 


Leu 


Cys 


Pro 


Pro 


Ser 


Ser 
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Met 


Ser 


Gin Gly 


Leu 


Pro 


Ala 


Ala Gly 


1 






5 










Val 


Ala 


Ala Pro 


Gly 
20 


Asn 


Gin 


Pro 


Gin 


Ser 


Pro 


Glu Asp 


Asp 
35 


Asp 


Arg 


Lys 


Val 


Arg 


Val 


Ala Ala 


Gin 


Arg 


Ser 


Arg Lys 








50 










Asp 


Lys 


Leu His 


Glu 
65 


Glu 


Tyr 


Glu 


Ser 


Met 


Leu 


Arg Arg 


Glu 
80 


He 


Gly 


Lys 


Leu 


Leu 


Thr 


Glu 'Ala 


Leu 
95 


Lys 


Glu 


His 


Glu 


Leu 


Cys 


Pro Met 


Asn 
110 


Phe 


Val 


Pro 


Val 


Val 


Ala 


Gly Cys 


Leu 


Pro 


Arg 







125 
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<400> 84 



Met 
1 


Arg 


Cys 


Asp 


Phe 
5 


Cys 


Gly 


Ala Gly 


Leu 


Ser 


Ser 


His 


Ala 


Arg 


Ala 


His Leu 










20 








Asn 


Trp 


Glu 


Leu 


Thr 


Val 


Ser 


Pro He 










35 








Leu 


Ala 


Thr 


Ser 


Ala 


Ala 


Glu 


Gin Pro 










50 








Glu 


Pro 


Gly 


Gly 


Pro 


Pro 


Gly 


Ser Phe 










65 








Arg 
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<212> PRT 

<213> Homo sapiens 
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<223> Incyte ID No: 4153521CD1 
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<211> 540 
<212> PRT 
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<223> Incyte ID No: 4676066CD1 
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1145 








1150 








11D3 


VslU 


ulU 


Leu 


Ser 


Ala 


vjiy 


blU 


Ser 


He 


Thr 


Lys 


Ser 


Gin 


pro vai 








1160 








1165 








11 / u 


Lys 


Ser 


Vai 


Ser 


Thr 


Gly 


Met 


T.iro 
iJjf & 


Ser 


His 


Ser 




Lys 


Ser Pro 








1175 








1180 








1185 


Ala 


Arg 


Thr 


Gin 


Ser 


Pro 


Gly 


Lys 


Cys 


Gly 


Lys 


Asn 


Gly 


Asp Lys 








1190 








1195 








1200 


Asp 


Pro 


Asp 


Leu 


Lys 


Glu 


Pro 


Ser 


Ash Arg 


Leu 


Pro 


Lys^ 


Vai Tyr 








1205 








1210 








1215 


Lys 


Trp 


Ser 


Phe 


Gin 


Met 


Ser 


Asp 


Leu 


Glu 


Asn 


Met 


Thr 


Ser Ala 








1220 








1225 








1230 


GjLu 


Arg 


He 


Thr 


He 


Leu 


Gin 


Glu 


Lys 


Leu 


Gin 


Glu 


He Arg Lys 
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1235 






1240 








1 O A C 


His Tyr Leu 


Ser Leu 


Lys 


Ser Glu 


val Ala 


Ser 


lie 


Asp 


/irg Arg 




1250 






1 o c c 








1/ibU 


Arg Lys Arg 


Leu Lys 


Lys 


Lys Glu 


Arg Glu 


Ser 


Ala 


Ala 


Thr Ser 




1265 






1270 








1275 


Ser Ser Ser 


Ser Ser 


Pro 


Ser Ser 


Ser Ser 


lie 


Thr 


Ala 


Ala Val 




1280 






1285 








1290 


Met Leu Thr 


Leu Ala 


Glu 


Pro Ser 


Met Ser 


Ser 


Ala 


Ser 


Gin Asn 




1295 






1300 








1305 


Gly Met Ser 


Val Glu 


Cys 


Arg 














1310 

















<210> 96 
<211> 504 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 4909754CD1 

<400> 96 



Met 


Ala 


Trp 


Val 


Leu 


Lys 


Met 


Asp 


Glu 


Val 


lie 


Glu 


Ser 


Gly 


Leu 


1 








5 










10 










15 


Val 


His 


Asp 


Phe 


Asp 
20 


Ala 


Ser 


Leu 


Ser 


Gly 
25 


lie 


Gly 


Gin 


Glu 


Leu 
30 


Gly 


Ala 


Gly 


Ala 


Tyr 
35 


Ser 


Met 


Ser 


Asp 


Val 
40 


Leu 


Ala 


Leu 


Pro 


lie 
45 


Phe 


Lys 


Gin 


Glu 


Asp 
50 


Ser 


Ser 


Leu 


Pro 


Leu 
55 


Asp 


Gly 


Glu 


Thr 


Glu 
60 


His 


Pro 


Pro 


Phe 


Gin 
65 


Tyr 


Val 


Met 


Cys 


Ala 
70 


Ala 


Thr 


Ser 


Pro 


Ala 
75 


Val 


Lys 


Leu 


His 


Asp 
80 


Glu 


Thr 


Leu 


Thr 


Tyr 
85 


Leu 


Asn 


Gin 


Gly 


trin 
90 


Ser 


Tyr 


Glu 


He 


Arg 
95 


Met 


Leu 


Asp 


Asn 


Arg 
100 


Lys 


Met 


Gly 


Asp 


Met 
105 


Pro 


Glu 


He 


Ser 


Gly 
110 


Lys 


Leu 


Val 


Lys 


Ser 
115 


lie 


lie 


Arg 


Val 


Val 
120 


Phe 


His 


Asp 


Arg 


Arg 
125 


Leu 


Gin 


Tyr 


Thr 


Glu 
130 


His 


Gin 


Gin 


Leu 


Glu 
135 


Gly 


Trp 


Lys 


Trp 


Asn 
140 


Arg 


Pro 


Gly 


Asp 


Arg 
145 


Leu 


Leu 


Asp 


Leu 


Asp 
150 


He 


Pro 


Met 


Ser 


Val 
155 


Gly 


He 


He 


Asp 


Thr 
160 


Arg 


Thr 


Asn 


Pro 


Ser 
165 


Gin 


Leu 


Asn 


Ala 


Val 
170 


Glu 


Phe 


Leu 


Trp 


Asp 
175 


Pro 


Ala 


Lys 


Arg 


Thr 
180 


Ser 


Ala 


Phe 


He 


Gin 
185 


Val 


His 


Cys 


lie 


Ser 
190 


Thr 


Glu 


Phe 


Thr 


Pro 
195 


Arg 


Lys 


His 


Gly 


Gly 
200 


Glu 


Lys 


Gly 


Val 


Pro 
205 


Phe 


Arg 


He 


Gin 


Val 
210 


Asp 


Thr 


Phe 


Lys 


Gin 
215 


Asn 


Glu 


Asn 


Gly 


Glu 
220 


Tyr 


Thr 


Asp 


His 


Leu 
225 


His 


Ser 


Ala 


Ser 


Cys 
230 


Gin 


He 


Lys 


Val 


Phe 
235 


Lys 


Pro 


Lys 


Gly 


Ala 
240 


Asp 


Arg 


Lys 


Gin 


Lys 
245 


Thr 


Asp 


Arg 


Glu 


Lys 

250 


Met 


Glu 


Lys 


Arg 


Thr 
255 


Ala 


His 


Glu 


Lys 


Glu 
260 


Lys 


Tyr 


Gin 


Pro 


Ser 
265 


Tyr 


Asp 


Thr 


Thr 


lie 
270 


Leu 


Thr 


Glu" 


Cys 


Ser 
275 


Pro 


Trp 


Pro 


Asp 


Ala~ 
280 


Pro 


Thr 


Ala 


Tyr 


Val 
285 


Asn 


Asn 


Ser 


Pro 


Ser 
290 


Pro 


Ala 


Pro 


Thr 


Phe 
295 


Thr 


Ser 


Pro 


Gin 


Gin 
300 


Ser 


Thr 


Cys 


Ssr 


Val 


Pro 


.Asp 


Ser 


Asn 


Ser 


Ser 


Ser 


Pro 


Asn 


His 
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j UD 










Gin 


Gly 


Asp Gly 


Ala 
*a o n 


Ser 


Gin 


Thr 


Ser 


Ser 


Ala 


Thr He 


Gin 

O J J 


Glu 


Thr 


Gin 


Gin 


Phe 


Ser 


Ser Tyr 


Thr 


Arg 


Leu 


Phe 


Ser 


Leu 


Leu 


Lys Leu 


Thr 

3 D J 


Lys 


Glu 


Asp 


Leu 


Ala 


Asp 


Gly He 


Arg 


Leu 


Tyr 


Asn 


Ser 


Arg 


Pro 


Arg Leu 


Thr 


He 


Tyr 


Val 


Cys 


llli 


Val 


T .^i i Pi n 
LicU L?J.n 




m n 

V7J.11 




(Tin 


AlCt 


Asn 


Gly 


Ser Gly 


Ala 


Pro 


Tyr 


Val 


Tyr 


Glu 


Met 


He Ala 


Ser 
/i /in 


Glu 


Val 


Ala 


Arg 


Asn 


lie 


Pro Leu 


His 
455 


Gin 


He 


Asn 


Gin 


Thr 


Gly 


He His 


He 


Leu 


Val 


Ser 


Asp 






470 










Gin 


Asp 


Glu Ser 


Cys 
485 


Phe 


Leu 


Phe 


Ser 


Ser 


Asp 


Gly He 


His 
500 


He 


He 


Leu 


Lys 



<210> 97 

<211> 227 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 4911931CD1 

<400> 97 



Met 


Phe 


Lys 


Arg 


Met 


Ala 


Glu 


Phe 


Gly 


1 








5 










Val 


Lys 


Gly 


Val 


Thr 
20 


He 


Val 


Lys 


Pro 


Ala 


Arg 


Tyr 


Phe 


Gly 
35 


Lys 


Lys 


Arg 


Glu 


Gin 


Trp 


Thr 


Val 


Tyr 
50 


Val 


Lys 


Pro 


Tyr 


Ala 


Tyr 


Val 


Lys 


Lys 
65 


He 


Gin 


Phe 


Lys 


Asn 


Pro 


Leu 


Arg 


Val 
80 


Val 


Thr 


Lys 


Pro 


Thr 


Gly 


Trp 


Gly 


Glu 
95 


Phe 


Glu 


He 


He 


Asp 


Pro 


Asn 


Glu 


Arg 


Pro 


Val 


Thr 


Leu 








110 










Phe 


Gin 


Ser 


Asp 


Thr 
125 


Asn 


Ala 


Met 


Leu 


Ser 


Glu 


Phe 


Tyr 


Asp 
140 


Glu 


Met 


He 


Phe 


Met" 


Gin 


Gin 


Leu 


Leu 
155 


Thr 


Thr 


Ser 


Arg 


Tyr 


Lys 


His 


Glu 


Thr 
170 


Glu 


Phe 


Ala 


Glu 


Glu 


Lys 


Leu 


Glu 


Ala 


Ala 


Lys 


Lys 


Lys 
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310 




315 


Glv 


Glu Gin He Gin 


Pro 


325 




330 




Leu Leu Lys Asn 


Arg 


340 




345 


Asn 


Phe Ser Gly Ala 


Asp 


355 




360 


Val 


Gin He Cvs Glv 


Ala 


370 




375 


Leu 


Lys Ser Arg Ser 


Val 


385 




390 


Ara 


Glu Gin Pro Ser 


Ser 


400 




405 


Ala 


Ser Ser Ala Ser 


Glu 


415 




420 


His 


Ala He Tyr Leu 


Glu 


430 




435 


Lys 


Leu Ala Leu Val 


Phe 


445 




450 


Val 


Tyr Arg Gin Gly 


Pro 


460 




465 


Gin 


Met Val Gin Asn 


Phe 


475 




480 


Thr 


Val Lys Ala Glu 


Ser 


490 




495 



Pro 


Asp Ser Gly Gly 


Arg 


10 




15 


He 


Val Tyr Gly Asn 


Val 


25 




30 


Glu 


Asp Gly His Thr 


His 


40 




45 


Arg 


Asn Glu Asp Met 


Ser 


55 




60 


Leu 


His Glu Ser Tyr 


Gly 


70 




75 


Pro 


Tyr Glu He Thr 


Glu 


85 




90 


He 


Lys He Phe Phe 


He 


100 




105 


Tyr 


His Leu Leu Lys 


Leu 


115 




120 


Gly 


Lys Lys Thr Val 


Val 


130 




135 


Gin 


Asp Pro Thr Ala 


Met 


145 




150 


Gln^ 


Leu Thr Leu Gly 


Ala 


160 




165 


Leu 


Glu Val Lys Thr 


Arg 


175 




180 


Thr 


Ser Phe Glu He 


Ala 



103/189 



WO 01/72777 



PCT/US01/08117 



185 190 195 

Glu Leu Lys Glu Arg Leu Lys Ala Ser Arg Glu Thr lie Asn Cys 

200 205 210 

Leu Lys Asn Glu lie Arg Lys. Leu Glu Glu Asp Asp Gin Ala Lys 

215 220 225 

Asp lie 



<210> 98 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<223> Incyte ID No: 4920433CD1 



<400> 98 




Met 


Ala 


Glu 


Asd GjI V 


1 






5 


Glu 


Ser 


Ser 


Lys Thr 








20 


Asp 


Asn 


Ala 


He Pro 








35 


Asp 


His 


Val 


Thr Ser 








50 


Ser 


Thr 


Thr 


Thr Asp 








65 


Lys 


Ser 


Glu 


Asp Asp 








80 


His 


Leu 


Gin 


Lys Glu 








95 


lie 


Thr 


Arg 


Asp Ser 








110 


Gly 


Asn 


He 


Ser Ser 








125 


Ser 


Thr 


Asp 


He Ala 








140 


Thr 


Gly 


Asp 


Ala Glu 








155 


Leu 


Lys 


Asp 


Ser Ser 








170 


Arg 


Lys 


Lys 


Asp Glu 








185 


Lys 


Ser 


Asn 


Val Pro 








200 


lie 


lie 


Pro 


Glu Ala 








215 


Tyr 


Tyr 


Ser 


Arg His 








230 



Leu 


Pro 


Lys 


He 


T P\rr m 










1 n 


1.1. \J 




Ala Ala 


± IXL 










25 


LVS 


Ser 


Glu 


Thr 


Thr 










40 


Val 


Asn 


Glu Tyr 


Met 










55 


Asn 


Lys 


Leu 


Thr 


Ala 










70 


Met 


Gly 


Thr Asp 


Phe 










85 


He 


Thr 


Ser 


Leu 


Thr 










100 


He 


Thr 


Glu 


His 


Phe 










115 


Pro 


Val 


Thr 


Thr 


Val 










130 


Lys 


Glu 


Asp 


He 


Leu 










145 


He 


Ser 


He 


Thr 


Ser 










160 


Ala 


Gly 


Val 


Ala 


Asp 










175 


Ala 


Asp 


Met 


Ser 


Asn 










190 


Ala 


Asp 


Glu Ala 


Val 










205 


Glu 


He 


Leu 


Leu 


Leu 










220 


Asn 


Cys 


Pro 







Ser His 


Pro Pro 


Thr 






15 


He Phe 


Phe Gly 


Ala 






30 


He Thr 


Ser Glu 


Gly 






45 


Leu Glu 


Ser Asp 


Phe 






60 


Lys Lys 


Glu Lys 


Leu 






75 


He Lys 


Ser Thr 


Thr 






90 


Gly Thr 


Thr Asn 


Ser 






105 


Met Pro 


Val Lys 


He 






120 


Ser Leu 


He Asp 


Phe 






135 


Leu Ala 


Thr He 


Asp 






150 


Glu Val 


Ser Gly 


Thr 






165 


Ala Pro 


Ala Phe 


Pro 






180 


Tyr Asn 


Ser Ser 


He 






195 


Gin Val Thr Asp 


Ser 






210 


Leu Lys 


Lys Pro 


His 






225 



<210> 99 
<211> 511 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 5042113CD1 

<400> 99 

Met Asp Glu Glu Ser Leu Glu Ser Ala Leu Gin Thr Tyr Arg Ala 
1 5 10 15 
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Gin 


Leu 


Gin 


Gin 


Val 
20 


Glu 


Leu 


Ala 


Leu 


Gly 
25 


Ala 


Gly 


Leu 


Asp 


Ser 
30 


Ser 


Glu 


Gin 


Ala 


Asp 
35 


Leu 


Arg 


Gin 


Leu 


Gin 
40 


Gly 


Asp 


Leu 


Lys 


Glu 
45 


Leu 


He 


Glu 


Leu 


Thr 
50 


Glu 


Ala 


Ser 


Leu 


Val 
55 


Ser 


Val 


Arg 


Lys 


Ser 
60 


Arg 


Leu 


Leu 


Ala 


Ala 
65 


Leu 


Asp 


Glu 


Glu 


Arg 
70 


Pro 


Gly 


Arg 


Gin 


Glu 
75 


Asp 


Ala 


Glu 


Tyr 


Gin 
80 


Ala 


Phe 


Arg 


Glu 


Ala 
85 


He 


Thr 


Glu 


Ala 


Val 
90 


Glu 


Ala 


Pro 


Ala 


Ala 
95 


Ala 


Arg 


Gly 


Ser 


Gly 
100 


Ser 


Glu 


Thr 


Val 


Pro 
105 


Lys 


Ala 


Glu 


Ala 


Gly 
110 


Pro 


Glu 


Ser 


Ala 


Ala 
115 


Gly 


Gly 


Gin 


Glu 


Glu 
120 


Glu 


Glu 


Gly 


Glu 


Asp 
125 


Glu 


Glu 


Glu 


Leu 


Ser 
130 


Gly 


Thr 


Lys 


Val 


Ser 
135 


Ala 


Pro 


Tyr 


Tyr 


Ser 
140 


Ser 


Trp 


Gly 


Thr 


Leu 
145 


Glu 


Tyr 


His 


Asn 


Ala 
150 


Met 


Val 


Val 


Gly 


Thr 
155 


Glu 


Glu 


Ala 


Glu 


Asp 
160 


Gly 


Ser 


Ala 


Gly 


Val 
165 


Arg 


Val 


Leu 


Tyr 


Leu 
170 


Tyr 


Pro 


Thr 


His 


Lys 
175 


Ser 


Leu 


Lys 


Pro 


Cys 
180 


Pro 


Phe 


Phe 


Leu 


Glu 
jl o ~> 


Gly 


Lys 


Cys 


Arg 


Phe 
190 


Lys 


Glu 


Asn 


Cys 


Arg 
195 


Phe 


Ser 


His 


Gly 


Gin 


Val 


Val 


Ser 


Leu 


Asp 
205 


Glu 


Leu 


Arg 


Pro 


Phe 
210 


Gin 


Asp 


Pro 


Asp 


Leu 


Ser 


Ser 


Leu 


Gin 


Ala 
220 


Gly 


Ser 


Ala 


Cys 


Leu 
225 


Ala 


Lys 


His 


Gin 


Asp 
230 


Gly 


Leu 


Trp 


His 


Ala 
235 


Ala 


Arg 


He 


Thr 


Asp 
240 


Val 


Asp 


Asn 


Gly 


Tyr 
245 


Tyr 


Thr 


Val 


Lys 


Phe 
250 


Asp 


Ser 


Leu 


Leu 


Leu 
255 


Arg 


Glu 


Ala 


Val 


Val 
260 


Glu 


Gly 


Asp 


Gly 


He 
265 


Leu 


Pro 


Pro 


Leu 


Arg 
270 


Thr 


Glu 


Ala 


Thr 


Glu 
275 


Ser 


Asp 


Ser 


Asp 


Ser 
280 


Asp 


Gly 


Thr 


Gly 


Asp 
285 


Ser 


Ser 


Tyr 


Ala 


Arg 
290 


Val 


Val 


Gly 


Ser 


Asp 
295 


Ala 


Val 


Asp 


Ser 


Gly 
300 


Thr 


Cys 


Ser 


Ser 


Ala 
305 


Phe 


Ala 


Gly 


Trp 


Glu 
310 


Val 


His 


Thr 


Arg 


Gly 
315 


He 


Gly 


Ser 


Arg 


Leu 
320 


Leu 


Thr 


Lys 


Met 


Gly 
325 


Tyr 


Glu 


Phe 


Gly 


Lys 
330 


Gly 


Leu 


Gly 


Arg 


His 
335 


Ala 


Glu 


Gly 


Arg 


Val 
340 


Glu 


Pro 


He 


His 


Ala 
345 


Val 


Val 


Leu 


Pro 


Arg 
350 


Gly 


Lys 


Ser 


Leu 


Asp 
355 


Gin 


Cys 


Val 


Glu 


Thr 
360 


Leu 


Gin 


Lys 


Gin 


Thr 
365 


Arg 


Val 


Gly 


Lys 


Ala 
370 


Gly 


Thr 


Asn 


Lys 


Pro 
375 


Pro 


Arg 


Cys 


Arg 


Gly 
380 


Arg 


Gly 


Ala 


Arg 


Pro 
385 


Gly 


Gly 


Arg 


Pro 


Ala 
390 


Pro 


Arg 


Asn 


Val 


Phe 
395 


Asp 


Phe 


Leu 


Asn 


Glu 
400 


Lys 


Leu 


Gin 


Gly 


Gin 
405 


Ala 


Pro 


Gly 


Ala 


Leu 
410 


Glu 


Ala 


Gly 


Ala 


Ala 
415 


Pro 


Ala 


Gly 


Arg 


Arg 
420 


Ser 


Lys 


Asp 


Met. 


Tyr 
425 


His 


Ala 


Ser 


Lys 


Ser 
430 


Ala 


Lys 


Arg 


Ala 


Leu 
435 


Ser 


Leu 


Arg 


Leu 


Phe 
440 


Gin 


Thr 


Glu 


Glu 


Lys 
445 


He 


Glu 


Arg 


Thr 


Gin 
450 


Arg 


Asp 


lie 


Arg 


Ser 
455 


He 


Gin 


Glu 


Ala 


Leu 
460 


Ala 


Arg 


Asn 


~Ala 


Gly 
465 


Arg 


His 


Ser 


Val 


Ala 
470 


Ser 


Ala 


Gin 


Leu 


Gin 
475 


Glu 


Lys 


Leu 


Ala 


Gly 
480 


Ala 


Gin 


Arg 


Gin 


Leu 


Gly 


Gin 


Leu 


Arg 


Ala 


Gin 


Glu 


Ala 


Gly 


Leu 
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485 490 495 

Gin Gin Glu Gin Arg Lys Ala Asp Thr His Lys Lys Met Thr Glu 

500 505 ' 510 

Phe 



<210> 100 
<211> 247 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 5083 853CD1 

<400> 100 



Met 


Glu 


Val 


Leu 


Glu 


Ser 


Gly 


Glu 


1 








c 
D 








Arg 


Lys 


Leu 


Ser 


Glu 
20 


Leu 


Ser 


Glu 


Met 


Tyr 


His 


Thr 


His 


Pne 


Ser 


Glu 








35 








Asn 


Val 


Leu Gly 


Gin 


Leu 


Leu 


Asn 










50 








Ser 


Val 


Ser 


Met 


Glu 
65 


Val 


Glu 


Pro 


Leu 


lie 


Gin 


Ala 


Glu 
80 


His 


Ser 


Tyr 


Ala 


Gin 


Ser 


Pro 


Phe 
95 


Thr 


His 


He 


Asp 


Glu 


Val 


Glu 


Ser 
110 


Glu 


Lys 


Trp 


Ser 


Thr 


Ser 


He 


Lys 
125 


Thr 


Glu 


Pro 


Gly 


Leu 


Val 


Pro 


Ser 


Val 


Thr 


Leu 








140 








Pro 


Leu 


Glu 


Lys 


Glu 
155 


Glu 


Pro 


Pro 


Asp 


Ser 


Ser 


Cys 


Gin 
170 


Thr 


He 


He 


His 


Glu 


Val 


Asp 


Gin 
185 


Phe 


Leu 


Asn 


Ser 


Ala 


Leu 


Pro 


Val 
200 


Ser 


Leu 


Trp 


Ser 


Thr 


Glu Arg 


Glu 


Tyr 


Gly 


Glu 










215 








His 


Arg 


Cys 


Cys 


Ser 
230 


Trp 


Leu 


Tyr 


Asn 


Lys 


Asn 


Phe 


Ala 
245 


Ser 


Lys 





<210> 101 
<211> 276 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte ID No^: 5283981CD1- 

<400> 101 

Met Gly Ser Lys Ala Leu Pro Ala 

1 5 



Gin 


(j±y 


Val Leu Gin Trp 


Asp 




1U 












Pro 


o»iy 


Asp Gly Glu Ala 


Leu 




25 












Leu 


Leu 


Asp Glu 


Phe 


Ser 


pi — 

vjxn 




40 












Asp 


Pro 


Phe 


Leu 


Ser 


Glu 


Lys 




55 










oil 


Ser 


Pro 


Thr 


Ser 


Pro 


Ala 


Pro 




70 










75 


Ser 


Leu 


Cys 


Glu 


Glu 


Pro 


Arg 




85 










90 


Thr 


Ser 


Asp 


Ser 


Phe 


Asn 


Asp 




100 










105 


Tyr 


Leu 


Ser 


Thr 


Asp 


Phe 


Pro 




115 










120 


lie 


Thr 


Asp 


Glu 


Pro 


Pro 


Pro 




130 










135 


Thr 


He 


Thr 


Ala 


He 


Ser 


Thr 




145 










150 


Leu 


Glu 


Met Asn Thr Gly 


Val 




160 










165 


Pro 


Lys 


He 


Lys 


Leu 


Glu 


Pro 




175 










180 


Phe 


Ser 


Pro Lys Glu Gly 


Leu 




190 










195 


Val 


Met 


Asp Met Val Ser 


Gly 




205 










210 


Arg 


Ala 


Gly Met 


Ser 


Leu 


Tyr 




220 










225 


Glu 


He 


Ala 


Leu 


Phe 


Leu 


Lys 




235 










240 



Pro He Pro Leu His Pro Ser 
10 15 
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Leu 


Gin 


Leu 


Thr 


Asn 
z u 


Tyr 


Ser 


Phe Leu 


Pro 


Ala 


Thr 


Val 


Asp 


His 


Leu 


Gin Gly 


Val 


Gin 


Thr 


Met 


His 

_J u 


Met 


Asn 


His Trp 


Val 


His 


Glu 


He 


Thr 


Arg 


Ser 


Thr He 
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Cys Met Met 


Asp 




100 






105 


Phe 


Leu 


Pro 


Cys Met His 


He 




115 






120 


Trp 


Leu 


Met 


Arg Ser Phe 


Thr 




130 






135 


Asp 


Ala 


Ala 


Leu Leu Ser 


Ser 




145 






150 



Thr Ser Glu Ser Asp Met Asp 
10 15 
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Glu 


Thr 


He 


Asp 


Val 
z \j 


Gly 


Ser 


Glu Asn 


Thr 


Ser 


Ser 


Val 


lie 
35 


Arg 


Leu 


Asn Ser 


lie 


Met 


Ala 


Arg 


Lys 


Lys 


Arg 


Arg Gly 


Arg 


Asp 


Arg 


He 


Asn 
65 


Asn 


Ser 


Leu Ser 


Pro 


Thr 


Ala 


Phe 


Glu 
RO 


Lys 


Gin 


Gly Ser 


Gl 11 


lie 


Leu 


Gin 


Mf»t 


Thr 


Val 

V dJL 




Thr 


Gly 


Gly Lys 


Gly 


Tyr 


Phe 


Asp Ala 


















Phe 


Met 


Ser 


He 


Gly 

IOC 


Phe 


Arg 


Glu Cys 


Tyr 


Leu 


Ser 


Ser 


Val 

1 AC\ 
X4fcU 


Glu 


Gly 


Leu Asp 


Val 


Arg 


Leu Val 


Ser 


His 


Leu 


Ser Thr 


















Ala 


Ala 


Ala 


Met 


Thr 
1 / U 


Ser 


Ser 


Met Ala 


HIS 


Pro 


His 


His 


Trp 

loD 


ax a 


AX a. 


ax a irne 


Leu 


Leu 


Gin 


Pro 


Asn 
zuu 


Gly 


Leu 


His Ala 


Arg 


Leu 


Ser 


Thr 


Thr 

ZXO 


Ser 


Glu 


Val Pro 


Leu 


Leu 


Thr 


Ala 


Thr 


Phe 


Ala 


His Ala 


Pro 


Ser 


Thr Gly 


Ser 


Val 


Ala 


Pro Cys 










0 4 R 








Ser 


Leu 


Leu 


Ser 


Leu 

9 £ n 
z o u 


Ser 


Ala 


Thr Val 


Ala 


Thr 


Ala 


Ala 


Ala 
o "7 c; 

Z / 3 


His 


Ser 


Phe Pro 


Phe 


Pro 


Met 


Leu 


Pro 
290 


Pro 


Asn 


Ala Ala 


Thr 


Ala 


He 


Ser 


Pro 
305 


Pro 


Leu 


Ser Val 


Gin 


Gin 


Thr 


Ser 


Ser 
320 


Gly 


Thr 


Asn Asn 


Gly 


Thr 


Glu 


Val 


Gly 
335 


Ala 


Phe 





<210> 107 
<211> 535 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 5951431CD1 

<400> 107 

Met Ala Ala Glu Pro Asn Lys Thr Glu 

1 5 
Arg Leu Arg Ala Val Pro Thr Asn Lys 
20 

Ala Lys Asn Pro Ser Trp Ala Ser He 
35 

Cys He Asp Cys Ser Gly Val His Arg 
50 



1 
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Asn 


j._y.L 


Ser Gly Gin 


Ser 














Pro 


Thr 


Thr 


Thr 


Ser 


Gin 


40 










4.R 
*± -j 


-L -L 


He 


Glu 


Lys 


Arg 


rii y 


55 










60 


Glu 


Leu 


Arg Arg 


Leu 


Val 


70 










75 


Ala 


Lys 


Leu Glu Lys 


Ala 


RS 












Leu 


Lys 


Met 


Leu 


Gin 


Ala 


X V u 










1 OS 


His 


Ala 


Leu Ala Met 
















Leu 


1 ill. 


Glu 


Val 


Ala 


Arg 


xo u 












Cot- 
OCX 


Ser 


Asp Pro Leu 


Arg 












1 J u 


Cys 


ax a 


Thr Gin Arg 


r*i n 


xo u 










X 0 D 


nis 


rixs 


His 


His 


Pro 


Leu 


X / D 










xou 


rllS 


rixs 


Leu 


Pro 


Ala 


ax a 


1 on 
xy u 










X J D 


Ser 


VjXU 


Ser 


Thr 


Pro 


Cys 


ZVD 










zxu 


Pro 


Ala 

ax a 


His 


Gly Ser 


ax a 


zz u 










99 R 
ZZO 


Asp 


Ser 


Ala 


Leu 


Arg 




9"* R 
Z j j 










z <± u 


vax 


Pro 


Pro 


Leu 


Ser 


i nr 


Z D U 










9RR 

Z 3 j 


mis 


Ala 


Ala 


Ala 


Ala 


Ala 


265 










270 


Leu 


Ser 


Phe 


Ala 


Gly 


Ala 


280 










285 


Ala 


Ala 


Val 


Ala 


Ala 


Ala 


295 










300 


Ser 


Ala 


Thr 


Ser 


Ser 


Pro 


310 










315 


Lys 


Pro 


Tyr Arg 


Pro 


Trp 


325 










330 


lie 


Gin 


Thr 


Leu 


Phe 


Lys 


10 










15 


Ala 


Cys 


Phe Asp Cys 


Gly 


25 










30 


Thr 


Tyr 


Gly Val 


Phe 


Leu 


40 










45 


Ser 


Leu 


Gly Val His 


Leu 


55 










60 
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Ser 


Phe 


He 


Arcr 


Ser 


Thr 


Glu 


Leu 


Asd 


Ser 


Asn Trp Asn Trp 


Phe 










65 










70 






75 


Gin 


Leu 


Arg - 


Cvs 


Met 


Gin 


Val 


Glv 


Glv 


Asn 


Ala 


Asn AT a T'Vit* 

**»311 n.MCL. IliX 


Ala 










80 










85 






90 


Phe 


Phe 


Arcr 

«■»- 53 


Gin 


His 


Gly 


Cys 


Thr 


Ala 


Asn 


Asp 


Ala. A^n Thr* 


Lys 










95 










100 






105 


Tvr 


Asn 


Ser 


Arcr 


Ala 


Ala 


Gin 


Met 


Tvr 


Arg 


Glu 


Lvs Hp Arcr 


Gin 










110 










115 






120 


Leu 


Glv 


Ser 


Ala 


Ala 


Leu 


Ala 


Arg 


His 


Glv 


Thr 


Asd Leu Tm 


He 










125 










130 






135 


Asp 


Asn 


Met 


Ser 


Ser 


Ala 


Val 


Pro 


Asn 


His 


Ser 


Pl"0 C?T ii TiVci 
v- ' vji n J— (_y o 


Lvs 










140 










145 






150 


Asp 


Ser 


Asd 


Phe 


Phe 


Thr 


Glu 


His 


Thr 


Gin 


Pro 


Pro Ala Trp 


Asp 










155 










160 






165 


Ala 


Pro 


Ala 


Thr 


Glu 


Pro 


Ser 


Glv 


Thr 


Gin 


Gin 


Pro Ala Pro 


Ser 










170 










175 






180 


Thr 


Glu 


Ser 


Ser 


Gly 


Leu 


Ala 


Gin 


Pro 


Glu 


His 


Gly Pro Asn 


Thr 










185 










190 






195 


Asp 


Leu 


Leu 


Glv 


Thr 


Ser 


Pro 


Lys 


Ala 


Ser 


Leu 


Glu Ser Val 


Tvr 










200 










205 






210 


Leu 


Ser 


Ala 


Lys 


Glv 


Ala 


Leu 


Pro 


Ala 


Arg 


Glu Leu Lys Ser 


Ser 










215 










220 






225 


lie 


lie 


Glv 


Lys 


Lys 


Lys 


Pro 


Ala 


Ala 


Ala 


Lys Lys Gly Leu 


Glv 










230 










235 






240 


Ala 


Lys 


Lys 


Glv 


Leu 


Glv 


Ala 


Gin 


Lys 


Val 


Ser 


Ser Gin Ser 


Phe 










245 










250 






255 


Ser 


Glu 


lie 


Glu 


ax y 


Gin 


Ala 


Gin 


Val 


Ala 


Glu 


Lys Leu Arg 












z> U <J 










9fiS 

& O -J 






970 


Gin 


V7J.11 


Ala 


Ala 


Asp 


Ala 


Lys 




Gin 


Ala 


Glu 


Glu Ser Met 


VAX 










275 










280 






9R^ 

Z. O «J 


Ala 


Ser 


Met 


"J- y 


Leu 


Ala 


xyx 


Gin 


Glu 


Leu 


Gin 


He Asp Arg 












290 










295 






J U <J 


Lys 


Glu 


Glu 


Lys 


Lys 


Leu 


Gin 


Asn 


Leu 


Glu 


Gly Lys Lys Arg 


Glu 










305 










310 






J X J 


Gin 


Ala 


Glu 


Arg 


Leu 


Glv 


Met 


Gly 


Leu 


Val 


Ser 


Arg Ser Ser 


Val 










320 










325 






330 


Ser 


His 


Ser 


Val 


Leu 


Ser 


Glu 


Met 


Gin 


Val 


He 


Glu Gin Glu 


Thr 










335 










340 






345 


Pro 


Val 


Ser 


Ala 


Lys 


Ser 


Ser 


Arg 


Ser 


Gin 


Leu Asp Leu Phe 


Asp 










350 










355 






360 


Asp 


Val 


Glv 


Thr 


Phe 


Ala 


Ser 


Glv 


Pro 


Pro 


Lys 


Tyr Lys Asp 


Asn 










365 










370 






375 


Pro 


Phe 


Ser 


Leu 


Glv 


Glu 


Ser 


Phe 


Glv 


Ser 


Arg Trp Asp Thr 


Asp 










380 










385 






390 


Ala 


Ala 


Tro 


Gly 


Met 


Asp 


Arcr 


Val 


Glu 


Glu 


Lys 


Glu Pro Glu 


Val 










395 










400 






405 


Thr 


lie 


Ser 


Ser 


He 


Arcr 


Pro 


He 


Ser 


Glu 


Arg Ala Thr Asn 


Arg 










410 










415 






420 


Arg 


Glu 


Val 


Glu 


Ser 


Arg 


Ser 


Ser 


Gly 


Leu 


Glu 


Ser Ser Glu 


Ala 










425 










430 






435 


Arcr 


Gin 


Lys 


Phe 


Ala 


Gly 


Ala 


Lvs 


Ala 


He 


Ser Ser Asp Met 


Phe 










440 






Glu 




445 






450 


Phe 


Glv 


Arcr 


Glu 


Val 


ASD 


Ala 


Tvr 


Glu 


Ala Arg Ser Arg 


Leu 










455 










460 






465 


Gin 


Gin 


Leu 


Ser 


Gly 


Ser 


Ser 


Ala 


He 


Ser 


Ser Ser Asp Leu 


Phe 










470 










475 






480 


Gly 


Asp 


Met 


Asp 


Gly 


Ala 


His 


Gly 


Ala 


Gly 


Ser 


Val Ser Leu 


Gly 










485 










490 






495 


Ash 


Val 


Leu~ 


Pro 


Thr 


Ala- 


Asp 


lie 


Ala- 


Gin 


Phe 


Lys Gin Gly 


Val^ 










500 










505 






510 


Lys 


Ser 


Val 


Ala 


Gly 


Lys 


Met 


Ala 


Val 


Leu 


Ala Asn Gly Val 


Met 










515 










520 






525 


Asn 


Ser 


Leu 


Gin 


Asp 


Arg 


Tyr 


Gly 


Ser 


Tyr 
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530 

<210> 108 

<211> 2173 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 095210CB1 

<400> 108 

cggcggccct gtccccgtaa ctgtgacacg 
gggccgtgct gggtgcgcgt ttgcaccagt 
gcaggccagc atccttcaga aaaagcatcc 
gaaagggtca ggccagcatc cttcagaaaa 
aacatcttag gtcagctcta gcctctcgga 
gactgatcag ttcttcagtt ctaaaacaat 
agccatagac ttttctcagg aggagtgggc 
ctgggacgtg atgctggaga actacagtaa 
tgaaaataag agtttaccta cagaaaaaaa 
ttcagataga agaagtaaat cccttggccg 
accacagcgc tccagaggga ggtatgtcaa 
tgctactaga gaaggcaccc ctcctagaac 
tgaatgtaag gactgtggga aggcctttag 
aatccatact ggtgagaaac cttatgaatg 
caatcagctt actcaacatc aaaaaattca 
ctgtgggaag gcttttcgat ggggctcaag 
tgaaaaaccc tatgaatgta aagactgtgg 
tcagcaccag agattccaca ctggggagaa 
ctttagccgt gtgtataaac ttattcagca 
cgagtgtaaa gactgtggga aggcttttat 
aattcacaca ggtgagaaac cctatgaatg 
caattacctt actcagcatc agaagatcca 
gtgtgggaag gcctttcgct ggggttcgag 
cgagaagccg tacaagtgca cagaatgtgg 
tcagcacgag agaatccaca caggcgaaac 
tttcatttat ggatcgagcc tcgtgaaaca 
tgggtgtaca gaatgtggga agagctttag 
aacgcacagt ggggcgaaat cctacgaatg 
aaaccatctc cgagaacatc agaggatcca 
gcccgctcgt atctatggtt tcgctttcca 
aaaaatatta aatggaaaat tccagaaata 
tctgagtagc gtgatgaaat ctctcgctgt 
tcccttggtc cagcacatcc acgctgtata 
cgtcttggtg atcagatcaa ctatcccagc 
ctttgcttaa cagtggcccc agagagcagg 
aagagaagcc acaaagtgct tccttttaaa 
aaaaaaaaaa agg 

<210> 109 

<211> 1512 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 157953CB1 



<400> 109 

tctgactgga tgactgagcg agttgatttc 
ccccccggca ccctccccca accttcccca 
ctcctcaaga aggagctgga acagatggaa 



535 



ggtgcacgcg agcgtcattg ggggcgatgg 60 
gacgcagccg ctgcatctcc gccagtccgc 120 
ccgaggagga agacgaatcg ttaaacatct 180 
agcatccccg aggaggaaga cgaatcgtta 240 
atttgtcttc ttcagtggaa accccgagaa 3 00 
ggcccagggt ttggtgacgt tcgccgacgt 360 
ctgtctgaac tctgctcaga gggacctgta 420 
cttggtctca ctggatttgg agtcagcata 480 
cattcatgaa ataagggctt ccaaaaggaa 540 
taactggata tgtgaaggta cgcttgaaag 600 
tcagatgatc atcaattatg tcaaaaggcc 660 
acatcagaga catcataagg agaattcctt 720 
tcgtggctat caacttagtc aacatcagaa 780 
taaagaatgt aagaaggcct tccgttgggg 840 
tactggggag aagccctacg aatgtaaaga 900 
cctcgttatt cataagagga ttcatactgg 960 
aaaggccttt cggcgtggtg atgagctcac 1020 
agactacgaa tgcaaagact gtgggaagac 1080 
caagagaatt catagtgggg agaagcctta 1140 
ttgtggttca agcctcattc agcataaaag 1200 
tcaagaatgt gggaaggcct ttactcgagt 1260 
caccggtgag aagcctcacg aatgtaagga 1320 
cctcgttaag cacgagagga tacatacggg 13 80 
gaaggccttc aattgtggct atcacctcac 1440 
cccgtataaa tgtaaggagt gtgggaaggc 1500 
tgagagaatt cataccgggg tgaaacccta 1560 
tcacggccat cagcttacac aacatcagaa 1620 
taaggagtgc gggaaggcat gtaaccacct 1680 
caacagttga agagcctttt gaacgcagta 1740 
cagtttgtta cctgcagtca actgcagttc 1800 
aagaatttta agtctcaaat ggtgtgccct 1860 
ccggctccag ccggccgggg atgtgagtca 1920 
cgccacccac cctgctagtg acttagtagc 1980 
atcacagtgc ctgtgcccaa gcagtcctca 2040 
agtagtgatg ctggtgattc ggatatgcca 2100 
tgaaaaggtg aaagttctca acttaaaaaa 2160 

2173 



acagctctcc tccctctgga gcctccccta 60 
accccacctg acctggaagc tatggcctcc 120 
gacttcttcc tagatgcccc gctcctccca 180 
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ccaccctccc cgccgccact accaccacca 
tccctcccct cctttgacct cccccagccc 
atctactgcc gcaacgaggc cgggcaggag 
cagcagcccc ctcctccttc tccacctcaa 
gccaccaccc gaggggaccg caagcaaaag 
aggtaccgcc agcggaagcg ggcagagggt 
gaggcacgga atcgcgagct gaaggaacgg 
gtcaaggacc tgctcatcga ggtttacaag 
aagggcaggg gtgtggcttc tgggggctgg 
ctctaccttc attccaaacc cctctcggcc 
cactttggga ggccaaggca ggaggatcgt 
caacatagta agaccctgtc tctattaaaa 
ccacccaact cctctctact cttatccttt 
gcgtatttct ggatctcctt ccctcctttc 
tcaatatcta tgcccgtcac ataacagccg 
gagcttggaa acctggtctc ttgaatttca 
gtgggtggag tggcgacagg atagagctga 
gcgggctttg agaaggggac ccatatccta 
acactacgct aagggaggga ggctaaaggc 
ggccagtggg aggaggggca gggcagggct 
ctaagaaaaa aaatcagtgt ttcgtgaagg 
atggcggggt actgattttt ttgggaggtt 
tgaaaaaaaa aa 



ccactaccac cagccccctc cctccccctg 240 
cctgtcttgg atactctgga cttgctggcc 300 
gaagtgggga tgccgcctct gcccccgcca 3 60 
ccttctcgcc tggcccccta cccacatcct 420 
aagagagacc agaacaagtc ggcggctctg 480 
gaggccctgg agggcgagtg ccaggggctg 540 
gcagagtccg tggagcgcga gatccagtac 600 
gcccggagcc agaggacccg tagctgctag 660 
tcttcagctc tggcgccttc atccccctgc 720 
gggtgcagtg gcttatgctt gtaatcccag 780 
ttgaggccag gaggtcaata ccagcctggg 840 
aaaaaaaatc aacccttctt ccccaccaaa 900 
tatcctctgt ctctgcttat cacctctctt 960 
tcgtccaaat catgaaatgt ttggccttag 1020 
aggcaccgag gcccacagag aagcagctgg 1080 
aacctggttt cttacaggtg gttgtctggg 1140 
aggactatgc aaatgaggaa gtaagtcagg 1200 
caggcaaaaa gcaggctagg tgaccttggg 1260 
ggccaggttt gcagtgcggg aagatgagca 1320 
gtagttggtg actgggtgtt cattttagct 1380 
tgttggagag gggctgtgtc tgggtgaggg 1440 
atgagcaaaa ataaaacgaa acatttcctc 1500 

1512 



<210> 110 
<211> 1447 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 159196CB1 



<400> 110 

cggctcgagg gcggcgctgt ccctgatcga 
gtgagaagga gcagagtcca gaaccacacc 
ggagagtgga tgactcagag ggttcttgga 
agagcctgtc ggatgaactg caagaaactc 
tccgggctcg agagctaggg gaccccattg 
cctttatatg tgcccagtgt ggcaaaacct 
agcggatcca cactggtgag aagccttaca 
gaagctccaa ccgcatccgg cacgagcgga 
ccaagtgcca ggagagcttt cggcggcgct 
taggcaagcg gccataccgc tgtgacatct 
tagctgtgca tcaccggacc cacctggagc 
agagcttcag caacagctcc agctttggcg 
cttatgagtg cactgagtgt gggcggacct 
agcggaccca cagaggggag aagccctacc 
ggagctcgaa tctcatccgc caccagaaaa 
ccagctgaag gagagcccca tttagagtga 
ggaggaagat cttcagcatc ttttgctgct 
ggagaatggt tttgtatagc ctctgaagtc 
tggaataaaa acccttgcct ctttccaggc 
cagtcttggc tttactttct tggggtgaaa 
tgttattaag gcagcagtcc ' ccctggcctt 
gtctgaaggt tctccaaatt gtctgtgaac 
gctagttccc acctgttgtg ccccaacttt 
ccttctcaat ggaaggggcc tccttggtct 
atgaaag 



gcggcgggag cgagggttca gagatgggca 60 
tgcctgagga aggggaaggg ggtaagcctt 120 
tcccacctgg ggagaaggag catgggcaag 180 
atccaaaaaa gccatggcag aaagtcactg 240 
ctcatccaag gcatgaggca gatgagaagc 300 
tcaataatac ctccaacctg agaacacacc 360 
agtgttctga atgtggcaag agcttctcga 420 
tccacctgga agagaaacac tacaaatgcc 480 
cagacctcac cacgcaccag caagatcacc 540 
gtggcaagag cttcagccag agtgccacgc 600 
cagcacccta catctgctgt gagtgtggga 660 
tgcatcaccg cacccacaca ggtgagagac 720 
tcagcgatat ctccaacttt ggagcacacc 780 
ggtgcactgt gtgtgggaaa cacttctccc 840 
ctcacttggg cgaacaggct gggaaagatt 900 
gggagagaga gtgagagacc ctaacctatt 960 
accttgacct caagcccttc atcccacttt 1020 
aggatctcag gaagtcctga ggagggactc 1080 
caatttctcg tgttggaaag tcagaagacc 1140 
gagaaatagg gtaggctcag aacatgctca 1200 
tgaggaagta cttatgagat gggtgtcact 1260 
tgcttaggta ggagtgcact gcagtttcct 1320 
gcttctagat ctctggggtg ggaggagtga 1380 
ggagaagaga tctgaggtcc caccttagaa 1440 
- - - ------ 1447- 



<210> 111 
<211> 4580 
<212> SNA 
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<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 343338CB1 

<400> 111 

attagaatgc tgcataaata aagatgaatg 
gtgcattttg gtaaagcatg tatgattttt 
gtttgtaagt ggcagtcgtg atgggacagc 
gaagagcatt ttgttggata tggctactcg 
agataaaatc acaaaaatga aggttactat 
tataactgca gttaataaca tgactctgaa 
tcatgtcctg atgggtcatg aagatgaggt 
tagagttctc ttttctgctg gtcatgatgg 
agtcaaaata cgatcttatt tcaatatgat 
ctgcaaatgc tctcctgatg gtcagcattt 
aatttttggc tttgggtcca gtagcaaata 
tagtgattat cggccactta ttcgtgatgc 
gcaagcacct catcttatgc ctcccccttt 
atcaagatat caaagattag ttcctggccg 
tcagatggga gtaacttcct caggactgaa 
gatcagccca ctggacagca tgattcaaag 
tggtgaagca ggtatcagta ataccagccg 
agaggttcat tcaccaccaa acgtaggact 
gcaaatgcac agcaacgcac caagaagtga 
gagtcgaagg gtggtagtac ccgagctatc 
gagaactgca aagggagaag aagaaataaa 
cttaactgtt ccaaaagaga ataaaatacc 
tttcctggat cttggagaat ccaaaaagca 
atctgcattg gaagagactc ctagaccctc 
agatgaaggc gaagtagttg ctgtcagtgg 
gcacagtgat ggcagttcta gtgactactc 
aggaattaat ctgcagccac caaagaaagt 
cagttcagat gaagaagaag aatctgaaaa 
gaaaaaagta aatgaagaaa aagatggacc 
aagaaaacaa aagagattgg ctgtgggaga 
atggttgcca tcaacatgga ttacagatac 
gatgggtgat gaggtttatt atttccgaca 
gaaaaataaa atatatagta tcaatcccaa 
ggaacaagaa cttatgaaaa tagttggcat 
ctgccttaaa cttgcttttc tagatcctga 
catgaaatac catgatatgc ctgacgttat 
tgacgcaaaa tacaggcgat ggaatatagg 
ctggtggttt ggaacaatcg aaagccagga 
gtttcaatgc tacaatgttt gctgggacaa 
tatggagctt atacctaata atgctgtatt 
aactgatggt gagtgcagat cactaatcta 
ccccagggat gaagaatgtg aaagaattgt 
tattgcctca gcatttgtgg cccccgtgga 
agtggcatat ccaacggatc taagtacaat 
gcgggtttct tccctaatgt gggaagttcg 
tgagcctgga agccctattg tgaaatctgc 
tataaaggat cagacttgtt ataacataat 
tttgtctgat tctgaggatg aagagaaaga 
aaggaaggac catcagccta gaagaagatt 
agcatggaag aaacagtgtg aagaattgtt 
gcctttccgt cagccggtag atctccttga 
tccaatggat tttgctaccg ttagagaaac 
ggagttatgt aaagatgtca gacttatttt 
aagatcaagg atttacagca tgagtttgcg 
ttcagtttta tcagattata aatctgctct 
aaggaggaag aaaagaaaca gaagcagctc 



ctgtcttttt aaacaagatc tctgggaaaa 60 
ctttggggga tcggattcct tttaatacag 120 
acgtatttgg caatttaaac gaagagagtg 180 
tccagcaggc caaaaccttc aaggaataga 240 
ggtagcttgg gatcgacatg acaatacagt 300 
agtttggaat tcttacactg gtcaactaat 360 
atttgttctt gaaccacacc cgttcgatcc 420 
aaacgtgata gtgtgggatc tggcaagagg 480 
tgaaggccaa ggacatggcg cagtatttga 540 
tgcatgcaca gactctcatg gacatctttt 600 
tgacaagata gcagatcaga tgttctttca 660 
caacaatttt gtattagatg aacagactca 720 
tttggttgat gttgatggta accctcatcc 780 
tgaaaattgc agggaggagc aactcatccc 840 
tcaagtttta agtcagcaag caaaccagga 900 
actacaacag gagcaagacc tgagacgttc 960 
tttaagtaga ggctccataa gttctacctc 1020 
aagacgtagt ggacaaattg aaggtgtacg 1080 
aatagccaca gagcgggatc tggtagcttg 1140 
agctggtgta gccagtaggc aagaagaatg 12 00 
gacttacagg tcagaagaga aaagaaaaca 1260 
cactgtctca aagaatcatg ctcatgagca 1320 
acagacaaat caacacaatt atcgtacaag 1380 
agaagagata gaaaatggca gtagttcttc 1440 
tggaacatcc gaagaagaag agagagcatg 1500 
cagtgattac tctgactgga cagcagatgc 1560 
tcctaagaat aaaaccaaga aagcagaaag 1620 
acagaagcaa aaacagatta aaaaggaaaa 1680 
aatatcacca aagaaaaaga agcccaaaga 1740 
actaactgaa aatggtttga cattagaaga 1800 
cattccccga agatgtccat ttgtgccaca 1860 
aggacatgaa gcctatgtcg aaatggcccg 1920 
aaaacaacca tggcataaaa tggagctacg 1980 
aaagtatgaa gtgggattac ctaccctttg 2040 
tactggtaaa ctgactggcg gatcatttac 2100 
agatttccta gtcttgagac aacaatttga 2160 
tgaccgcttc aggtctgtca tagatgatgc 2220 
acctcttcaa cttgagtacc ctgatagtct 2280 
tggagataca gaaaaggtga gtccttggga 2340 
tcctgaagaa ctaggtacca gtgttccttt 2400 
taaacctctt gatggagaat ggggtaccaa 2460 
ggcaggaata aaccagttga tgacactaga 2520 
tctgcaagcc tatcccatgt attgcacagt 2580 
taaacaaaga ctggaaaaca ggttttacag 2640 
atatatagag cataatacac gaacatttaa 2700 
taaattcgtg actgatcttc ttctacattt 2760 
tccactttat aattcaatga agaagaaagt 2820 
tgctaatgtg ccaggaactt ctactcgaaa 2880 
acgtaataga gcccagtctt acgatattca 2940 
aaatctcata tttcaatgtg aagattcaga 3000 
atatccagac tacagagaca tcattgacac 3060 
tttagaggct gggaafetatg agtcaccaat 3120 
cagtaattcc aaagcatata caccaagcaa 3180 
cttgtctgca ttctttgaag aacacattag 3240 
tcgttttcat aaaagaaata ccataaccaa 3300 
tgtttccagt agtgctgcat caagccctga 33 60 
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aaggaaaaaa aggatcttaa aaccccagct aaaatcagaa agctctacct ctgcattctc 
tacacctaca cgatcaatac cgccaagaca caatgctgct cagataaacg gtaaaacaga 
atctagttct gtggttcgaa ccagaagcaa ccgagtggtt gtagatccag ttgtcactga 
gcaaccatct acttcttcag ctgcaaagac ttttattaca aaagctaatg catctgcaat 
accagggaaa acaatactag agaattctgt gaaacattcc aaagctttga atactctttc 
cagtcctggt caatccagtt ttagtcatgg cactaggaat aattctgcaa aagaaaacat 
ggaaaaggaa aagccagtca aacgtaaaat gaagtcatct gtactcccaa aggcgtccac 
tctttcaaag tcatcagctg tcattgagca aggagattgt aagaacaacg ctcttgtacc 
aggaaccatt caagtaaatg gccatggagg acagccatca aaacttgtga agaggggacc 
tggaaggaaa cctaaagtag aagttaatac caatagtggt gaaattatac acaagaaaag 
gggtagaaag cccaaaaagc tacagtatgc aaagccagaa gatttagagc aaaataatgt 
gcatcccatc agagatgaag tacttccttc ttcaacatgc aattttcttt ctgaaactaa 
taatgtaaag gaagatttgt tacagaaaaa gaatcgtgga ggtaggaagc ccaaaaggaa 
gatgaagaca caaaaattag atgcagatct cctagtccct gcaagtgtca aagtgttaag 
gagaagtaac cgaaaaaaga tagatgatcc tatagatgag gaagaagagt ttgaagaact 
caaaggctct gaaccccaca tgagaactag aaatcaaggt cgaaggacag ctttctataa 
tgaggatgac tctgaagagg agcaaaggca gctgttgttc gaagacacct ctttaacttt 
tggaacttct agtagaggac gagtccgaaa gttgactgaa aaagcaaaag ctaatttaat 
tggttggtaa cttgtaccaa aatattttac ttcaaaatct ataaagcagg tacagttaag 
gaataagtag aactaaggct tctgcttcct tgctgctgtg gtggagtagg gaatgttatg 
atttgatttg caaaaaaaaa 

<210> 112 
<211> 2181 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 402386CB1 

<400> 112 

cgtgctggct taactatgcg gcatcagagc agattgtact gagagtgcac catatgcggt 60 
gtgaaatacc gcacagatgc gtaaggagaa aataccgcat caggcgccat tcgccattca 120 
gcgtgcgcaa ctgttgggaa gggcgatcgg tgcgggcctc ttcgctatta cgccagctgg 180 
cgaaaggggg atgtgctgca aggcgattaa gttgggtaac gccagggttt tcccagtcac 240 
gacgttgtaa aacgacggcc agtgccaaga tacggctgat tctgtcgtgt gggacctgtt 300 
ctggctgctc cagccccagg aaggacccag gacacccgga agccggaaat ggactcagtg 360 
gcctttgagg atgtggccgt gaacttcacc caggaggagt gggctttgct gagtccttcc 420 
cagaagaatc tctacagaga tgtgacgctg gaaaccttca ggaacctggc ctcggtcgga 480 
atccaatgga aagaccagga cattgagaat ctgtaccaaa acctggggat taagctaaga 540 
agtctggtgg agagactctg tggacgtaaa gaagggaatg aacacagaga aactttcagc 600 
cagattcctg attgtcacct gaacaagaaa agtcaaactg gagtgaaacc atgcaaatgc 660 
agcgtgtgtg ggaaagtctt cctccgtcat tcattcctgg acaggcacat gagagctcat 720 
gctggacaca aacgatctga gtgtggtggg gaatggagag agacgccccg taaacagaaa 780 
caacatggga aagcctccat ttcccccagt agtggtgcac ggcgcacagt aacaccaact 840 
cgaaagagac cttatgaatg caaggtgtgc gggaaagcct ttaattctcc caatttattt 900 
caaatccatc aaagaactca cactggaaag aggtcctata aatgtaggga aatagtgaga 960 
gccttcacag tttccagttt ctttcgaaaa catggaaaaa tgcatactgg agaaaaacgc 1020 
tatgaatgta aatactgtgg aaaacctatc gattatccca gtttatttca aattcatgtt 1080 
agaactcacg ctggagaaaa accttacaaa tgtaaacaat gtggtaaagc cttcatttcc 1140 
gcaggttacc ttcggacaca tgaaatcaga tctcacgcgc tggagaaatc ccaccaatgt 1200 
caggaatgtg ggaaaaaact cagttgttcc agttcccttc acagacatga aagaactcat 1260 
agtggaggaa aactctacga atgtcaaaaa tgtgccaaag tctttagatg tcccacgtcc 1320 
cttcaagcac atgaaagagc tcacactgga gaaagacctt atgaatgtaa taaatgtggt ' 1380 
aaaaccttca attatcccag ttgttttcga agacataaaa aaactcatag tggagaaaag 1440 
ccatatgaat gtacaaggtg tggtaaagcc tttgggtggt gcagttccct ccgaagacat 1500 
gaaatgactc- acactggaga aaaacccttt^gattgtaaac agtgtggtaa agtctttact 1560 
ttttcaaatt accttagcct cctacaggcg cgtgccgaca tgcctggcfggttttttgta 1620 
ttttggtaga gacggggttt cattgtactg gccaggatgg tcttgatttc ctgaccttgt 1680 
gatccacccc accttggcct cccagggtgc tgagattaca ggagtgagcc actgcgaccg 1740 
gcccatgagt ctttattaat agagatttct tactggtgtt atgtggcaga ttctgcatat 1800 
tcctcaccca tcatatgtat tccactttcc tttattatgg ggaaaactac tctttttggc 1860 
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atgatacaat gttgactcca ttttctttgc taataaggac ttggtatcaa tttatcagta 1920 
tgtaaagttt accatagagt attgtctcat gtgaatcatt cccatttttt gctctttact 1980 
ctttgtcgtt atttctgagt attatttgga tggttcattt tgacttaagg atagccctgt 2040 
gatatgacaa tatttttatc taatctgatg gagaaagcat ttagtctcct gatcaagtat 2100 
gatgttagct gcaggttttt aataaatgcc ttaattcagt ttaaaaaaaa aaaaaaaaaa 2160 
aaaaaaaaaa aaaaaaaaaa a 2181 



<210> 113 

<211> 2400 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 456487CB1 



<400> 113 

gacagtagag gcgccccatg gggaacatac 
tcgagtttga ccagcagcag gggtcggtgt 
gagctgggga caggatggca ggagcgccca 
ctgttgaagt tggtgaggac ctccacatgc 
ctttggagtt taacctttct gccaatccag 
aaacagatgc tttggagttt aacccttctg 
ggaactctca aacagatgtt gtagaaataa 
ctgtgcgttt cagtcaacaa tacagcttgt 
ccatccagca ttatcttaca atgacaataa 
tcacacaaag agatgcagat agatctttga 
cggtttccac cgtgcacatt atgaagaaaa 
cctcctccat tccatcgact cccagcacca 
ccactgccaa cacacccacg cccgtttgca 
catctgagaa agggagtgac ccagacaaag 
ccatcgggag cggtagagcc atccccatta 
aatggctgaa gacatggaaa aagaaatacg 
attattcaag cttaggtgat tatatgaaga 
catctaccat caaagtccca ggaaagtggc 
tctccagctc taaaagcaat ggcctatcca 
tatgcttcag ccccagtatc tccagcacca 
ctcatgctaa taaaaagaaa cacctaaaga 
ctgccactgg ccaaacatgg cactttgaag 
tccaagccat ccagagccag atcctggcca 
agtcccagct gaccagccag agcgaggcca 
ggaacgccca ctgtgtggac tgtgagaccc 
gagtcctcat gtgtattgaa tgctcaggaa 
gtgtgcgatc tctggagctg gatgactggc 
ttggcaatga cctagccaac agcatctggg 
cagaaaagtc cacgagggaa gagaaggaac 
tctttctggc cccactaccc tgcactgagc 
ccgctgatga ggacctgcag acagccatcc 
tgaacgagac ctgtggggag ggagacggct 
ggaatgtggt cctggcgcag ctcctgatct 
cccacgggaa cacagcgctg acctacgccc 
tgcttctgca gtacggctgc cccgacaagt 
tctccttggt gcaaaaacaa aatgggaaaa 
tcacaaattc agctaataat agcattttca 
aatgttgatt tttctgacca taagacgtat 
agtctcaggc cctcctggcc acattgccca 
gataaaatgt gtgaaaatat atttgaaata 

<210> 114 

<211> 1440 

<212> DNA 

<213> Homo sapiens 



tgacctgtcg tgtgcaccct agcgtcagcc 60 
gtccctctga atctgagatc tatgaggcag 120 
tggctgctgc tgtacagcct gctgaggtga 180 
accacgttcg tgaccgggag atgcctgaag 240 
aggcaagcac aatattccag aggaactctc 300 
ccaatccaga ggcaagcaca atattccaga 360 
ggagaagcaa ctgtacaaac catgtatcta 420 
gttcgacaat attccttgat gacagcacag 480 
tatctgtgac cttggagata cctcatcata 540 
gcatacctga tgaacagtta cactcatttg 600 
gaaatggagg tgggagttta aataactatt 660 
gccaggagga ccctcagttc agtgttcctc 720 
agcggtccat gcgctggtcc aacctgttta 780 
agaggaaagc cccggagaat catgctgaca 840 
aacagggcat gctcttaaag cgaagtggga 900 
tcaccctgtg ttccaatggc atgctcacct 960 
atattcataa aaaagagatt gaccttcaga 1020 
catccctagc cacatcggcc tgcacaccca 1080 
aggacatgga caccgggctg ggtgactcca 1140 
ccagccccaa gctcaacccg cccccctctc 1200 
agaaaagcac caacaacttt atgattgtgt 1260 
ccacgacgta tgaggagcgg gatgcctggg 1320 
gcctgcagtc atgcgagagc agtaaaagca 1380 
tggccctgca gtcgatccaa aacatgcgtg 1440 
agaatcctaa gtgggccagt ttgaacttgg 1500 
tccaccgcag tcttggcacc cgcctttccc 1560 
cagttgagct caggaaggtt atgtcatcta 1620 
aagggagcag ccaggggcag acaaaaccct 1680 
ggtggatccg ttccaaatat gaggagaagc 1740 
tgtccctggg ccagcagctg ctgcgggcca 1800 
tgctgctggc acatggctcc cgtgaggagg 1860 
gcacggcgct ccatctggcc tgccgcaagg 1920 
ggtacggggt ggacgtcatg gcccgagatg 1980 
ggcaggcctc cagccaggag tgcatcaacg 2040 
gtgtgtagta tctgttttat ttgactgcag 2100 
ataaggataa ctcagaattt caaaaggaaa 2160 
gtacttttcg taaactaagt aaatacacaa 2220 
tttatgtcct tttgccaagg tggatttgtt ,2280 
agtcacacag gcttctgtat tatgtattta 2340 
aagttcataa atatgcaaaa aaaaaaaaaa 2400 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 490256CB1 

<400> 114 

cgctagctgt tgcacctgtt cctccctgcg cgtaagatag aggataaatc tcctggcaaa 60 

gcccagaatg accacagccc tggaacctga ggaccaaaaa ggacttctga taattaaggc 120 

agaggaccat tactggggac aggattccag ctcacaaaag tgcagtcctc acaggaggga 180 

actctataga caacacttca ggaagctctg ctatcaggat gcacctggac cccgtgaagc 240 

tcttacccag ctgtgggagc tctgccgtca gtggctgagg ccagaatgcc acaccaagga 300 

gcagatttta gacctgctgg tgctagaaca gtccctgagc attcttccta aagacctgca 360 

agcatgggtg cgtgcacacc atccagagac tggagaggag gcagtgacgg tactggagga 420 

tctggagaga gagcttgatg aacctggaaa gcaggtccca ggcaattcag aaagacggga 480 

catactcatg gacaagttgg cccccttggg aaggccatat gaatcactga ctgtccagct 540 

ccatcccaaa aagacccagc tggagcagga agctgggaaa ccacaaagga atggtgataa 600 

aactaggact aagaatgaag agttgttcca gaaggaagat atgcccaaag acaaggaatt 660 

ccttggggag ataaatgaca gactgaacaa agatactcct cagcatccta agtccaaaga 720 

tattattgaa aatgagggca gatcagaatg gcaacagagg gaaagaagac gatataaatg 780 

tgatgaatgt gggaaaagtt tcagtcatag ctcagacctt agtaaacaca ggagaactca 840 

cacgggagag aagccctata aatgtgatga gtgtggaaaa gccttcattc agcgctcaca 900 

tctcattgga catcatagag tacacacggg agtaaaaccc tataaatgta aagaatgtgg 960 

gaaagacttc agtgggcgca caggtcttat tcagcatcag agaatccaca caggtgaaaa 1020 

accctatgaa tgtgatgagt gtggaaggcc tttccgagta agttcagctc ttattagaca 1080 

tcaaagaatt cataccgcaa ataaactcta ctaatatagc agtaatatca aaagttcttt 1140 

ggacactcag gcctaactag ttatcaaaga atctatttta gaaaccttga gtttcctcaa 1200 

tgtggtcaaa gcttcagtca tcattaaact tctctggacc aaagaaaaaa aaaaaaaaaa 12 60 

aaaaaggggg ggccgctcta ggggtcccaa gtttaggaac gggggcatgg gaggtcaaag 1320 

ctcttcaaaa gggcccccaa atttcaattc agtggcggtc gttttaaaag gtcgggatgg 1380 

ggaaaacccg ggggttcccc aatttaatcc ctttgcagca ttccagaaaa gtaacttggg 1440 

<210> 115 
<211> 2238 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 494740CB1 

<220> 

<221> unsure 

<222> 10, 49, 60, 127 

<223> a, t, c, g, or other 

<400> 115 

gggggccagn tcctcctccg agttccttaa tccggggccg tcaattaana tccggggccn 60 
tcattcacat ccgggaaccc tcatccgggg ctttctcacc cacatccggg accctcatgc 120 
ctgggcngaa gaaggggggg ccctcattcg ggaccctgca ctccgtcgcc ggaagtgcca 180 
ccgagaagcg ccggcctcgg ggctgtctac agcggcccgg gagaggctgt ggtggccccg 240 
agcgcgagtg tgtaggtgac aggacagcgg ccaggcccgc ccctcccctc ggtgagtacc 300 
cggaagccgt tttggggtcg cagcggggtg gcagcttgtt ttgccttcac gggagtagaa 3 60 
ggaggcggcg tccggccgcg gccgacggta gttcgcttcc ccgagagtgc gcggaggccc 420 
gggtgcgagg agggcctgtt tctcttcagc cctggttcat tcacctcgcg gaccgagggc 480 
cccgccgtca ggagccggcg accgtgccct ggtgcgagct gtgatggtca ttgtcctcca 540 
gagcagtgat ggaggaaata ccagcccagg aagcagcagg gtcaccaagg gtccagtttc 600 
agtctttgga gacccagtct gagtgtctgt ccccagagcc tcagtttgtg caggacaccg 660 
acatggaaca gggactcact ggggctccac ctgttcctca ggtgcctgct cttccccgtg 720 
_ aggcaagccc_aggagaccag_gcagctgcgc tcttgacagc caggtaccag gagtttgtga 780 
cattcgagga tgtggctgtg caccttactc gagaggaatg gggatacctg gaccctgttcr 840 
agagggacct ctacagagaa gtgatgttag agaattatgg gaacgtggtc tcactgggca 900 
tacttctccg ccttcccacc acccggattc atagtgtgaa ttcctgcccg gccctgagtc 960 
atacccaggc aagtgctttc tctggagaaa cacttgccgt ccttacagca ggaatctcca 1020 
agagatggcc caagcatcyg cttcccatcg atattgctcg tccctgctcg gaaactcctt 1080 
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ttccacgatt gtgagatatt aaaattgact 
actgtgtaaa atcgcagctc ctcaaattac 
ggaagccctc tgttgcaacc agatatgttt 
gtggtcatca tctacttgta ttgtgaaaaa 
tggtcttttc atattatttt agaatgtgaa 
gcgaacacaa cctgccccgt atggtgccta 
gtttaacatt ctggtttcct ccttccttga 
ttcctaccct ttattctttg tggttctgta 
attaagtgtt ccttactctg tccttgatgg 
ttatttcagg gcatcaaatt gaatatctac 
acatataatt gtaaagtact gttaatttta 
cctgtctact ttttggagta aagaaacttt 
tatgctatag actgaacttt atcccatttc 
tgcagtcgac atgcatacac acttttacac 
cttctactca tcttgctttt gtgatcaagt 
aatccttggg aaatcatttt catatttttg 
catttatgcc tagtgttcca ttattggaac 
ctgctcaagg tcatcgccaa ggtctgattt 
gggttaagtt tatacattta ttaatttaac 
ttgacgctcc atacccag 

<210> 116 
<211> 873 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 507475CB1 



gatggaatag aagctcccca ggatgccacc 1140 
ctctgtttaa tttcaaatgt tagggtccaa 1200 
tgaacccagt tcattcagaa accatggttg 1260 
ccagaaattc caaattcagc tcttcagtta 1320 
acttatgctg tgtgcccctc cttttatgtg 1380 
actctcctgt gaaccctggg cttccctcat 1440 
agtccctgtg gccctcttca aggtcctacc 1500 
cagattgatg caattatatt gcctttcctg 1560 
aggggagaag ggagggcaaa gaagttaaat 1620 
ttaataactt tgtaaactgt aaagtgacat 1680 
tctaataatt acagagtttc caacagttaa 1740 
gtagcagttt aatgcagtct aatagcatag 1800. 
ctctcttatc tctgcactgc acactcgaca 1860 
atacaagaga cacgcacagt gcaagaaagc 1920 
tagcagcatc tccttagcag ttatttttac 1980 
ggttcagcag acttcatctg aaaattaacc 2040 
actaagcttg cgggaattat ttatgtcctg 2100 
ttaacaaaaa ttgcaacctc cagcataact 2160 
tttttagggt tgtaagactt tttttttttt 2220 

2238 



<400> 116 

cgccgcgggc gccagagctg gcgctctagc 
ccctggaaag ggttccaagt cctttagtac 
ggctccttgg tcgcagaggc aggagggcgt 
ctaggtcctg ggacagaata gttacgacct 
ataaacttcc aactccctcc tcagacccga 
ttgctccagc tttcagtcgg acctggattt 
gcccggggct caggatacgg tcacctgtat 
ctttgagggg aaggttgtga agacttcggt 
tatgtcggtg gaggaagggc ctgagtgcca 
atgtggtcat gaaggaatgg cataccacac 
aactgtcttc tacacctgta ccaactgcaa 
ttcctgggca actctacagt ccctccctcc 
gatgccttgt ccatcctgtc tggttgcaat 
atgtggggat taccattgtt cctggagtac 
gttatatttt tctataagac cctgaaaaaa 



ccacggagtt ggttaactcc tctcaccggc 60 
ccgacgctgt ctgggaattc cgggcgtttc 120 
gcgtggcagg agggttcggg ttatatactc 180 
ctgggacagg aactcttctc tcttttgtta 240 
ccgcatgtct gtcatggacc tcgccaatac 300 
ctgttcagat tgcggctcgg tcctgcctct 3 60 
tcgctgtggc ttcaacatca acgttcggga 420 
tgtgttccac caactgggga cagccatgcc 480 
gggacctgtg gttgacaggc gctgccctcg 540 
cagacagatg cgttcagccg atgaagggca 600 
gttccaggag aaggaagact cttgaccttt 660 
tttcggaagg tgaaggatac tgggttttta 720 
gttttgctcc cagaagagaa tcagatcatc 780 
tcctaccctt agttgaattt ccttattaaa 840 
aaa 873 



<210> 117 

<211> 2826 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 531581CB1 



<400> 117 

ccaagatggc_ggagacagag tgaagaaact 
gggtaaaatt ccattctgat atcaaaatgc 
agagactgaa caaacagcgg gaagcaggtt 
aattccagtt taaagctcat aggaatgtgc 
tctacagaag cacttctgag aacaatgtct 
gatttcagaa accgttggag tttatataca 



gtgttccccc cttgggttgc tatcgatcaa 60 
agtattcgca ccactgtgag caccttttag 120 
ttctctgtga ctgtaccata gtgattgggg 180 
tggcctcctt tagtgagtat tttggtgcga 240 
ttcttgatca gagtcaggtg aaggctgatg 300 
caggaacttt aaatcttgac agttggaatg 360 
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ttaaagaaat tcatcaggct gctgactatc 
aaataaagat ggaagatttt gcttttattg 
ttactggaaa cattgaattg aatcaacaga 
atcgagagaa atcagaagta tctacagatt 
tagcgaaaaa gtcatctcaa acgaaaaaga 
ggcagaataa aacagtgcaa tatcccagtg 
tcctagatgc aaataaactg cccacacctg 
attcagaact cgagttgaca tcagttgtgg 
acactgttac agtgaaacgg aaacgtggaa 
actctatgtc taatatagcc agcgtcaaga 
agctggatca gaggtattcc aaggccaagc 
cagaagccag cagtttgaga aggcacatga 
gccacttatg tggaaaggca tttacccaat 
atacaggtga gaagccatac aaatgtgaat 
agctagtctt ccatagtcgc atgcatcatg 
gcaacttaca gtttgcaact tctagcaatc 
agaagccata tgtctgtgat aggtgtggac 
atcatgtccg taggcatact ggagaaaagc 
ttgctgtctc tagttctctt atcactcatt 
tatgtggtat ttgtgggaaa agttttattt 
cccatacagg agaaagacca tttatctgcg 
aaaatttaaa gaagcacaaa acaaaagtcc 
gtgcagagga tcatactttg agtgaacagg 
ctatggatgt gaagccttct gatatgactt 
accatcacat gcttctgcct gtcacggata 
ggtcaactgt gaatgggtat tcagaaccac 
tttgtaagga atatggaatt gctaagatat 
atatattcat attaaattcc cattcatttg 
gtaaaagcac ctgatgctgc atcacaactg 
ctatactcca ca^agagctt tttaagtaat 
gttttatttt cttttaaagc tgccttaatt 
ttcatttact aaatcagcca gttaatgtga 
ttcctgccct cataatttaa gcaaaatcca 
tttgtaagcc ccatggatca atacataaac 
ctcgtaaaaa tttaggcgct gaataagaat 
aaataacttt tctaatgaaa caaaaatgtt 
tttgttcatt tagaactgag tattctggag 
ttatctgaga ttgtattttc aaaatgaatt 
caaagacagt ttcaaaattt gattcagttt 
tgaggaaaat gtacttgagt tttgaaatat 
actttttaaa ataaatactg aattccagaa 
ctagaa 



tcaaagtgga agaggtggtc actaaatgca 420 
ctaatccttc ttctacagag atatctagta 480 
cttgtcttct tactctgcga gattataata 540 
tgattcaggc aaatcctaaa caaggcgcgt 600 
agaagaaggc tttcaactcc ccgaaaacag 660 
acatcttaga gaatgcatct gttgaattat 720 
tagtagaaca agttgcacaa ataaatgata 780 
aaaatacttt tccagcacaa gatattgtgc 840 
aatcacagcc aaactgtgct ctgaaagaac 900 
gtccttatga ggcggagaac tccggggaag 960 
caatgtgtaa cacatgtggg aaagtgtttt 1020 
gaatacataa aggagtcaaa ccttacgtct 1080 
gtaaccagct gaaaacgcat gtaagaactc 1140 
tgtgtgataa aggatttgct cagaaatgtc 1200 
gtgaagaaaa accctataaa tgtgatgtat 1260 
tcaagattca tgcaaggaag catagtggag 1320 
agagatttgc tcaagccagc acactgacct 1380 
cttatgtatg tgatacctgt gggaaggcat 1440 
ctcgaaaaca tacaggtgaa aaaccataca 1500 
cctcaggaga gctcaacaaa cactttcggt 1560 
aattatgtgg aaattcttac acagatatta 1620 
attctggtgc agataaaact ctagactcca 1680 
attccataca aaaaagtcct ttatcagaaa 1740 
taccattagc tcttccactt gggactgagg 1800 
ctcagtctcc tacatcagat acattgttga 1860 
agttgatttt tttacaacaa ttatactgac 1920 
cattggtagc aaacatctct ggtaaggtgc 1980 
agttgtgacc attatttttc attcactgaa 2040 
caatgtttgt ttttattttt ggctttatgt 2100 
gaattatgta gcactatttt gggtggatga 2160 
ccatttttat tttgcatttt agaattgccc 2220 
ttcagttgtg acctgtggga ttttaaaatt 2280 
cgatagtatc agcccaagag tgtgttgcta 2340 
tatgcataaa aataaaattt catattttcg 2400 
tgtgctattt ctctattaat atattgttag 2460 
tctcaaaatc tagaaaagtg catataaatt 2520 
aaaaccaatg gtcagcactt ttggtttgag 2580 
ttaagtagat atttggtgtt tttatcttgt 2 640 
atgttttatt ccgttctaaa atattggaga 2700 
tttggtaagc ctctcttact cctgttatgc 2760 
agaattttct agatataaac ttaatgcata 2820 

2826 



<210> 118 
<211> 859 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 675190CB1 



<400> 118 

cggctcgagg cagtggagac aggtcatcgg 
attttagcca ggtggcaagt gtatggactg 
acttgggttc tggcctatag gaacaagaca 
ctggggaaga tcatcatttc cagtggtagc 
etgggaaggc^ccagaataga cagaagagag 
gttgaacgaa atgggcaagg cccagctgaa 
ttgtaatgtc tgtgaggaga gagcaaggca 
aagatgtggc tgtgggcttc accagggagg 
tcttgtacaa ggaagtaatg ttggagaact 
gcaccaagcc agattcgctc ttcaagttgg 



tctgttgagc atttttgtca tctgcaaata 60 
tggagtaaga agtacctgcc tctgcctctg 120 
ttttcagtaa tggaagaagg agcttccagg 180 
ttgacctgag atgatacctg accaccactt 240 
agaacatact agagttgcta gcccctaaga 300 
ataacaggaa acacatgaaa" aatgccacga 3 60 
gttcttcagg ggaggggtca ttgtcattcg 420 
agtggcagtt tttggaccag tctcagaagg 480 
acatcaacct agtatcaata gggtatcgag 540 
agcaaggaga acccccaggg atagcagaag 600 
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gagcagccca cagtcaaatc tgtccagggt 
agggaatgca ggaaagctaa gaagaatcac 
aaacagcagc ctcagaacca cagtagccat 
gtatcagagg agacaaataa gcttggaaat 
cattatatat cttgtcttc 

<210> 119 

<211> 1652 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 685434CB1 



attcattcag gagaaggacc ctacagatgg 660 
acctcattgc agatctgcat taccgttgga 720 
gaagaccatc agccttcaac caccaccctt 780 
cctcaaaaag cctcatcctc agagcaatgt 840 

859 



<400> 119 

ttatgtcatg tctggtagtt tatactttaa 
attgaggcat attttaatac actcagacta 
accaacaaaa agtcagcaca aagtgaactt 
gccagttttt catagtgata ttaagatatg 
tcttttaaat agaaaatgtt atcaatcaca 
gggctgcagc acacgggcaa atagctgtgg 
tgcctcagaa aatgtatatg tatagttact 
atccagccag ctagatataa tggtagaggc 
cttgtggaac ttggatctag ttgggaaggc 
taatttaacg cccagacccc tctacatccc 
gagaaggctt catggaggag ctgtgacttg 
tacaggacgg aggaaggaag gcatccaggc 
agatgctcta tctggctact cgtatcgaac 
aaggatttac tcctctgatg tgggctgcag 
tacttcagaa tggtgctgat ccccaacttt 
tggcctgtag taaaggctac acagatattg 
taaatgaata tgattggaat ggaggaacac 
tgaaatgtgt aaagatgctc ttagaaagtg 
gatataattc tatggatcta gctgtagccc 
agtcacattt gttgaagctg cttcaaaata 
tctgcccttt tgtttacttc ttggtcctta 
ttacctcagt tgcaatattt actggttttt 
attcactggt ttataataaa tgtaatactc 
aaattataaa ttaatgtttt cgtggcatgt 
gtctttgtat caagtgctgt aatttgacat 
cactcgtgta ttaagtcatt cactttatat 
tgttcttatt gttgaataaa aaagtgcaca 
taaataaaat acttcttctg tcaaaaaaaa 

<210> 120 

<211> 1612 

<212> DNA 

<213> Homo sapiens 



gtaatatgct atctgaaccc ggctatgtac 60 
caaattacaa caacatgcaa taaataggac 120 
tactgagtat tataatcagc tctttggaat 180 
gttgttaaat tagatcacaa aaattgcttt 240 
cggatgaaga aggatttact cctctgatgt 300 , 
tagagttcct acttcagaat gtaaggaaaa 360 
taagttaagt ctttagtaga gtttttatat 420 
taccaaaaaa agtttaatgc ttttcatatt 480 
aagactaatc atacatgcaa cagtgagaaa 540 
acgggaacag aagtactgtc agctttgaag 600 
actccagagt gaaaggataa ttaggattga 660 
aatctcaata aaagttggct gctcagggag 720 
aagaaaatgt tatcaatcac acggatgaag 780. 
cacacgggca aatagctgtg gtagagttcc 840 
taggaaaagg tcgagaaagt gcactgtcgt 900 
tcaaaatgct gcttgattgt ggagttgatg 960 
ctctgcttta tgctgtacat ggaaatcatg 1020 
gggctgatcc aacaattgaa actgactctg 1080 
taggctatag aagtgttcaa caggttattg 1140 
tcaaggagta gacacagtca tcagaaaatg 1200 
taaatgatag ttttgtttac ttataaattt 1260 
agtaggtttt aataaatatt tctctgagta 1320 
tttttataac tatgttttac tgtatattta 13 80 
aaatttttat ggtacagata gttatcatca 1440 
tttcagaaat tattctaccc tagtcatctt 1500 
agggtttgct ataaatccct agaaaaaaat 1560 
gtgtgattgt ttacaaaatg atattataaa 1620 
aa 1652 



<220> 

<221> misc_feature 

<223> Incyte ID No: 788663CB1 

<400> 120 

gaggcctcac ggagctcgta gtttcccgga 
ccccacacta caactcccac ggggcagcgg 
ggcagggcag_ ccacttcgcg gtcgggcccg 
aagatggcgg acgtggtcgt gggtaaagac 
cctctatccc gcatccgggt catcatgaag 
gaggcgttgg tgctcacggc caaggccacg 
tcctacagac acggcagtgg aaaggaaaag 
actgeacagc aatcagaaac ttttcagttt 



cgggccgctc ccggcctcgc ggcctcgcct 60 
gcgcggctcc ccgtacccac cagctggccg 120 
ccggctgcgg gcacccgcgc gacgggcggg 180 
aagggcgggg agcagcggct catctcgctg 240 
agctcccccg aggtgtccag catcaaccag 300 
gagctctttg ttcaatgcct agccacctat 3 60 
aaagtactga cttacagtga tttagcaaac 420 
cttgcagata tattaccaaa gaagatttta 480 
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gctagtaaat acctgaaaat gcttaaagag gaaaagaggg aagaagatga ggagaatgac 540 
aatgataatg aaagtgacca tgatgaagct gactcctaaa ccaaaagtgc tttaaaaacc 600 
agcctggcga ggacagccct ggacccactc cactgtctct aagtaaacac agcactgccc 660 
gcttttagcg tcttcacttc ttcacagagt tccagtgtgt ggtattcttt cgaggtattc 720 
tttccaggcc gagattgagc acctcatgta cctacgccac agacagccag agggaaagcg 780 
acccagacag cagcccctcc tcgacaggcc caccctgcag ctcaggcacc aagaaaacag 840 
ccgatactgg cagccattgc agctccaaac tgcagaggca aggccaattt taacttttca 900 
atttacagtc gattttgaag agcttctaca tatcggttat gtaaattcat atatgtattt 960 
ttggaatcag ttcttataaa cagctcgatt cagttttagc taaatttata gtttaggtag 1020 
tatgttacat ttgaattttt gtcttaagaa aagttgactg ttcagatatt tttctactgt 1080 
aaagaaatat acttttctat taaagatctg tacatatttt tacagtaaaa tgctttatgg 1140 
aactagtttt agagccctct atggctttaa ggccttgctt actgcctgca aattttgaga 1200 
aatttaaaaa taagcattct aacactttta ttcccacaga aaaattccaa gtcaaattat 12 60 
caaatcaaac acaaaaataa gtcttacctc ttgtataagc atgttgtact aaaaaaaaat 1320 
tttgaaacat tttgtatatt ggagatctct ctcatcttac tgttctttgc tttaaattcc 1380 
tggcacttct ttttactgtc tataagagaa aacctatcat aagcccaatt ttttttttcc 1440 
acttagggta aatgtttggc tcttctcatt tcattatctt tttttttttt ttttaaagac 1500 
agattctcac tcagttgccc aggctggatt gcggtggcgc tgtctcagct cactgcaacc 1560 
tccgcctccc aggttcaagt gattctcctg cctcatcctc ctgagtagct gg 1612 

<210> 121 

<211> 1975 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 870100CB1 

<400> 121 

gccggaggcg cgtcgggctg gagccggtca cgatgccccg aaggaagcaa agccacccgc 60 
agcccgtgaa atgcgagggg gtcaaagtgg atactgaaga ctccctcgac gaaggacccg 120 
gggccctggt attggagagt gatttgctac taggccagga tctggagttt gaggaggaag 180 
aggaagagga ggaaggcgac ggcaacagtg accagctcat gggcttcgag agagactcgg 240 
aaggagactc tctgggggcc aggcctgggc ttccctatgg gctgagcgac gatgagtctg 300 
ggggcggccg ggcactaagt gcggagagtg aagttgagga gccagccagg ggtccagggg 360 
aggccagggg tgagaggcca ggcccagcct gccagctgtg tggggggccg acaggtgagg 420 
ggccgtgttg tggggcagga gggccgggtg gggggcccct gctgccccca cggctactgt 480 
actcatgccg cctctgcacc ttcgtgtccc actactcgag ccacctgaag cggcacatgc 540 
agacacacag cggagagaag ccgttccgct gtggccgctg cccctacgcc tcagcccagc 600 
tcgtcaacct gacacgacat acccgcaccc acactggcga gaagccctac cgctgtcccc 660 
actgcccctt tgcctgcagc agcctgggca acctgaggcg gcatcagcgt acccacgcag 720 
ggccccccac tcctccctgc ccgacctgtg gcttccgctg ctgtactcca cgaccagccc 780 
ggcctcccag tcccacagag caggaggggg cggtgccccg gcgacctgaa gatgctctgc 840 
tccttccaga tttgagcctc catgtgccac caggtggtgc cagtttcctg ccagactgtg 900 
ggcagctgcg gggtgaaggg gagggcctct gcgggactgg atcagaacca ctgccagagc 960 
tgctattccc ttggacctgc cggggctgtg gacaagagct ggaggagggt gagggtagtc 1020 
ggctgggagc tgccatgtgt gggcgctgca tgcgaggaga ggctggaggg ggtgccagtg 1080 
gggggcccca gggccccagt gacaaaggct ttgcctgtag cctctgcccc tttgccactc 1140 
actatcccaa ccacctggcc cggcacatga agacacacag tggtgagaag cccttccgct 12 00 
gcgcccgctg tccttatgcc tctgctcatc tggataacct gaaacggcac cagcgcgtcc 12 60 
atacaggaga gaagccctac aagtgccccc tctgccctta tgcctgtggc aatctggcca 1320 
acctcaagcg tcatggtcgc atccactctg gtgacaaacc ttttcggtgt agcctttgca 1380 
actacagctg caaccagagc atgaacctca aacgtcacat gctgcggcac acaggcgaga 1440 
agcccttccg ctgtgccacc tgcgcctata ccacgggcca ctgggacaac tacaagcgcc 1500 
accagaaggt gcatggccac ggtggggcag gagggcctgg tctctctgcc tctgagggct 1560 
gggccccacc tcatagccca ccctctgttt tgagctctcg gggcccacca gccctgggga 1620 
ctgctggcag ccgggctgtc cacacagact catcctgaac taggtccttc ttccccatgt 1680 
tttatacaga cggaccagaa gccacctttt tctcccccgc tggccagggg ctccacacag 1740 
actaacgtag gcactataag gaccagccca accccatggg cgggggggcc catatggacc 1800 
aggggacctt gccttgactg aggcacttca cgagctcagt gagaagggcc ctgtattcac 1860 
ctccactgcc cccaggggct gtggacaaac cggctggggg actgcccagc ctcccacctg 1920 
tttatttaac "ctatttcagt gctttataat aaaggaaaca ctaacaaaaa aaaaa 1975 
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<210> 122 

<211> 5980 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 879500CB1 

<400> 122 

tctgggcttc cagctgtgtt gaatccacgc 
cctactctgg gtactgctcg agcccccatg 
aagctggtcc acagtccttc acctgaagtc 
accatctctt ctcctctcca cgtgccatcc 
ccaattccca actcctctcc ccttgctagt 
tcatcttcac tccccatctc tgtccccacc 
accatcccca tctcagcccc cttgactgtt 
gtgactccac cattggcacc tgttgtccca 
tctggtgctt ccccgtcagc atcagccttg 
tcttcatctc agacacctgg tcaccctctg 
gggttgaact caaccgtggc cccagcatgc 
gccagtcctt ttccgtcagc accaaatcca 
gcaccatcgc caggtgctgc tcctgtcctg 
gctccatcgt ctactccagg aacctcttta 
cctgtgttgg ctccatcatc aactcaaact 
ccgagcccgg cttctacgca gacactggcc 
ggctcatctc catctcagac actctctttg 
actcagacat tgtcattaac tccagcatca 
tctttggcac caggaccacc actgggtcca 
cctctggctc cagcttctcc agtgggccca 
gcatcgtcat ctgcttcact cctggcccca 
gccccagttc ctaccctggg cccggccgca 
acacagtccc cagcttccca ggcatcttcc 
ttgcctgtca ccatggtatc ccggctgcct 
ttgcgctctg gtccccccag ccctccctcc 
cgacgccagc cccccccacc acctcgttcc 
cggaagcggc agcggtctga acgcctggaa 
gccctggcac ctgtgtatgg gactgaagtc 
gccagcccca tcggccctcg ttctcctggc 
gaggctgccc accgggctgt actgtttccc 
attgagaggt tcatctttgt catgcctcct 
tgccacccac ctccttggct ggccccacgt 
gagctctggc cccgggctcg tcctttgcac 
cctgacttaa gactcatcca gtatgattgc 
cggcagctca aggcagaggg ccaccgagtg 
gatgtattgg agcagtttct cacctaccat 
actagagttg aacagagaca ggccttgatg 
tgcttcatcc tttcaactcg gagtgggggt 
gttgtttttt atgacagcga ctggaatccc 
caccgaattg gccagacccg ggatgtccac 
gaggagaaca tcctaaaaaa ggcaaatcag 
ggaggcaact tcaccacagc ctatttcaaa 
ctggaggaac cttctagctc atccgtgccc 
gccagcaagc agactcatat tctggagcag 
atccgtgcag ccacccaggc caaggctgaa 
aacgatgggt ttcctgctgg tgagggagag 
gagatgtccc gggctgagca ggaaattgct 
-cgctatgcca tgaaattcct ggaggcctca 
caggcagaag agcaagtgga agctgcccgc 
ttccgcctac cccaagagga ggaggagggg 
actggtggag gcacccaccg gcgcagtaaa 
cgtgtcagtg agcgtcttcg tggagcccgg 
gtcatatccg cccatcaaac tcgcagcacc 



cccacgttaa cccctggccg gctacccaca 60 
cccacaccca ctctggtgag gcctcttctc 120 
agtgcttcag cccccggagc tgcccccttg 180 
tcactccctg ggccagcctc ttctccaatg 240 
cctgtgtcct ctacagtctc agttccattg 300 
acacttcctg ccccagcctc ggctccactc 360 
tctgcttcgg gcccagctct gttgaccagt 420 
gcggctcctg gacctccctc cttggcacca 480 
actctaggtt tggccacagc tccatccctg 540 
ttgttggctc ccacctcttc acatgttcca 600 
tcacctgtcc tggtgccagc ttcggctctg 660 
gctcctcctc tggctcctct tccggtcctg 720 
gcttcatcac agactccggt tccagttatg 780 
gcctcagctt caccggtacc agctccaacc 840 
atgctaccag ccccggttcc gtcacctctc 900 
ctagccccag ctttagcacc cactcttgga 960 
ggaacgggga acccccaggg accctttcca 1020 
tccctggtac caactccagc ccagacactg 1080 
actcagacgc tgtctctggc tccagcaccc 1140 
gccccagctc acacgctgac tttggctcca 1200 
gcttcagtgc agacactgac cttgagccct 1260 
gctcagacct tggcgctggc cccagcctcc 1320 
cttgtggttt cggcatctgg tgccgctccc 1380 
gtttccaagg atgagcctga cacactgaca 1440 
actgctacct cgtttggtgg cccccggcct 1500 
cctttttatc tggactccct ggaggaaaag 1560 
cggattttcc aacttagtga ggctcatggg 1620 
ctggatttct gtaccctgcc ccaacctgtt 1680 
cccagccacc ccaccttttg gacttatacc 1740 
cagcagcgac tagaccagct gtcagaaatc 1800 
gtggaggcac ctcccccttc cctgcatgcc 1860 
caggcagcct tccaggagca attggcctct 1920 
cgtattgtgt gtaacatgcg cacccagttc 1980 
ggaaagttgc agacgttggc agtgctgttg 2040 
ctcatcttca cccagatgac ccgaatgctg 2100 
ggccatctct acctgcgcct ggatggatct 2160 
gaacggttca atgcagacaa acgcatattc 2220 
gtgggcgtga acctgacagg agcagacact 2280 
accatggatg ctcaggccca ggaccgctgt 2340 
atatataggc ttatcagtga acggacagtg 2400 
aagagaatgt tgggggacat ggccattgag 2460 
cagaccatcc gagagctgtt tgatatgccc 2520 
tctgcccctg aagaggagga agagactgtg 2580 
gcattgtgtc gggcagaaga tgaagaggat 2 640 
caggtggctg agcttgcaga atttaatgag 2700 
gaagctggcc ggcctggggc tgaggatgag 2760 
gccctcgtag aacagctgac ccccattgag 2820 
ctggaggagg tgagccgaga ggagctcaaa 2880 
aaagacctgg accaagccaa ggaggaggtg 2940 
ccgggggctg gggatgagag ttcctgtggg 3000 
aaggccaaag cccctgagag gccggggact 3060 
gctgagactc aaggggcaaa ccacactcct 3120 
accacaccac cccgctgcag tcctgccagg 3180 
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gagcgagttc ccaggccagc acctaggcct 
attcctgccc ttgttcctgt cccagtttct 
ataaccattc tccctgtcca tatcttgcct 
tgttcttctc ctgcctgcac ccctcctcct 
cctccagccc aaacctgtct tgtaactcct 
gtgcccatct ctgcctcagt cactaatctc 
tgtgcccagg cattggcatc tccagagtcc 
acctcctcac tttctcttgt gccccctaaa 
cctgtgtcag agaagaacct ttctctcacc 
ggcagcatcc ccaatggtca agagcaggag 
acagtgctgc ctgaaggtga ggagttgccc 
ctcccaccct cagcagcatc tgatgagcca 
tcggaagagc tgacagaggc caagacccca 
gttacagctg aggttgcagc tccatccacc 
ccttcacctg cccgacctcc tcggcgtcgc 
gggactggtc ggccaggaca accaccaggc 
ctggtaactg tggtagagga aaaggaactg 
gccagcaccc tagtgcctgg ggtctctgag 
cgcagcatgt cagggccaga atcctcccct 
tcatcctcac tgcccactcc accccagcag 
ggggtgactg gtggtggcag ccccgagaat 
cctgctgtga aacgtcggag ggggaggccc 
gggagaggtg tggatgaggc accctcatcc 
ccagtccctg ggcctgagac cctaattgtt 
cctgggcccc agcctcttgg accccagcca 
gtggagaaaa gaaggcgagg acgaccccct 
atttcctctg caggggatgg caactccgaa 
cccctaaccc cactcccacc actgctagtt 
accactgtca ccatttcaac gtccccaccc 
cctccatcac ctcggcccag ccagctcccc 
gagagctgtg gattggggag gcgacggcaa 
tcctctgatg aggatggaag ccgccccctc 
gaaggaatgc gaggacggaa gagtggaggg 
ctggacttag cagatagcgg gccaggcggg 
accccaaaac tgcgctcgac ccggctgcgt 
gagaagttgc ctcgcaaacg agcaggggcc 
cggggccgcc tacagccccc aagtcccctg 
gctgaagcct caggtgagga ggaggaaggg 
cgccggcttg ttgggaccac caaccaaggg 
ccctccctgg ctggccctgc tgttagtcac 
tgcccctcca cctaggcttt ccaccgtggc 
taaccactac ttgaagtctt gagggggaaa 
ttcttcccac caaagtaggg ggtaggcaac 
tccccttccc cttcacccca cgtggctggg 
ccccaccccc ttgtacttga ttccccagct 
aagggggagg ggcttctcta caatgaggtt 
aaataataaa cttagtttct gtatgaaaaa 



cgacccactc cagcttcagc tccggctgca 3240 
gccccagtac ccatttcagc cccaaatcca 3300 
tctcctcccc ctccttcaca gattcctcct 3360 
gcctgtaccc ctccaccagc tcatacaccg 3420 
tcctctcctc tcttgcttgg tccaccttct 3480 
cccttgggct tgaggcctga ggcagagctg 3540 
ctggagctgg cttctgtggc cagttcagaa 3600 
gatctgttgc cagttgctgt ggagatcctg 3660 
ccttctgcac ccagcctgac cttggaggct 3720 
gcaccagatt ctgctgaggg gaccaccctt 3780 
ctgtgtgtga gtgagagcaa tggcctggag 3840 
cttcaggagc cactggaggc tgacaggacc 3900 
acctecagcc cagagaagcc acaggaactc 3960 
tcatcttcag ccacttcctc gcctgagggt 4020 
accagtgctg atgtggaaat taggggtcaa 4080 
cccaaagtgc ttcgaaagct gccaggacgg 4140 
gtgcggcggc ggcggcagca gcggggagct 4200 
actagtgcca gcccgggaag cccgtctgtc 4260 
cccattggtg ggccctgtga agctgctcct 4320 
cccttcattg ctcgccgtca cattgagctg 4380 
ggagacggag cactgctcgc catcacccca 4440 
cccaagaaga acaggtctcc agcagatgct 4500 
accttgaagg gaaaaaccaa tggggctgac 4560 
gcagatcctg tcctggaacc acagcttatt 4620 
gttcacagac ccaatcccct cctgtcacct 4680 
aaagcacgag atttgcccat ccctgggacc 4740 
agtcggacac agccaccccc acacccatca 4800 
tgtcccactg ctactgttgc caacactgtc 4860 
aaacggaaga ggggccgacc tcccaagaat 4920 
gtcttggacc gtgacagcac ttctgttctc 4980 
ccccagggcc aaggggagag tgagggtagt 5040 
acccgcctgg cccgccttcg gcttgaagca 5100 
tccatggtgg tggctgtaat tcaggatgac 5160 
ttggaattga caccacctgt ggtctcacta 5220 
ccagggtctc tagtcccccc actagagact 5280 
ccagttggtg ggagtcctgg gctggcaaag 5340 
gggcctgagg gttcagtaga ggagtctgag 5400 
gatgggaccc cacgccgacg tcctggcccc 5460 
gaccagcgca tcctgcgcag cagcgcccct 5520 
agaggccgca aggccaagac gtgagtgggc 5580 
cactccctcc atgaccaggc ctgactctgt 5640 
gcctccaggg agacataggg gccttctccc 5700 
tggttgtcat ggaaatgggg atcatcacag 5760 
cagtgttaag ggtggcaaga tagtctctgt 582 0 
gtctttcaca cagcccccca cccttagggg 5880 
tttttctttt tttttttttt taagaagaaa 5940 
aaaaaaaaaa 5980 



<210> 123 

<211> 3060 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 975377CB1 



<40_0> 123_ 

gcgacgcgta caggcgggga ccgaacgggt 
gcctcgccgt cctctccccg cagccggacc 
ctttgctgtg tgggataaac agtaatggcg 
acatcaggag caggagcggc agcggcgacg 
acagtcaccg ccccgtccct gggggcgggc 



"gcctcagtgt ccttcccctcccctcgcctg- 60 

ggaactatgt gatcccggaa gttccggggc 120 

gaggctgcaa ctcccggaac aacagccaca 180 

gcggcagcag cctcccccac cccgatcccc 240 

ggagggggcg gcggcagcga cggcagcggc 300 
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ggcggctgga ctaaacaggt cacctgcagg 
gacaactgtc gctactcgca tgacctctct 
tttcagcgag ggtactgtat ttatggagac 
aaacaggaag aagcaactgc tacagagcta 
agtctctcat cgatagttgg accacttgtt 
aattcaaact ttgcaactgt aggagcaggt 
gttcctgggc aaccctactg tggccgtact 
ggctcagtga ccaaggaaga atcagagaaa 
ctgtgcccct atgctgcagt gggagagtgc 
ggagattctt gtgacatgtg tgggctgcag 
tcgcagcata tcaaatcgtg cattgaggcc 
gtgcagcgca gcaaggacat ggtgtgtggg 
aaccccagtg agcgccgctt cgggatcctc 
tgcattcgca agtggaggag tgctaagcaa 
gaatgccgga tcacatctaa ctttgtcatt 
gagaagcaga aactcattct gaaatacaag 
tttgatgaag gacgtgggag ctgcccattt 
cctgatggcc gtagagagga gccacagaga 
gcccaacgaa ggaaccactt ctgggaactc 
gacaacgatg aagaagaggt tgtcaccttt 
gctgcaggtg gggacgacga actaacagac 
gagctggaag atttttatga cttggatcta 
tgctgacctc agacagcagc tgtcccctgt 
aggcaggcct ctcaactcca ggtgctgtcc 
aacccctcac ctttccctga ggagtgtgtt 
aaatcttaaa gttagttttt tgtaacacga 
gttgcgtcat ctgttttcaa ccagattgca 
gaccccaggt tcaaaagtaa aagcagtggc 
gggtgaaggg acctaagctg gccaatagcc 
gaggtttctg gtgaaatctg cacatctgtg 
ctaccacgtg cacttgttct gtggttttgg 
actgggtaac cagaatcagg tgtgaatgtg 
aaaattgaga aagaatacgt ataaaagata 
gttggctccc aagggctgac atggtgtgag 
tgcatagatg cagtattctt agccttagta 
tgtggcagat agatcttaaa gggcaaagca 
tagctctgtc tatataaata gagaaatggg 
atcccatata ataacacaaa ctgggtcttg 
ctagcctttc cagtacaggc actttctgag 
tgtcgggttt ttgtgtttgt ttttgtgggt 
gtagacagac gtgattcaaa actctgttct 
tgcagtgata agtcatactt ttccaccgaa 
taaagttaag ttgttggaag aattccttga 
ctgtttcctg aaaataactc ggggatgctc 
tggatcccac ccattctttc actttaagaa 
attttgcagc tgcccttttg taagaagcac 



tattttatgc atggggtttg taaggaagga 3 60 
gacagtccgt atagtgtagt gtgcaagtat 420 
cgctgcagat atgaacatag caagccattg 480 
actacaaagt catcccttgc tgcttcctca 540 
gaaatgaata caggcgaagc tgagtcaaga 600 
tcagaggact gggtgaatgc tattgagttt 660 
gcgccttcct gcactgaagc acccctgcag 720 
gagcaaaccg ccgtggagac aaagaagcag 780 
cgatacgggg agaactgtgt gtatctccac 840 
gtcctgcatc caatggatgc tgcccagaga 900 
catgagaagg acatggagct ctcatttgcc 960 
atctgcatgg aggtggtcta tgagaaagcc 1020 
tccaactgca accacaccta ctgtctcaag 1080 
tttgagagca agatcataaa gtcctgccca 1140 
ccaagtgagt actgggtgga ggagaaagaa 1200 
gaggcaatga gcaacaaggc gtgcaggtat 1260 
ggagggaact gtttttacaa gcatgcgtac 1320 
cagaaagtgg gaacatcaag cagataccgg 1380 
attgaggaaa gagagaacag caaccccttt 1440 
gagctgggcg agatgttgct tatgcttttg 1500 
tctgaagatg agtgggactt gtttcatgat 1560 
tagcaacctt gcgtggcgtg tgaactggtc 1620 
ggtggtgtgg cagtgcctgt gttctctcct 1680 
taagaatttt tacccagggc ctgtcttctc 1740 
gttttccctg ttgaaaaaag ttacaaaaat 1800 
atttaactgt cagacagtta gtgtaggtgt 1860 
tttatggact tttcacacac tcattttgag 1920 
cctgctttgg ggtccaagaa taggagtgat 1980 
ctctgcccca gacatgggat gtggatcctt 2040 
tttttatatc tgttccctac cctgtaatcc 2100 
tctcttgttt aattgcacac aagtaatact 2160 
ttgagatttt ttactgtttt gcatgatagg 2220 
gagaggcata acatcaatgc agagttggaa 2280 
tgtgtgggtg tgtgataagc ttctcatccc 2340 
gaaaaacctg gtttagtggt ttaagccttg 2400 
gtatattggt agttgtcaat atagcagtgc 2460 
gttagccata gaggttaaaa ctacctggtt 2520 
gatacacagt tgtatttaat gttttacgat 2580 
aaacctttgt cctcacttga ggcattttgt 2640 
atttgcctca ttccacccct gagctttcag 2700 
aaggtgttta ttgtagtgga gtaatgggtt 2760 
agggagggct tgggaatccc tgagattagc 2820 
ttggaaattg tacctttgtg ttttgttgct 2880 
ctggtttgtc catctactgc tttgattcct 2940 
aaaacaaata attgttgcag aggtctctgt 3000 
ttttcccaaa taaaacaatt aaaaaaaaaa 3 060 



<210> 124 

<211> 2102 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> incyte ID No: 1208721CB1 

<400> 124 

gtgcaaeaag-acagctttgc.tggagggcct 
gatttacatt cagaactctg actatgagga 
gccagtgccc gtgaagcctg acatgcacat 
gcgctgccgc accgtgagcc ccgcccacgt 
cgccctgggc cccggcgctg ccccctttgc 
cagcgactac cctggccagg gtfcccagctt 



ggaggtggac cagtacatgc tgggcatcct 60 
gatcaccatc gaccccacgt gcagctggaa 120 
caaggaggag ccggatgggc cagcactgaa 180 
gctcatgccc agcgtgatgg agatgatcgc 240 
ccccctgcag cccccctcag tccctgcccc 300 
cctggggcct ggaactttcc ctgagtcctt 360 
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cccacccacc acgcccagca ccccaaccct 
ctcctaccag tctgacattc ccagcagcct 
cccaagccag atggcaccag caggtcacct 
actacacacc tccaaccttg gggcccctcc 
cccagcgtcc cggcagtcct tgggccaagc 
cagtcctgcc acaggcgtga tggggccccc 
accagctctg gacctgctcc cggaactgac 
cccacccgac ctccctacga acaacaatga 
atcctgtgtt taccccaagc ccggcgggga 
cttcatgccc agccccatgg gacacccggt 
ctggagccag agccttctgc cgccagccct 
atgggagggg ctcccaggcc ggcagccctt 
agaacggttt ttgctgaggt gcccctgccc 
ctcacgcccc tggtctcaca gcctcacacc 
agcctgcttc ttgtccagca ttgatccttc 
tgggcatctg gcagggctgg ctctgtcccc 
cagcagtcca gctcttggaa cctcgctgaa 
cagcccagcc gtgtgtggtg tcaggttcct 
ggggtggggg agctacaaag cacaacaatg 
gaggggagcc agctgtccag ccagcatgtt 
tctgctcctt cccatgtgca gacagatcag 
agcttcggcc tggccaaggt gggtgggtgg 
tctagcgggc tgcgctccca agttcccctg 
tgttttttaa agccacctct ctgtctccac 
ggaagccact gcatctgttg gctcagggcc 
ttgtgtctcc tgtctgtgcc gatctctatt 
gtccctcctt tgtgctccca gggactattt 
cttgggctgt gcctgcaaaa gttgggcagg 
cttttggggc cccaggttga gctctggaag 

gg 

<210> 125 

<211> 2856 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1234329CB1 

<400> 125 

tatcatgaac agcaggcatt gccagtggac 
agtggcagtt ttcatggagc atctgcattt 
gctgcaatct ttggccatca ggccgctgct 
gatggctatg gttcaagcat ggttgcgcag 
ctctctcatc atgtcgacat tacatgccac 
atcatcaagc ttctgcctgc ccgcattctc 
cgcctcaagt ggattatgtt attcctcatc 
ctcatgcaac atctcatcct gtggcacccc 
caccaatccc tcagcatctt cctcctacac 
cagcacctcc agcacagaga ctgcatcctc 
ggaggaggat gatgcagcat ccaactggtc 
atgaacgccc cccaccccat ccacatagga 
ttcatgtgcc tcagactatg tcctcacatc 
aactgggaat tgaagctgga gtgactgcag 
acttggccca ttatcacgca cctcctcgac 
taatggttcc tgatatggca ggctatcctc 
gaaeatcatt cagaggtcct. ttcaggggca 
gattaggcaa tgtcaatcgt ggagcatccc 
ataaatacaa aaagaggaaa ctgcactgca 
acacagagga aaaatgtact atctgtttgt 
gtcttccatg tatgcacctt ttccaccaag 
agaagtgccc catatgcaga gtggacabizg 



tgctgagttc accccgggac caccccccat 420 
cctgacttca gagaagtcta ccgcctgcct 480 
ggaccccact cacaatcctg ggacaccagg 540 
aggtccccag ctgcaccatt caaaccctcc 600 
gagcttagga cctacgggtg aactggcctt 660 
cagcatgtct ggagccgggg aggccccaga 720 
caaccctgat gagctactgt cctacttggg 780 
cgacctgctt tctctgtttg agaacaactg 840 
cacgctcaca gatgtcacca cagccctgcc 900 
ggtctttccc aaacctcccc caaaacacac 960 
gcccctgaat tggaagcagc cctgtgctcg 1020 
gccacctccc tctgccaagc ctgctgctgc 1080 
agccctgtcc agccttgtcc acacacacat 1140 
ttgtccttcc acccctgcct gcccccaccc 1200 
tgtttcaaca actcctccac tgggcagagc 12 60 
tgggcctttg gctccagtgg cccctgtgcc 1320 
tggcagcctc ttgggggcct ggagctctgg 13 80 
ctccccaccc cagcttcaag cagaggcctc 1440 
tacatagtgt agaaacacta acagctggga 1500 
cctgttgtac agcccggtct ccctgcgcgc 1560 
ggaggaacct ccaatgggtg ggggacagtg 1620 
gctctcagat tcagctctgt gtaaagattc 1680 
ctctgtgaaa gtgaagaatt agtacagctg 1740 
cccatgggcc cacacccagg tgggggagga 1800 
ccagcctgtg cgagcagggc gcctgggctg 1860 
aaaggactcc ctcttggtcg gcctgcgcga 1920 
gctcctcgta agccagcgac ctgcctaaag 1980 
acctgggtgc caggtcgacc ttcaagtggg 2040 
gttcaagcca aggttcgggt aatcgcgtcc 2100 

2102 



ctgagcaaca gtggtatcag aagtcatgga 60 
gacccctgct gccctgtttc ttcctcccga 12 0 
gctgccccaa gtcaaccttt atcatcaata 180 
ccccaagccc ccagccccct ccacagccct 240 
ccccttatgc ctctttgaca aggccacttc 300 
atggaaaccc ccctcctcag actcagcctc 360 
ctgtacatgc tttccattct caaatatctt 420 
caccaccaac tcacttagcc agtacagctg 480 
accagccaat ttcgcaccat attccagcca 540. 
atgaagtgat gcagaggatg gaagttcaaa 600 
tttttgtgtt ctgtgtttcc aggcgggcac 660 
tgcacccaaa ctatggtcat gggcatcata 720 
ctcgacaggc tccagagagg tctgcctggg 780 
ctacttatac acctggtgca ttgcatcctc 840 
ttcatcactt acaattagga gctcttcctt 900 
acatccgtta catttcatca ggattggatg 960 
attttgagga actgattcat ttggaagaaa 1020 
aggggacaat tgaaagatgtr acatatccac 1080 
aacaagatgg ggaagaaggg actgaggaag 1140 
ctattttaga ggaaggtgaa gatgtgagac 1200 
tgtgtgttga ccaatggttg attaccaata 1260 
aggcccagct gccaagtgaa agttgacacc 1320 
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atgtttcaga 
aagatggcat 
tatatggtac 
ataaaagctt 
ggttccttgt 
aaggttagct 
gccttgataa 
ttagtttaat 
aattaggaca 
ttaatactgg 
agagtgatca 
agttgaatat 
catcatttag 
acactaaata 
agggaaattg 
tatctgctta 
caggtatctg 
attagtttaa 
aaacttgaaa 
gttgctatgg 
tttttaattt 
actaacattt 
atactttcat 
attgcaaatg 
atcatatgtg 
taataaataa 



actcttgccc 
gacttacctg 
aactaatgct 
ttttttctag 
attgcatttc 
gctttagtaa 
ttatgaattt 
gtataaagat 
aaatggctgc 
gaacagaata 
gtataaattt 
tgatatcata 
aattttattt 
ttaatttcaa 
aaaaagacat 
cattgatttt 
tgcattcata 
aggtaaataa 
acagtaaatc 
ttatatactc 
ctatagttaa 
ctcctttgga 
atacaggata 
catccagtca 
aagatgtcaa 
cttatatttc 



tccctctcat 
cgcagatttg 
agacctacag 
atttgacatt 
tttgcacata 
gtagaatttt 
tttatccatt 
cctctagaaa 
tgtatattta 
caacccatat 
tcttggtgta 
catttagact 
ccctgattca 
ttagctagat 
gtagaatttg 
gtagacacat 
gaacttataa 
agtcagctga 
tgcagatact 
ccacttcata 
gatttactgc 
ggaagtttta 
gcctaatttt 
gtaatatcac 
taagcttgca 
tattgtcaaa 



tcccatcctt 
gaagcattga 
tttatgtata 
tttctgtatc 
ttatgggctt 
gtggtctttt 
actaaccttt 
atgataatat 
ctatatggag 
aaatcagatg 
tccttttcct 
gctgttctga 
gtttttgctg 
tgtacatact 
ttgtcttctg 
taagtcaaga 
aggtcccagg 
atctacatgt 
gtgaggcaca 
cattaccaag 
ataatataga 
atctacttca 
atttgtttaa 
tgtctgtatg 
ttaagccacc 
aaaaaa 



cctggtactg 
acttagagtg 
cagttgattt 
attttactgt 
gtgaccctaa 
tgttttttac 
aatttaatca 
tgtgtattaa 
ttctgagtta 
caggtggtag 
ttcaacacag 
ttgcatttat 
ctgtgaaaca 
tgcagattta 
ctaagcacga 
tttggaattt 
atcactttta 
ctcttgtttt 
aattatactg 
agtcgatcac 
atataaagtt 
ggatgcatat 
atatgcttaa 
tggaggacat 
tgctttgtaa 



cagtcaacca 
ctggctctgc 
tgatgtattt 
atttttgcat 
acttgcaggc 
atagtaccaa 
atcatgtact 
gacattcctt 
aataccatcc 
tcacatcacc 
tgcagataag 
ctttttccta 
gctctgatga 
acaaaatttt 
aaagttaaga 
aagtcactgg 
agggattttt 
atttctctct 
tcaacctact 
tgatttaaaa 
aagttaacat 
tattatcaag 
tatgccccag 
gttcccatgg 
gtggattgat 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2856 



<210> 126 
<211> 1956 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 1238747CB1 



<400> 126 

cttcctgttt tgcctgctag catctccctg 
gtcccagccc ctggaaaggg gcaggaacga 
caagagccat ggaagaggct ctttttcagc 
atgccataca caagccattt cccttctttg 
agagaatgta catggaatct ctggaagcct 
tgcacaacat tctcacccaa ctggagagga 
tcagtcaaat taacctgcgt gaatatccca 
gtgttggtgc ttcctatgaa cggcagagca 
ctggcctagc agaaggaagc tccctccata 
ctcaaccaag ctgttcaccc tgtgcgccaa 
aaagcgatga gatcctgagt gagtcgccca 
cactcatcca ggaaggaaga agcacttcag 
atgcggaaga agactcagaa gagatgccca 
gtgacaacct gatcccccaa ataagagata 
ccttgggctc tatgccagag ataagagata 
cccaggaggt gtccagcaca ccttcagaca 
ggtcaactcc aaaaaggaga cataagaaaa 
gacacggaat ccaaaagaag ctcaaaaggg 
caacttgtaa ctccacggta gagacaaggg 
agtcgagatc agaggagatc attgatggca 
agaagacgcc tagtacacca cgaagggtca 
tccaagagaa gctccaagtg gtggataagg 
actcagaggt catgatgagg gtccaaaagg 
cgaaagaaaa gaaaaaggag aaagatatct 
atattcaccg aagaggaaaa cccaaaagtg 
ccgtgacctg tggtgaggcg aaagggattt 



taactctccc aatcttgagg agtgatccct 60 
caaactcaaa gtccaggatg ttcaccatga 120 
acttcatgca ccagaagctg gggatcgcct 180 
aaggcctcct agacaactcc atcatcacta 240 
gtagaaattt gatccctgta tccagagtgg 300 
cttttaacct gtctcttctg gtgacattgt 3 60 
atctggtgac gatttacaga agcttcaaac 420 
gagacacacc aatcctactt gaagccccaa 480 
ccccactggc gctgccccca ccacaacccc 540 
gagtcagtga gcctggaaca tcctcccagc 600 
gcccatctga ccctgtcctg cctctccctg 660 
tgaccaatga caagttaaca tccaaaatga 720 
gcctcctcac tagcactgtg caagtggcca 780 
aagaagaccc tcaagagatg ccccactctc 840 
attctccaga accaaatgac ccagaagagc 900 
agaaaggaaa gaaaagaaaa agatgtatct 960 
aaagcctccc aagagggaca gcctcatcta 1020 
tggatcaggt tcctcaaaag aaagatgact 1080 
cccaaaaggc gagaactgaa tgtgcccgaa 1140 
cttcagaaat gaatgaagga aagaggtccc 1200 
cacaaggggc agcctcacct gggcatggca 1260 
tgactcaaag gaaagacgac tcaacctgga 1320 
caagaactaa atgtgcccga aagtccagat 1380 
gttcaagctc aaaaaggaga tttcagaaaa 1440 
acactgtgga ttttcactgt tctaagctcc 1500 
tatataagaa gaaaatgaaa cacggatcct 1560 
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cagtgaagtg cattcggaat gaggatggaa 
aaggaaaagg aaggaacgca aagaactgga 
taggagagct gctgaagagt ggacttttgc 
agttaaatag caagtgaatt tctactaccc 
tctggaggct caccttagag cttctgagtt 
catggcatct tcaaaacaat taatttgcat 
ctaaaataaa aattaaatga aaaagcaaaa 

<210> 127 

<211> 1588 

<212> DNA 

<213> Homo sapiens 



cttggttaac accaaatgaa tttgaagtcg 1620 
aacggaatat acgttgtgaa ggaatgaccc 1680 
tctgtcctcc aagaataaat ctcaagagag 1740 
tctcagtcac catgttgcag actttccctg 1800 
tccaagctct gagtcacctc cacatttggg 1860 
agttaatttg ggatggggaa gcaaatgact 1920 
aaaaaa 1956 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1265980CB1 



<400> 127 

tgaaggtccc aagagagagg atcacatggc 
ggcatgggta ccagctctgg cagttggcat 
gtgcagatat acacagatct agagactcca 
tttggaagac ccaaaatgaa aactgattat 
gattagagaa ccatgttaac actaccgttt 
atgtgcagaa agttttctag agaatgcgag 
ttttccaaac agattgtcct tcgaggaaag 
gagaaagaag aagaggagga agacagggaa 
aggggtctta ggaaaaaaaa gacaacaaag 
caggaagcga acgcgcgcga gaggaacagg 
ttaagaaaag tggtcccctg ttattctaga 
cgactggcca aaaactacat ctgggcactt 
gatctgctca cattcgtcca aaacttatgc 
gtggcaggct gcttgcagct caacgccagg 
gcacaccaca caaggtcacc ctactctacc 
accactcccc cagggcatgg gactcttgat 
tgcagtgcgt atgaatcctt ctatgaaagt 
gaaggtccct taagtcctcc cccaattaac 
gaaaccttgg actatggtaa aaattacaat 
aggggtcccc ttgggcaggg tgccatgttc 
gacttacatc tgcgcagcca atctctcaca 
aattaatgag gaaaatgaaa ataaacagtg 
aagcagatgc ttgtgggctg agtaattggc 
tgaagtgtgt ttcaactatt gtgagaattt 
agaacttctt ttcctttcct tttgtctgtg 
atttttttct ttttaatttt cttttaaact 
aatatactgt tgaataaagc agtcgccc 

<210> 128 

<211> 2205 

<212> DNA 

<213> Homo sapiens 



tctctctgcc ctgtgacgtc actagcagat 60 
caatgtcact ttttagagat caatgagata 120 
ggagacgatg cgacactcag cctgaaaaga 180 
tgaatgaaat taaaacctaa ggtaatttaa 240 
gatgagtctg ttgtaatgcc agaatcccag 300 
gaccagaagc aaattaagaa gccagaaagc 360 
agcatcaaaa gggcccctgg agaagaaacc 420 
gaggaagatg aaaatgggtt gcctagaagg 480 
ctgcgattgg aaagggtcaa gttcaggaga 540 
atgcacggcc tcaacgacgc tctggacaac 600 
acccagaaac tgtccaaaat agagacttta 660 
tctgaaattc tgagaatcgg caagagacca 720 
aaaggtcttt cccagccaac tacaaacttg 780 
agtttcctga tgggtcaggg tggggaggct 840 
ttctacccac cctaccacag ccctgagctc 900 
aattccaagt ccatgaaacc ctacaattat 960 
acttcccctg agtgtgccag ccctcagttt 1020 
tataatggga tattttccct gaagcaagaa 1080 
tacggcatgc attactgtgc agtgccaccc 1140 
aggttgccca ccgacagcca cttcccttac 1200 
atgcaagatg aattaaatgc agtttttcat 1260 
gtcattcacc tcccctgtct aattaagaca 1320 
acaactctat ctaaggtgtt tactagtttc 1380 
tctatgtaat aataaatctc ttttcgtatg. 1440 
aagcactgtg attctgtttc tactggaaag 1500 
tatttaattt gtttgaacaa ggtgtctaag 1560 

1588 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1297333CB1 



<400> 128 

atctgttagg ggacactggg attatgatgc 
~ " tatcaaaaae etggctgttg_acttccgcca 
taagaatggg atatgggaga acaacagtga 
gccagattta gtctctttac tagagcaaga 
gacaggaagc ctgttctcag gccagcgatc 
gcaagattca tatgctgaag gggtaacaga 
cagtttcaga gaaaattggg attctgacta 



tctgtttgag acacagccgg gcttggtgac 60 
gcagctacac ccagctcaga agaatttctg 120 
cctgggatca gcaggacatt gtgtggctaa^ 180 
gaaggagccc tggatggtga agcgagagct 240 
tgtacatgag acccaggaat tatttccaaa 300 
cagaacctca aacactaaac ttgattgttc 360 
tgtgtttgga aggaagcttg cagtaggtca 420 
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agagacacaa ttcaggcaag agccaattac 
acgtacatat aacaaatctg gaagatggtt 
taatcgtgat tcaattaaaa attttcaaaa 
ctatgcagga aaaaagcttt tcaagtgtaa 
atctcttact gttcatcaga gaattcacac 
tgggaaggcc tttagtgacg gctcatcctt 
gaagccctat gagtgcattg agtgtgggaa 
tcactggaga tactatcata ctggggagaa 
cttcagtgac cacatagggc ttaatcaaca 
caaatgtgat gtatgtcaca aatccttcag 
gattcatacc ggagaaaaac catatgaatg 
tgcatcactc actcaacatc aaagagtaca 
gtgcggaaaa gcttttaggc agaatataca 
ggagaagcct tttgaatgtg cggagtgtgg 
cactcatcag agaatccata ctggagagaa 
gttcacccag aaggctcacc ttgcacagca 
tgagtgcaag gaatgcggta aagccttcag 
agttcacact ggtgagaaac cctataaatg 
ctcatcctgt actcaacatc aaagactgca 
gtgtggaaag gcattcaaga caaaatcctc 
agaaaaacct tatgaatgca gtgtgtgtgg 
tgtacatcag agaatccatt ctggaaagaa 
cttcatccaa attggacacc ttaatcaaca 
taactataag aaaagcagaa aagtcttcag 
aattcatact ggagagtcgt caacatgccc 
tctgtttccc aaatttctct ggaatccatc 
catttctgtt tgactactcc agcagtttaa 
tttgtccctt attagttagt tcttcacata 
taaaacttat agtttcttta aattggttaa 
tccatagtaa gtgctcagta aacttagctg 

<210> 129 

<211> 2735 

<212> DNA 

<213> Homo sapiens 



tcataacaaa accctctcta aggaaagaga 480 

ctatttggac gattcagaag agaaagttca 540 

aagttcagtg gtaataaaac aaacaggcat 600 

tgaatgtaag aaaactttta cccagagctc 660 

tggagagaaa ccttataaat gtaatgaatg 720 

tgcccgacac cagagatgtc acactggcaa 780 

agctttcata cagaacacat cccttatccg 840 

accctttgat tgcatcgatt gtgggaaagc 900 

caggagaatt catactggag agaaacctta 960 

gtatggttcc tcccttactg tacatcaaag 1020 

tgatgtttgc agaaaagcct tcagccatca 1080 

ttctggagaa aagcctttta agtgtaaaga 1140 

ccttgccagt catttaagga ttcatactgg 1200 

aaaatccttc agcatcagtt ctcagcttgc 1260 

gccctatgaa tgtaaggttt gtagtaaagc 1320 

tcagaaaacc catacaggag agaaaccata 1380 

ccagaccaca cacctcattc aacatcagag 1440 

tatggaatgt gggaaggcct ttggtgataa 1500 

cactggccaa agaccttatg aatgtattga 1560 

ccttatttgt catcgcagaa gtcatactgg 1620 

caaagccttt agtcatcgtc aatcccttag 1680 

accatatgaa tgtaaggaat gtaggaaaac 1740 

taagagagtt catactgggg agagatctta 1800 

gcaaactgct cacttagctc atcatcagcg 1860 

ctctttacct tccacgtcaa atcctgtgga 1920 

ctccctccca tcaccatagc ctcgagacgt 1980 

aaccccatct ccctgccctt ttgttttctt 2040 

•agtgtaaatg taacttattc actcctcttg 2100 

tgtgtgagat gtgctcagca cagtgcctgg 2160 

ttttaaaaaa aaaaa 2205 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1312824CB1 



<400> 129 

attttaacag ctaaaacttg tcggattgct 
aaagaatact tgaaggccaa gaagcttgag 
tttgactaga atatcaatga accaggaaaa 
tatacaatta ctccacagac agagctgagg 
gctgcctgat acgtgaatct tcttggaatt 
attatggctg ctgttgtcca acagaacgac 
gaggatgaac gacagcttgg tgatccagct 
cctggtgctg atattctcaa tagttatgcc 
atgattactg agagttcact ggatgttgct 
gacatcaccc ttacagttga agcttcttgt 
gaggctgctg aggcactcct caatatggat 
ataaataata atatatttag ttcacctgaa 
gtgtccgtca cattagatgg gattcctgaa 
tatgcagact caccgggagc ctcatcacca 
atttatcttt gggagttttt actggcactg 
atcaagtgga cccagcgaga gaaaggcatt 
aggttgtggg ggaagcacaa_aaacaaacct 
ctcaggtact attaccaaag gggtattctg 
cagtttaaag aaatgccaaa agatcttata 
atagagtctt cagatccatc gctatcttca 
cggtcgagag tatcttcaag tccaggggta 
gggaattcta aagctgcaaa acccaaagat 



ttttattttc aagctcaaaa gacgatagag 60 
agaagaaaaa tttcagaaaa attgtctcaa 120 
ctgaagcacc ttccctaaag aaaacttggg 180 
gttttttacc caaatcagtc actggatttt 240 
tttctcatgt ggatctaagg ggaatgcttt 300 
ctagtatttg aatttgctag taacgtcatg 360 
atttttcctg ccgtaattgt ggaacatgtt 420 
ggtctagcct gtgtggaaga gcccagtgac 480 
gaagaagaaa tcatagacga tgatgatgat 540 
catgacgggg atgaaacaat tgaaactatt 600 
tcccctggcc ctatgctgga tgaaaaacga 660 
gatgacatgg ttgttgcccc agtcacccat 720 
gtgatggaaa cacagcaggt gcaagaaaaa 780 
gaacagccta agaggaaaaa aggaaacaca 840 
ctccaggaca aggctacttg tcctaaatac 900 
tttaaattgg tggattctaa agcagtgtcc 960 
gatatgaatt atgagaccat gggaagagca 1020 
gcaaaagtgg aaggtcagcg cttggtgtat-1080- - 
tatataaatg atgaggatcc aagttccagc 1140 
tcagccactt caaataggaa tcaaaccagc 1200 
aaaggaggag ccacttcagt tctaaaacca 1260 
cctgtggaag ttgcacaacc atcagaagtt 1320 
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ttgaggacag tgcagcccac gcagtctcca 
gtagtacagc cagtacaggc tgtcccagag 
gatgaaacat taaattcttc cgttcagagt 
ccagtggttg tgtctcctag gaatcagcag 
ctcacaacag ttatagccag cacagatcca 
ttacaagcca ttccatcatc acagcccatg 
tcacaaaagg cgggctctcc tccttcaatt 
cttactagca atgttcagac catttgcaat 
ttcagtgcta ctgcacctgt ggtgaccttt 
ccacctggca ctgtaatcac ttcagttatc 
gaagtagaga aaaaggaatc tgaagatcat 
cagccacagc cttatgtgat ggtagtgtcc 
atgaaacaaa acgaactgct ggaacccaac 
ataattgttt gttaattgaa cattttcaat 
ttctaaggag gtttctaatt ttgtaattgt 
atgagggagg aaaactcaac tgtttctctt 
gaaggaacag gcattttaca ctatgaagac 
tatcataagc atttttaaag tttcttttct 
ttttgtaaat acagaactta aatagaaggc 
ttccacttgt gtaagttaag tcttgactct 
gttaaaatta tggtgtcact tagattgact 
atgaatatgt agaatacatg aaaaattgga 
gaagcaggat agtattaaag catcagccta 
atcttgacct ctttgggcct tagttcctct 



tatcctaccc agctcttccg gactgttcat 1380 
ggagaagcag ctagaaccag taccatgcag 1440 
attaggacta tacaggctcc aacccaagtt 1500 
ttgcatacag taacactcca aacagtgcca 1560 
tcagcaggta ctggatctca gaagtttatt 1620 
acagtactga aagaaaatgt catgctgcag 1680 
gtcttgggcc ctgcccaggt tcagcaggtc 1740 
ggaaccgtca gtgtggcttc ctctccatcc 1800 
tctcctcgca gttcacagct ggttgctcac 1860 
aaaactcaag aaacaaaaac tcttacacag 1920 
ttgaaagaga acactgagaa aacggagcag 1980 
agttccaatg gatttacttc tcaggtagct 2040 
tctttttagt taatatacca aagcttatga 2100 
tatatgcaga ctgactgatt ctaagataaa 2160 
taaaaataga gttaattttg actttgttag 2220 
tgttatctaa atgtttcaga attcaatcgt 2280 
attcttttga gatttttatt tcagttgcta 2340 
aattttacat tgtattagat tttctgattc 2400 
aacaggaaat ttatatagga actattttca 2460 
ttcaaatgca aaaaacctat tttatgcttt 2520 
ttagttgact gcactatata atatagaact 2580 
ggtgctggtg gtatggctga ccctgtttca 2640 
agaatggcac tcccactaac tagccatgta 2700 
cataa 2735 



<210> 130 

<211> 3174 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1359294CB1 



<400> 130 

cttatggcgg cgctggagag ggggcgctga 
ctttaccacc tgaaactgct gcttcaagtt 
actaacaaga ccaaagaaga gtacacttaa 
gaagtttgtg cctactcaac agctttgaaa 
gttttcttca gtgctgtact gtgagattgc 
gcttggtaga tcattttctc tcgctctttt 
acgtgtgctg aaaaagaaga atcagcaaat 
tgcgagatga gctttgatcc aaaccttctc 
ggtacttcag cagcactgcg tgaaactggg 
tttattcagt gttcagaacg tcaagctaga 
aacctgcaag acttaaaagt aggagatgat 
actgggaaac ccattgctgt taaactggtg 
cgaatgaatg gacaagaagt gttttatctg 
gttcagctgg aaactggaga taaaataaac 
gctgtaagtg ctcgcaacat tatgctgttg 
gtttgtgcca tgaaggaggc atttggcttt 
ttctttcact atagtgaatt taagggtgac 
gaattcacaa tcaaggacag aaatggtaaa 
caaggaacag tcatttttga agatatcagc 
gttatcccaa aagtacccag taaaaaccag 
gactttgtga tccctaaaga acttcccttt 
ctgctggaag gtgaccatgt taggtttaat 
cgagcaacca atatagaagt. tctgtcaaat 
atgggtgtga ttgctgccat gagagatggt 
gttcgtatgt tcttccactt cagtgaaatt 
gaagtagagt ttactgtggt tcctgatatg 
attaaaaaac ttcccaaggg cacggtttca 
ggcacggtag aaaaagaagc cactttttcc 



gctgttgggt atgaagtgta acagaacaga 60 
cagatcaggc aaggaacaaa cctcgtaaca 120 
gttgaagaca caacacttga tctgaaacaa 180* 
gagcacttcc caacgctgct agtagtcttt 240' 
ccggtacagc agcagttgta ttctttatta 300 
ttttaatact agcaactttc atcctttgaa 360 ■ 
actactgaaa gtgcaatatt tgagtatcac 420 
cacaacaatg gacataatgg gtaccctaat 480 
gttattgaaa aactgttaac ctcttacgga 540 
cttttcttcc actgttcaca gtataatggc 600 
gttgaatttg aagtatcatc ggaccgacgg 660 
aagataaaac aagaaatcct ccctgaagaa 720 
acttacaccc ctgaagatgt cgaagggaac 780 
tttgtaattg ataacaataa acatactggt 840 
aaaaagaaac aagcccgctg tcagggagta 900 
attgaaagag gtgatgttgt aaaagagata 960 
ttagaaacct tacagcctgg cgatgatgtg 1020 
gaagttgcaa cagatgtcag actattgcct 1080 
attgaacatt ttgaaggaac tgtaaccaaa 1140 
aatgacccat tgccaggacg catcaaagtt 1200 
ggagacaaag atacgaaatc caaggtgacc 1260 
atttcaacag accgacgtga caaattagag 1320 
acatttcagt tcactaatga agcccgagaa 1380 
tttggtttca tcaagtgtgt ggatcgtgat 1440 
ctggatggga accagctcca tattgcagat 1500 
ctctctgctc aaagaaatca tgctattagg 1560 
tttcattccc attcagatca ccgttttctg 1620 
aatcctaaaa ccactagccc aaataaaggc 1680 
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aaagagaagg aggctgagga tggcattatt 
attgcttttc aagccaagga tgtggaagga 
gaatttagta ttagtgacaa acagaggcct 
ttaggtcgta attctaactc caagaggctc 
tttggattta ttgaaacagc caatcatgat 
tctggtgatg ttgatagcct ggaactgggg 
aaaggcaaca aagtcagtgc agaaaaagtg 
gaggaagctg atcccaccat ttactctggc 
ccaacacaga ctgagtacca aggaatgatt 
gaggtctatc catttggcat cgttgggatg 
gagagcgtca agttccaatt gtgtgtcctg 
atcacacccc tgcgcagggc cacagtggaa 
tatgaagtag gagatagcaa gaagctcttt 
gagctacagg caggagatga ggtggagttc 
tgcagcgcct gtaatgtttg gcgagtctgt 
cctgatcggt tggtcaatcg cttgaagaat 
ctaatggttc ttcgtcagcc aaggggacca 
aagatccgtc aagctggtgt cattgactaa 
tatgatcaag ttggggggaa tctggtgaag 
cgaaatctgg aatacttatt ctattgagct 
tatgtttaaa aaaataaata aatttaagaa 
tggaaaaact taaggtggcg ccttatagta 
aacgcaactg gtaattgcag aatccacttt 
tcttgttggc cctatgaaat tctgcacttt 
tctggcaaga tgttctgcct tagcactcag 

<210> 131 

<211> 1871 

<212> DNA 

<213> Homo sapiens 



gcttatgatg actgtggggt gaaactgact 1740 
tctacttctc ctcaaatagg agataaggtt 1800 
ggacagcagg ttgcaacttg tgtgcgactt 1860 
ttgggttatg tggcaactct gaaggataat 1920 
aaggaaatct ttttccatta cagtgagttc 1980 
gacatggtcg agtatagctt gtccaaaggc 2040 
aacaaaacac actcagtgaa tggcattact 2100 
aaagtaattc gccccctgag gagtgttgat 2160 
gagattgtgg aggagggcga tatgaaaggt 2220 
gccaacaaag gggattgcct gcagaaaggg 2280 
ggccaaaatg cacaaactat ggcttacaac 2340 
tgtgtgaaag atcagtttgg cttcattaac 2400 
ttccatgtga aagaagttca ggatggcatt 2460 
tcagtgattc ttaatcagcg cactggcaag 2520 
gagggcccca aggctgttgc agctcctcga 2580 
atcactctgg atgatgccag tgctcctcgc 2640 
gataactcaa tggggtttgg tgcagaaaga 2700 
ccacatccac aaagcacacc attaatccac 2760 
ggttctgaat atctccctct tcatccctcc 2820 
attacaccag ttttaacacc ttcctcgtgt 2880 
aaccatttta aataatgcac agttgcagcc 2940 
tcaattttag gagctttatt tggtgcattt 3000 
gcctgtgtaa gtgaaaaata tagactgtta 3060 
tcattatata ctctaccttc attaattact 3120 
ttgcattctt ttcctttttc ttcc 3174 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 1377380CB1 



<400> 131 
ctggcgcttg 
ttgggcctct 
gagtactcct 
cgcagcttgt 
ctctattaaa 
ctccgtctct 
gaacaccttc 
cgagaaaagc 
ctagaaatag 
gtgtgaagag 
atctgtgctg 
aatcaagcaa 
cgtatgcttc 
ctgaaatggt 
cagccaaacg 
ccaggagaca 
ggaaaatctg 
caacagaatt 
tgagctttgg 
ttaagaaagc 
-Ctggttctac 
cataaagtaa 
catcttctct 
cctgaaactt 
gctgactgag 
ttttatttga 
taaaaatgtg 



aatagaggct 
cagaagaaaa 
gccaaagccc 
gccccaagct 
acctctcctg 
cccaagccac 
ctcatcacca 
ccttattcct 
agtaaagagg 
ttgtaactgt 
ccttgctggt 
aattgaagga 
agaaagctgt 
aggcaaagag 
gaaggctgag 
gagcggaaag 
cacatacttc 
atagattcta 
tccactaaaa 
tgccttttca 
taccataatg 
atttgtcact 
ataataatga 
tctatgctca 
aaatcctctg 
aatacataat 
atgctcagat 



tagaggagaa 
aagagtcaag 
ccagggtaaa 
gtgctggaga 
ccaaggcccg 
cttcatcttt 
cccatcactc 
gtgagccaga 
aggctagact 
gtgactgagc 
aaccaggaag 
gctggtacca 
ggaacgctac 
aatagttccc 
aatccatctc 
acattgccaa 
catagaaagt 
atctgagtga 
caagatgaaa 
tttttagaca 
tatatgcagc 
ctagcatttt 
catcccagtt 
gtggaaagta 
ctgaagaccc 
cttttcacta 
aagtacattt 



accaggaggt 
acctggccta 
gtgcaatcca 
cctccctctt 
gtctcccatc 
caagatgtcg 
cacctgcttc 
agtcatccca 
caagctgtct 
ttgatggcca 
accttagtaa 
gtatctcaga 
ctcttccttt 
cagagaataa 
cacgaagtcc 
gcccggtcac 
cccaggagga 
gttactgagc 
aatacaagag 
aaatcttttc 
ttcccgagga 
gaatgaatag. 
catggaggca 
tctgccagcc 
ctggttctgt 
tgcttttgtg 
atatcagttc 



gataaacttt 
gtaacagtaa 
tccaattctt 
ccttcaaata 
aacagaagag 
attagaaact 
ggagaccaag 
agcagaggct 
ggagagtgtg 
agttgaaaat 
ggactctcta 
gcctccgtct 
gagaccttgt 
aaactggttg 
gtcatcccag 
catcacgccc 
cttctgtggt 
tttggtccac 
tgactctata 
aacgctgaaa 
tgaatgctgt 
tcttcacttt 
aaaaacaagt 
acagcatgag 
tctgcctcca 
gggttttttt 
agtgfctaaaa 



ccacggtggg 
cgagtagcca 
ccccgtcatc 
ctcctacgtt 
gctctgtctc 
gggtgacccc 
atcatgtctc 
tgctctgagt 
aaacaaaagt 
cttcatttgg 
ggtcctacca 
cctatcagtc 
ggagaagggt 
ttggccatgg 
acacccaatt 
agctccatga 
cctgaacact 
taaaacaagc 
actctggtct 
tgtacctaat 
gtttaaattt 
ttaaattatt 
ttcttgttat 
gcctgtgaag 
acatgtataa 
taagtatgtg 
tgcagtctct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 
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tgagttaaag tcatctttat tttaaatgca gtgataaatg tcaactcttc ggagaaacta 1680 
ggagaacaac aacagaaagc tgtgtttgtc ttttttctct caaatatatc tcccgtatga 1740 
gatttcaggt ccccatgttt tcaccaagca atctgctatg tcagccaacc caacatcact 1800 
ttctacagga ggttatgatt tttgccattt actagaggaa gatgttttat gaaatcaatt 1860 
tggggtttga a 1871 



<210> 132 
<211> 2377 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1383473CB1 



<400> 132 

gtcaggttag gccggtgggg tgcggtcctg 
caggcctatc cttggcgcca cagtcggcca 
gggcggccct cgctgtgcca gttcatcctc 
ctgtactccg tgtaccggca gaaggcccgg 
gttcatttgg gtgaagattt aaagagtatt 
tatgctgtta tagaaggagc tgtgcggtct 
gaaaactgca agggggtaat tcagcggctg 
cgaaccaccc acctttggaa tgattgctca 
ccctttgacc tggtgcccca cgaggatggc 
ctggactcag tggatctggg tctagagact 
tccttcaccg atgtcatcgg ccactacatc 
accgaggaga tgctgaaggt gggggccacc 
aacaactctg tccgcctgca gccgcccaaa 
gacttcgaca gcctgctgca gaggcaggag 
ctggtttttg gctttgccac atgtgccacc 
cagcggcagg agcgcctgcg cctcaagcag 
cagctgctga gccgagccaa gcctgaggac 
tgtctgagca gcttcaagtc ctgcgtcttt 
gagtgctacc gcgccttgcc agagcccaag 
cgggtgatac ccctgtacaa cagctaatag 
acccctgccc ccttttcagg gatttttatc 
tagctgtcac ctccaggtat gattgaggga 
cctccaatgg caggatgctg cctttcccac 
catcagagcc tcaccctggg aggatgccgt 
gagtgtgact gaaaatgcct catcacttaa 
gttcctgtgt cttctgtttt tttctggtga 
ctcagagggg aggaaaggct gggccccgag 
agagactctg ccgcagcttt tcttcttttt 
gaattgtcag gctgggcagg tcaacttgtg 
acgcctgcac gtgtgtgtag aggacaaaag 
agatggtcgg ggccccgggc aacagattga 
gcaggcctcc tggtttacgc actggtccct 
ggcctcgcct cctgaaggac gcagtgtgga 
cttccttgca aggctgtcac aaggaaaagc 
ttggggctcc ctcatccagc ccgtcgcagc 
ccttgtgtta ccccctccca gtattaccat 
tagtgcaaga cagatggggc tgttttcccc 
agctcttttt tttattgccc ttttctgcct 
caggcgagga aggggtccct caggggccga 
agcagaaatt aaacatgttg caaccaaaaa 



gtcggaagga ggtggagagt cgggggtcac 60 
ccggggctcg ccgccgtcat ggagagcgga 120 
ctgggcacca cctctgtggt caccgccgcc 180 
gtctcccaag agctcaaggg agctaaaaaa 240 
ctttcagaag ctccaggaaa atgcgtgcct 300 
gttaaagaaa cgcttaacag ccagtttgtg 360 
acacttcagg agcacaagat ggtgtggaat 420 
aagatcattc atcagaggac caacacagtg 480 
gtggatgtgg ctgtgcgagt gctgaagccc 540 
gtgtatgaga agttccaccc ctcgattcag 600 
agcggtgagc ggcccaaagg catccaagag 660 
ctcacagggg ttggcgaact ggtcctggac 720 
caaggcatgc agtactatct aagcagccag 780 
tcgagcgtca ggctctggaa ggtgctggcg 840 
ctcttcttca ttctccggaa gcagtatctg 900 
atgcaggagg agttccagga gcatgaggcc 960 
agggagagtc tgaagagcgc ctgtgtagtg 1020 
ctggagtgtg ggcacgtttg ttcctgcacc 1080 
aagtgcccta tctgcagaca ggcgatcacc 1140 
tttggaagcc gcacagcttg acctggaagc 1200 
tcgaggcctt tggaggagca gtggtggggg 1260 
ggaattgggt agaaactctc cagacccapg 1320 
ctgagagggg accctgtcca tgtgcagcct 1380 
ggcgtctcct cccaggagcc agatcagtgt 1440 
gcaccaaagc cagtgatcag cagctcttct 1500 
atcgttgctt gctgtggact tggtggagga 1560 
tacaacggat gccttgggtg ctgcctccga 1620 
cctcatgccc cgggaaacag tctttcttca 1680 
ttcctttccc ctcacctgct tgcctcctta 1740 
aaagtgaagt cagcacatcc gcttctgccc 1800 
agagagatca tgtgaagggc agttggtcag 1860 
ggttttccct cctggagaat gaggcgcaga 1920 
tgccactggc ctagtgtcct ggcctcacag 1980 
agccggctgg caccctgagc atatgccctc 2040 
ttgacatctt ggtgtactca tgtcgcttct 2100 
ttgcccctca cctgcccttg gtgagccttt 2160 
cacctctgag tagttggagg tcacatacac 2220 
ctgaatgttc atctctcgtc ctcctttgtg 2280 
cactagtatg atgcagtgtc cagtgtgaac 2340 
aaaaaaa 2377 



• <210> 133 
<211> 1894 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> misc_feature 

<223> Incyte ID No: 1388860CB1 



<400> 133 

gctcgaggca ggttgttgtc gggataccag 
ctgccacaac ttctgtcgct ctgccgcctg 
tagagaggac accgggacac ccagaagccg 
tgaggatgtg gctgtcagct tcacccagga 
gaatctctac agggatgtga tgcaggaaac 
atggaaagtt cagaacattg aagatgagta 
gagagagaaa ctctgtgaaa gtaaagaaag 
tgcagatgac atgctgaaca ggaaaactct 
gtgtggagaa gttggcacgg gtcattcatc 
acacaagtca tctgagtatc aggaatatgg 
gaaagccttc agttatcttg actcccttca 
accctatgat ggtaaagaat gtacagaaac 
cagggtaatg cacagtggag atggacctta 
ttttctcaat ttatgtctta tccatgaacg 
taaacaatgt ggtaaggcct ttactcgttc 
cacaggagtg aatgccgatg aatgtaaaga 
aattcgtaga cataaaaggt ctcacactgg 
gaaagtcttc atttctttca gttccattca 
accctatgaa tgtaagcagt gtgggaaagc 
tggaaggact cacactggag agaaacccta 
atgtacctcg gaccttcaaa ggcatgaaaa 
taagcagtgt gggaaaggct ttagatgtgc 
cagtggagag aaaccccatg aatgtaagga 
cttgcgtata catgaaagga cgcacactgg 
aaaagcattc aggtatttct cttccttgca 
gccatatgag tgtaaggtat gtggcaaagc 
tgaaaggact cacactggag agaaacccta 
ttccaattac attcgatatc atgaaaggac 
gcaatgtggc aaagccttta ttcgtgccag 
cattaataga tgagaaatcc ttttagtgga 
ttcctttgaa acacaagaaa agagagtggt 
ttgaggagag agacttgcga taggacaata 



atttcctact ccgagaggcc ccgggtccct 60 
caccgtgacc cgcactattc acgggagccc 120 
ggaaatgatg tttcaggatt cagtggcctt 180 
ggagtgggct ttgctggatc cttcccagaa 240 
cttcaagaac ctgacctctg taggaaaaac 300 
caaaaatccc aggagaaatc taagtcttat 360 
tcatcactgt ggagaaagct tcaaccagat 420 
tcctggaata acaccatgtg aaagcagtgt 480 
tcttaatacg catatcagag ctgacactgg 540 
agagaatcca tatagaaata aggaatgtaa 600 
atcacatgat aaagcttgca ctaaagagaa 660 
cttcatttcc cattcatgca ttcaaagaca 720 
taaatgtaag ttttgtggga aagccttcta 780 
aattcacact ggtgtgaaac catataagtg 840 
cactaccctt ccagtacatg aaagaactca 900 
atgtgggaat gcattcagtt ttcctagtga 960 
agaaaaaccc tatgagtgta agcaatgtgg 1020 
gtatcataag atgactcaca ctggagagaa 1080 
ctttagatgt ggctcacacc ttcaaaagca 1140 
tgaatgtagg caatgtggta aagccttcag 1200 
gacacacact gaggataaac cctatggatg 1260 
ttcacaactt caaattcatg aaaggacgca 1320 
atgtggaaaa gtattcaagt atttttcttc 1380 
agagaagccc catgaatgta agcaatgtgg 1440 
tatacatgaa aggacacaca ctggagataa 1500 
cttcacttgt tccagttcca ttcgatatca 1560 
tgaatgtaag cactgtggta aggcctttat 1620 
tcacactgga gagaaaccct atcaatgcaa 1680 
ttcatgtcga gaacatgaaa gaactcatac 1740 
agcaacggga gaagctttct gttgtcccac 1800 
gaaagaacct ctggataact gctttttgaa 1860 
aaat 1894 



<210> 134 

<211> 1927 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1395322CB1 



<400> 134 

gagtcgaagg actagaatga gatcactgaa 
cagcatgagc tggaaatgta ggaacctcag 
agtctgtgac ctgccccttc tctttacatg 
catctgcact aggcccaagc cttggagtaa 
aaactactga agaaacccaa gacagctgaa 
actcagccgg gtggatcaca cgcatccatg 
ccaccacccc cgagaccacg cactgccgca 
tagtgggcaa catccacatc aagcaggaga 
aaagggtgca gatcctggaa cgcaacgaat 
ccgagggcac cgagagtgag cccaaaggtg 
taggcaccga gcctgactcg gtggagcagc 
aggctgaacc cacccaaccc gagcaggctg 
caaaccagct agaaacaggt gcttcctctc 
gcactgttat cactgtcagc aacagctccg 
acacgtccat cgggcagcca ttgccaagta 
tcaccagcaa cctgaggatg cctctgacct 



ctcatttcac ttgttgctta cggtacagtc 60 
cctcccgagc agaaagaatc tttgaccatc 120 
cagccgctct ctgctccctg ccccaatgaa 180 
tttacctgaa gagtgacacc attgattttg 240 
aaccagaagg catctgagga gaatgagatt 300 
agcgctcgca gcagatggag cgctacctgt 360 
agcagccccg gcctgtgcgc atccagaccc 420 
tggaggacga ttacgactac tacgggcagc 480 
ccgaggagtg cacggaagac acagaccagg 540 
aaagcttcga ctcgggcgtc agctcctcca 600 
agtttgggcc tggggcggcg cgggacagcc 660 
cagaagcccc cgctgagggt ggtccgcaga 720 
cggagagaag caatgaagtg gagatggaca 780 
acaagagcgt cctacaacag ccttcggtca 840 
cccagctcta cttacgccag acagaaaccc 900 
tgaccagcaa cscgcaggtc attggcacag 960 
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ctggcaacac ctacctgcca gccctcttca 
ctttcctctt cagcctgcca cagcccctgg 
cccagcccgg tctgtcgacc tttactgcac 
ccgcaggcca cagcacagcc agtgggcaag 
gcaacaagac tttcaccgcc aaacagaact 
agaagcccca ccaatgcagc atctgttggc 
agctcatggt gacacacaca ggagtgaggg 
tcacccagaa gagctccctc aacgtgcaca 
agtgctacat ctgcaaaaag aagttctctc 
tgcacagtgc cagcaatggg accccccctg 
ccccaggcgt ggtggcctgc acggagggga 
agtttgacca aatcgagcag ttcaacgacc 
tagtatcttt ctctctttct tatgaacaaa 
aaaagctatg gcactagaat ttaagaaatg 
tttttgtttc gtttcatttt gtactacatg 
catttccgga ggcttgggtg aataatagtt 
ggcctgg 



ctacccagcc cgcgggcagt ggccccaagc 1020 
caggccagca gacccagttt gtgacagtgt 1080 
agctgccagc gccacagccc ctggcctcat 1140 
gcgaaaaaaa gccttatgag tgcactctct 1200 
acgtcaagca catgttcgta cacacaggtg 1260 
gctccttctc cttaaaggat taccttatca 1320 
cataccagtg tagtatctgc aacaagcgct 1380 
tgcgcctcca ccggggagag aagtcctacg 1440 
acaagaccct cctggagcga cacgtggccc 1500 
caggcacacc cccaggtgcc cgcgctggcc 1560 
ccacttacgt ctgctccgtc tgcccagcaa 1620 
acatgaggat gcatgtgtct gacggataag 1680 
acaaaacaac aacaaaaaac aaacaaacaa 1740 
ttttggtttc atttttactt tctgtttttg 1800 
aagaactgtt ttttgcctgc tggtacatta 1860 
ttcccagtct ccctcggatg gtggccttaa 1920 

1927 



<210> 135 

<211> 1895 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1419370CB1 



<400> 135 

cggcgctgac gagaggcttt cttgggggcc tcagagctgg ggaagaaagg aggaagtcct 60 
ggtcagctga gtggaaatag aaggatttct gctgccatca tcttccatgg gctttccagg 120 
tcacacgacc tacaagtagg gagcagggaa agaagagtga gcctgcatgc caattctaag 180 
ctcttcagga tcaaatgtcg ttcgtcctgt ccagaatggc agcctgtgga ggcacctgca 240 
agaacaaagt gactgtgtcc aagcccgtgt gggacttcct gagcaaagag accccagccc 3 00 
ggctggcccg gcttcgggag gagcaccgtg tgtccatcct catagatggc gagacttctg 360 
acatctatgt tctccagctt tccccacagg gtcctccccc ggcccctcca aatgggctct 420 
acctagcccg gaaggctctc aaggggctgc taaaagaggc agagaaagag ctgaagaaag 480 
ctcagaggca gggggagctg atgggctgcc tggctctggg gggtggaggg gagcaccctg 540 
agatgcaccg cgcaggccca ccccctctcc gagcagcccc acttctgccc ccaggagctc 600 
gggggctccc ccctcctcct ccccccctgc ccccacctct tcctcctcgc cttcgggagg 660 
aggcagaaga gcaggagagc acctgcccca tctgtctggg ggagatccag aatgccaaga 720 
cattggagaa gtgccggcat tcattctgcg agggctgcat cacccgggct ctgcaggtga 780 
aaaaggcctg ccccatgtgc ggccgcttct atgggcagct ggtgggcaac cagccccaga 840 
atgggcggat gctggtctct aaggacgcca ccctcctact gcccagctat gagaagtacg 900 
gcaccattgt catccagtac gtcttcccgc ccggtgtcca gggggctgaa cacccaaacc 960 
caggagttcg gtatcctggc accacacggg tggcctacct cccggactgc cctgagggca 1020 
acaaggtgct gaccctgttc cgcaaggcgt ttgaccagcg tctcaccttc actatcggca 1080 
cgtccatgac cacagggaga ccgaatgtca tcacctggaa cgacatccac cacaagacca 1140 
gctgcacagg gggaccccag ctgtttgggt acccagaccc cacctacctg acccgggtgc 1200 
aagaggagct gagagcgaag ggtatcacag atgactgaag gacatcgcct ttgccaaggc 1260 
ccctgctgtc tgcctctact aggacccagc agaagcctct ttctcctctc tgccccctgc 1320 
cccccacacc acacctgtag gggacctgtc tgactgggaa gggagttccg agagggaggg 1380 
ggcaatccct tcccccatcc cccactggcc aagtgtttca atgcagtgtg agccactccc 1440 
ttctggcaga ggccgacctc caaggctctg ttctcccctc cccgtgtaca tatactcccg 1500 
gtttccctgc ccctccattg cccttggctt tttctggtat gtgctgtgct ccacgaccaa 1560 
gccgagaaag gacctagggt ggggaaggga gggtctcttg attcctaacc gcccccacat 1620 
actgctccac cgctgaactt cgggtgccgg ggaggagaaa ttgggctgat gtgagctccc 1680 
cgtcacccgc catggagccg gctgtgtgtg ttcatcagat acagttctcc cttaaccttg 1740 
tcctttctct cctgtgtctc _ agtctccgtc agtctgtctt tctccgctct tctctgaccc 1800 
ctgtgaggaa cctccttacc ctgttctgga atcgctgcca "gactgtagct tttaatttaa 1860 - 
taaaaataaa gtaaaatatg caactcttaa aaaaa 1895 



<210> 136 
<211> 2837 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 1429773CB1 

<400> 136 

ttgacgtagg ggaaatcatg cagccatcag 
ctctcctggc tgaaaatgac aactatgact 
tggctgaccg ggtctggttc atccgtgacg 
ggcttctggt cgcctatgca gacttcgtgg 
acttctggta ctctgtggtc aacggggtca 
catcccacct gagaaccatg ctcaccgacc 
aagaatacat ggagagcttg cagctgaagc 
gctgctgtat taaacccgag cgcgcccacc 
aaatggatca tcactgcccg tgggtgaaca 
ttgtgctctt cactatgtat atagctctgt 
ttcagttcat ctcctgtgtc cgagggcagt 
taactgtaat cctgttgatc ttcctgtgcc 
cagttatgtt tggcacccaa atccactcca 
tgaaaagtga gaagcccaca tgggagcgga 
ttggggggcc cccctcactc ctctggatga 
tgcccacgag acccagaaaa ggcggcccgg 
ctgaaacttg ctcacagact tccagttatt 
atctgtgacc aacagggcaa ctggaaccta 
tttatatatt tatagtcaca gatggcagag 
aacggaaagg tgtgtggcca cacgaagaag 
gcttctgtgg agaatacttc gggttattac 
gctgtttcca atcatgaaga aaaacagtga 
atttcagggg gctcctgctg accccgccac 
gcgtttacat agaaagacgt tttggtctcg 
aaaagatctg tgcactgaac agtgaaggtg 
gagacatcct ttgaccctct cagcaagtct 
gtgtgtgcat gtgtgtcaaa attgccagtg 
tgtacagcaa acaagctatt ttttagaaac 
cggggtcctg cccgtggtta ctatgaatgt 
aacagccgtt cctgtgcggc ccttcgttgc 
gagtgcttga gggccttgga actgattttt 
ataaatggca cctaggtaag agcagagctg 
cgatgctgtg tgtggggcag gggaggcatc 
gcacctctgg gaaggggagg ggaccatgag 
caccgcaggc agcgctccag tcgggaatgg 
ggttagcttt tacgttttct tctccaccca 
gcggagctta aaattatgcc agaaagccaa 
ttgcctggtt tgtacatttt ttgccggacg 
gggtcttcct ttatgcttgc cctccacact 
tgttttgcct ttctgttcat ctgtgaactg 
ccgaatcagg gcttctacca ctgctgatgc 
gtcctagcca agcgagcaaa cctgcagggg 
cgtgtgcgcc gttgggggaa gagctgcgtc 
tggagacgcc agtttccgag attgttctgc 
gacatgcgtg tgggcttcag tgtgaggctt 
aattatccaa gtggttgaat cctgtgagac 
gacttttcaa cctcttcttt caatgtaact 
ttctcaaaaa aaaaaaa 

- < 210 > 13 -7 _ 

<211> 1180 
<212> DNA 

<213> Homo sapiens 
<220> 



gacacaggct ccgggacgtc gagcatcatc 60 
cttcatcgtc ctcctcctcc gaggctgacg 120 
gctgcggcat gatctgtgct gtcatgacgt 180 
tgactttcgt catgctgctg ccttccaaag 240 
tctttaactg cttggccgtg cttgccctgt 300 
ctggggcagt acccaaagga aacgctacga 360 
ccggggaagt catctacaag tgccccaagt 420 
actgcagtat ttgcaaaaga tgtattcgga 480 
attgtgtagg agaaaagaat caaagatttt 540 
cttcagtcca tgctctgatc ctttgtggat 600 
ggactgaatg cagtgatttt tcacctccga 660 
ttgagggtct tctgtttttc actttcactg 720 
tatgcaacga cgagacggag atcgagcgat 780 
ggctgcgatg ggaagggatg aagtccgtct 840 
atccctttgt gggcttccga tttaggcgac 900 
agttctcagt gtgaggcgtg gctcatcaga 960 
tatttggggt ctgaaggata tcaacagctc 1020 
cacaaaccaa ttgcttgcag caagcagagt 1080 
gaagaggctc tcagtcccca cctgtacaac 1140 
ccaaacgccg tggcctcctg cagagctggg 1200 
atgggttatt caaatcctgg gtcctgagct 1260 
atccagtgaa cagggattct ccaagcagtc 1320 
tcagcagtgc actccccgga tcacagcagg 1380 
attagctccg atgctttgcg ctgaagttgc 1440 
gcttccggca cactccccgc tgccccggaa 1500 
gtgtgtgtgc gtgtctgtgc gtgtgcgcgc 1560 
ttgtttaggc aatgtaacat ttaccggctg 1620 
cgacgtttca gggaagaggg gagagagccg 1680 
attgctgttg gaggacatct cgatccaaag 1740 
cctcctgctt tcatttttta aagaaatctt 1800 
ttttttttgt tccagccaaa ttagcagtgt 1860 
cggctcggtg acttgatact tggggcagcc 1920 
cttactggag aggcagggcc cagccattgg 1980 
gcagccagcc cctggcaggg gcgactgtgc 2040 
ccaggatggc gccctcttgt tggagttttt 2100 
cggcacaggt gataaaatag gatccttggt 2160 
cagctcccct cgtggggcct tgccttaaac 2220 
catcaagaag caatctgtga caaagtctga 22 80 
aagagaagtt ggcgtctccc tcctgggaat 2340 
ttttttgttt ttaattactc tgtaccccat 2400 
aaaaccacaa agggacctac ctgagccacc 2460 
gtttggaagt ggacttggtc accgcagaag 2520 
acagccagag ggacaaagtg tgggtgatcc 2580 
atattcattt gcacattgtt gtctgggttg 2640 
ttaatatgta tatcctgtta tcaataaaac 2700 
ttggcaagtg tgtgcaaatc aagtatactt 2760 
tttatatgaa ataaagtaat caattaacag 2820 

2837 
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<221> misc_feature 

<223> Incyte ID No: 1470820CB1 

<400> 137 

ggcccagctt caaaagctaa acagaagatg acttcatact ttgttctgct accttcttgg 60 

attacttctg tggaagcctc gaaaaattat aaaaaatgcc actccatgat cttgttgaag 120 

acatttctga gtttgtacct cttggactct gaaaaagtgt agtcacgcta tggggggaaa 180 

agcaaaacag tgagattttg gttagcccac aaaactgtga aatctgtaaa ctgccatttt 240 

ttgttttttg agaaaaaaag cagtacagag gaaaagatgc cattccaaat atttttatgt 300 

tctaatagtg gagctaaatg catattttaa tattgcaaga gtcctgacac catagacctt 360 

tggatgtaaa tgtgttatat ttatcctttt gtgttcctaa ggttggactc catgaaagaa 420 

ttgcacaaaa caaatcgaca gcagcatgag aaacatctgc aaagccgagt ggactctacc 480 

agggctattg aaagattaga agggtcttct gggggtattg gtgaacggta taaatttttg 540 

caagaaatgc gagggtatgt ccaagacttg cttgagtgtt tcagtgaaaa ggtaagaatg 600 

caaaaatact aatctctttg aataaggcaa aattagggag gtctagatgg ccttgtgtag 660 

aacattctat aattctcaga aagtacccac tgaactcaac attagaagtg atgaaaagtc 720 

atgcttcatt tttcttcact tcattagtgg cattatctct taagggcaat ataatacctt 780 

tgttgaaaac agaaataaag ataatatctt aaagcacatt taaataagac tttggaaagt 840 

cttatttcaa tatggtggta gattattatt ggcctgtgct gaattcttag aatataaggg 900 

actcatctga taaaattttc ttttctggtt caggtttaaa cttattttta aacgtttcta 960 

caagcaattc taaatatgca tataaagttg caaattttta ttagtttttt tttttttttt 1020 

ttttttaccc tggatgatga ttaccattgt tgctaatagt ttttatctaa gtaagcctat 1080 

gcttgatttc tttcagaaac catttcattg gatatcattt tttctaaggt ttcatttctc 1140 

ccaagtttgt ttttttcaat aggatagtca gttgacaaaa 1180 

<210> 138 

<211> 2538 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 1483455CB1 

<400> 138 

cccaggctcc gggacgattc tcggcagtgt cgtccccaga ggtcggcggc cgttgcccgc 60 

tcaccagcga cgcggggcgc ctgctgggac ggacactgcc catctctaag ataagagcct 120 

ggaaagagga ctctgttggc tgttggaaat tgcagagtaa tgcctcaggt gacatttaat 180 

gatgtggcta tagacttcac tcatgaagag tggggatggc tcagttctgc tcagagggac 240 

ttatacaagg atgtgatggt ccagaattat gagaacctgg tctctgtagg tctttctgta 300 

actaagccat atgtgatcac gttattggag gatggaaaag agccctggat gatggagaaa 360 

aaactgtcaa aaggtatgat tccagattgg gaatcaagat gggaaaacaa ggaattatca 420 

acaaagaagg ataattatga tgaagattca ccccaaacag taataataga aaaagttgta 480 

aaacaaagtt atgaattttc aaattctaag aagaatttgg aatatataga gaagttggaa 540 

gggaagcatg gaagtcaggt agaccatttc agaccagcaa ttctcacctc tagagaaagc 600 

cccactgcag acagtgttta caaatacaat atatttagaa gcacctttca ttcaaagtct 660 

actctttctg aaccacaaaa aatttctgct gaagggaatt cacacaaata tgatatatta 720 

aagaagaact taccaaaaaa gtcagttata aaaaatgaga aagtcaatgg tggaaagaaa 780 

cttttgaatt ctaataaaag tggggcagcc ttcagccagg gcaaatctct tacccttccc 840 

cagacttgta atagagagaa aatctataca tgcagtgaat gtgggaaagc ctttggcaaa 900 

cagtcaatcc tcaatcgcca ctggagaatt catacaggag agaagcccta tgaatgtcgt 960 

gaatgtggga agacttttag ccatggctca tcccttacac gacatctgat aagccatagt 1020 

ggagagaaac cttacaaatg tattgaatgt gggaaggcct ttagccatgt ctcatcactt 1080 

actaaccatc agagcactca cactggagag aaaccatatg aatgtatgaa ctgtggaaag 1140 

tcttttagtc gtgtgtccca tcttattgaa catctaagaa ttcatactca agaaaaactc 1200 

tatgagtgtc gtatatgtgg aaaggccttc attcataggt catctctcat tcaccatcag 1260 

aaaatccata ctggagagaa gccttatgaa tgtagagaat gtgggaaagc tttctgctgt 1320 

agetcacacc ttactcgaca _tcaaagaatt cacactatgg agaaaoaata tgaatgcaac 1380 
aaatgtctga aagtctttag tagcctctca tttcttgttc agcatcagag tattcatact- 1-440- - 

gaagaaaaac cctttgaatg tcagaaatgc aggaaatcct tcaaccagct tgaatcactg 1500 

aatatgcatt tgagaaatca cattagattg aaaccctacg aatgcagtat atgtgggaaa 1560 

gcctttagtc ataggtcatc cctgcttcaa catcacagaa ttcatactgg agagaaacct 1620 

tatgaatgta ttaaatgtgg gaagaccttc agctgtagtt caaaccttac cgtacatcag 1680 
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agaattcaca ctggagaaaa gccatataaa 
ggctcaaatc ttactgccca tcaaagagta 
agtgtggaaa agcctttaga ctatatgaat 
gaaactgtat gaagcagtgg ttatcatggt 
tagaaaaatt tatactgggg aaagcctttg 
tactcacact aggataaaac cctgtacatg 
ggaatctttt acaaactcct acaggagaga 
gagggaagtc ttcagttcca agtatatccc 
agaaatctca tttaagagat gtagcaaagt 
tcagaagatt aatggtagaa caacctgaag 
tcatgctatt tgtaaactgg attctacagg 
atttcttaga gcagtagctt gcagtttcag 
agtgggcatg tgaagatatt tagtcaccca 
attaaagctg caaaagaaat aaagtgatgt 
ttttgtatat caaaaaaa 

<210> 139 

<211> 1678 

<212> DNA 

<213> Homo sapiens 



tgtaatgagt gtgggaaagc ttttagcaaa 1740 
cataatggag agaaacccaa tagtgtggta 1800 
cactatacat gtgagaaatc ttacagaaga 1860 
aaatttccta gattctccct tatttaacat 1920 
tcagtattaa tcccttaatt gacataagta 1980 
tagcaaatgt gggaaagact atagacaata 2040 
agctgtatga atgtagaaaa tttagaaatt 2100 
ttattctaca gcagagaact caaaatggag 2160 
gttcactaag agtgtttatc ttggtacaca 2220 
gatttaggag ttatgtgtaa atctttgcag 2280 
agagcaaata aacattataa taaaatatgc 2340 
ttgagttcta cttagaaatt ctttttagct 2400 
gaggagccag taagtgttat aatattgaaa 2460 
taataaaagt tttggcatct aataaaatca 2520 

2538 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1527064CB1 



<400> 139 

gacgcctctt 

cgtgttttaa 

cagaggaggc 

tttgtgtgaa 

ggccttgctg 

ttctctggtg 

tgaagtgcaa 

aggacacaat 

tgctgccctg 

aaccatgctg 

tctcattaca 

caaagtattg 

ttctcagtcc 

tggctttgag 

caaccccacc 

ggctgcagga 

ctttagagta 

gactctcgtc 

tgccagctat 

aaaggcttat 

agaaccacct 

ctccttttcc 

tggtgacaga 

agtgtcattc 

gccatccatc 

cctgaaaacc 

ctggaaattt 

ttctggttgg 



cagttgtctg 
ggcgccatga 
ccaggaggag 
atggcctttc 
aagaggaatc 
acaaaaataa 
attgaagaag 
gtggctgacc 
gggaacaaag 
accaacgaaa 
acagtgccac 
cagagtgcct 
acagttaaag 
cccctcacac 
agacagcctt 
ctgttcctgc 
cacacagtca 
cgaatcctct 
cttgcttctg 
gagaagccac 
caaggagagg 
tacccaaggg 
catttccgtg 
cactgggttt 
tataatggag 
cctctctcaa 
ttttttctaa 
tgtttttttg 



ctactcagag 

ggggtgacag 

ggttcaggcc 
cccgggtcaa 
aggacctggc 
acaatgtgat 
ttcgacaggt 
tggtggtgat 
tcgtggaaag 
ctggctttga 
ccaatcttcg 
tagcagccat 
ttctcatcag 
cctggatcct 
tggccctaaa 
caggttcagt 
tgaccctaga 
cacatggtgg 
aaatatctac 
cagagaagaa 
aagaagaaag 
ggaagactgg 
ggatagggaa 
tgatattggc 
gataccaaca 
ctaatacttt 
gaaaaactat 
tttgtttgtt 



gaaggggcgg 
aggccgtggt 
ctttgtacca 
gccagcacct 
tcccaattct 
tgataatctg 
gggatcctat 
actcaagatt 
cctaagagca 
aatcagttct 
aaaactggat 
ccgacatgcc 
actactgaag 
tgacctacta 
cgttgcatac 
gggtatcact 
acagcaggac 
ctttaggaag 
ctgggatgga 
ggaaggagag 
catggaaact 
agcctaagct 
gatagcagga 
ttagctgcca 
tttcttccta 
gctgttgaaa 
taaagtactt 
tttttgcatg 



ttggtgcggc 
cgtggtgggc 
catatcccat 
gatgaaactt 
gctgaacagg 
attgtggctc 
aaaaagggga 
ctgccaacgt 
caggatcctt 
tctgatgcta 
ccagaactcc 
cgctggttcg 
gacttgagga 
ggccattatg 
aggcgctgct 
gacccctgtg 
atggtctgct 
atccttggcc 
gtgatagtaa 
gaagaagagg 
caggagtgac 
gcctgctact 
agaaaagtaa 
gtctcccatt 
atattctata 
tgttgtgaaa 
cctagtaggg 
tggcaacctt 



ctccattgtt 
gctttggttc 
ttgacttcta 
ccttcagtga 
catctatcct 
cagggacatt 
caatgactac 
tggaagctgt 
ctgaagtttt 
cagtgaagat 
atttggatat 
aggaaaatgc 
ttcgttttcc 
ctgtgatgaa 
tgcagattct 
agagtggcaa 
atacagctca 
aggagggtga 
caccttcaga 
agaatacaga 
attcccttca 
gggctttaca 
actccataga 
tgtgacctat 
atctccaact 
tgttaagtgt 
ctcttggtct 
ttttgctt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1678 



<210> 140 
<211> 2060 
-<212> DNA _ _ 
<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 1557491CB1 
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<400> 140 

cgagaaaaca gtcaaatgaa tgagtctgca 
agctctgaat taccaacgct gaatttccaa 
gccatcccat tggaaacatc tgcatgtcag 
gcagagggta ccaaatgggg agaggaggca 
tcaactgagg tgtcagtttc ttccactgaa 
gatgtacctg ttttatcttt gagtaatagc 
agtggctctg caccctcggt cattgtacac 
agcaatgcca ttgctgccat gaccagcagc 
agtcagtccc tgaaagatga cagtaagccc 
agacccaaaa gcattaagga gaaaaagaaa 
gaggagtcaa actatgttgc tgatcctgga 
gaagaaacca gcaaaattga aacctacatt 
aatagtaatg ttgcacccct ttgccaaata 
aaaaggcaca ttctaggatc taaattgttt 
atgcaggagg agcctttgcc acaggggaat 
gggctttgcc aatccgagtg catggagatg 
gattccactg acaaaccgtg gcgcccttac 
cagttgaaaa aaatgaggaa agtcaactgg 
cataaatgta aatacccagc agaactggat 
ccctttgagg aagaagaaac taaagagatg 
gacaaagcag tgggggctgg aaaccaagga 
tatgcctgcg agctctgcgc caagcagttc 
agatgtcaca ccggggagaa gccataccag 
caaggaaact tacagaaaca tgaacgcatc 
tattgcaaca aggcattcac cttgaatgag 
ggagaaaagc gttaccactg tcagttctgc 
aggaatcacg agcagaggca tattcgggag 
tgccccaaaa tttgcaaaac agctgctgcc 
aaaagcccaa gtcagcagga gaaaataggt 
gagaatcaac atttcattgg ttcagaagac 
gtggaaaatg ttgtcctttg agtggcaaga 
ggttttttta gttatgattt aagtttagtt 
gtgaaattaa aaaaaaaaaa aactcatttg 
tactttgggt tttagcatta actttatgca 
ccatatccca gtttcttgtg 



cctggtacct atgttgttca gaatccacac 60 
gatactgtaa acaccctgac caacagtcca 120 
gacataccca cttctgccaa tgtacaaaat 180 
ttgaaaatgg atcttgacaa taacttttat 240 
aatgctgtca gttctgacct ccgggcaggg 300 
agtgagaatg ccgcctctgt gatcagctac 360 
agcagccagt tttcatcggt gatcatgcac 420 
aaccacagag ccttttcaga cccagctgtc 480 
gagccagata aagtgggtag gtttgcaagc 540 
actacatcac ataccagggg agaaataccg 600 
ggatcactga gcaaaaccac aaatattgct 660 
gcaaaacctg ctctgccggg aacctccaca 720 
acagtgaaaa ttggaaacga agccattgtg 780 
tataaaagag ggagaagacc caagtatcag 840 
gacccagaac ccagtggaga cagcccactc 900 
agtgaagtgt tcgatgacgc aagtgaccag 960 
tacaactaca aacccaaaaa gaaatccaga 1020 
aggaaggagc acggaaacag gagcccgagc 1080 
tgcgccgtgg ggaaggctcc tcaggataaa 1140 
cccaagctgc agtgtgaact ctgtgatgga 1200 
aggccccacc gacatcttac ttctcggcca 1260 
cagagccctt ccacactcaa aatgcacatg 1320 
tgcaagacct gcggacggtg cttttcggtg 1380 
cacctgggct tgaaggagtt cgtctgtcag 1440 
accctcaaaa tccatgaaag aatccatact 1500 
tttcagagat ttttgtatct ctccaccaaa 1560 
cataatggga agggctatgc ctgcttccag 1620 
cttggaatgc accaaaagaa acacttattc 1680 
gacgtgtgcc acgaaaactc aaatcccttg 1740 
aatgaccaaa aggataacat acaaaccggt 1800 
attagaaaaa tcttcaaaaa tatagttggt 1860 
tcattttgtc catgtgacag tcatgaagga 1920 
tgaaaattcc agaaaaagga tcctaatatc 1980 
aagtgcacaa aaacaaaata gctgactcct 2040 

2060 



<210> 141 

<211> 3270 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1576862CB1 



<400> 141 

aactacattt atttctccta 
taattgtcac ataaatgtca 
tggaggggaa aggaagaata 
ccattcacaa ctcacccacg 
atctgagggg cagccgacca 
ttgggccagg ctccccacaa 
gcattccgag gaggttggag 
ctccttcctc gagagaaggt 
ggctccggga acagacccaa 
cctggcgagc gcaggctctt 
ccacaagatg_ gaagagaaga 
tgacagtcat gcgacatcta 
gtcgggctgg ccccgacaga 
cacagccatg aagatcccgg 
agacccatgg cgacaggaat 
cccagagccc gtggtgagga 



taagcaaatg tgttcacaac 
tcttatgtaa attgaatatt 
aacaatcttc agtcttggag 
tgccttcaaa gccaaaggtg 
tgagggggaa gaaaaagttg 
cctcctcccg aggccagacc 
cttgaccccc gattcctccc 
gagctcggcg ggcgcagcgg 
ggccccgcca ccgccggcta 
cttccagaaa ctgcgaggat 
ggcgaaaata ctccatcagc 
catccgcatc aagatgctcc 
acgaaaagaa gccctccgag 
actcatacca gctcagcccg 
gggagaaagg tgtgcaggtg 
tcctcccacc actggaaggc 



attccatcgg ggaatcttct 60 
tatcttccca tggaaggggg 120 
agggaaggcg actccggtgt 180 
agctgaaaaa ttattggata 240 
gccacgatgc tttggggatg 300 
caccccctcc ccagctagag 360 
caaccaggag gccagtcctt 420 
gttgggtggg tgtggcccgc 480 
gcagcccgac agcccgcccg 540 
ccgagcgcac tgtttgtgca 600 
agtgacaact ctgacaccac 660 
aaactgccca geagcaccaa- 720 _ _ _ 
gttttccgga cagacttgat 780 
gatgactact acatcctggc 840 
cctgccgggg cagaggccat 900 
ccccctgccc aggcatcccc 960 
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gagcagcacc atgcttggtg agggctccca 
cttggacgag attgatgcct actggctgga 
gaggccggag ctggacgagc tgacattaga 
ccaccagaat atggccaggg ccattgagac 
ggatgttgtc tgcgacgtgt gtcgctctcc 
ctgtgacaag tgcaacgtct gtgtgcatca 
gggcagctgg ctgtgccgga cgtgtgccct 
caagcgagga ggagccttga agcccactag 
tgccctatgg attcctgagg tcagcatcgg 
gatctcgcat atcccagcca gccgctgggc 
aggcacctgc atccagtgtt ccatgccttc 
ctttgaccac ggcctggaaa tgcggactat 
gtcattctgc caggagcaca gtgacggggg 
ggaacccagc caggctggcg aggacctgga 
gcagctagag gaggacttct acgagctggt 
cctggctgag gcactggtcg acttcatcta 
tgccaaccag ccgctgctga cccccaagac 
gcaggacgtc ctctaccgcc gcctgaagct 
ggttagaaat ctgtgctaca tggtgacaag 
actccaggag cagatattcc acctgcagat 
gcggtctggg aggagagcaa agggcaagaa 
ctccaagggc agcactgaga agaaagagaa 
gcagctggca ggcctgtcca cctcattccc 
ggcacagtcg gtgcagatca cagcagagaa 
tgggcaccgc gaggaccctg ctccagggct 
gacactgctc agcttcatgc gggacccctc 
ccgaggccgc acccgcctgc ctgccaagaa 
gcctggttca cggacgactc cagacaaagc 
cagtggcaag gggggtcaag ggccacctac 
cttgccgtcc agccctgcag ccggggactg 
gccactggcc cctgagaccc cggacgaggc 
agtgcctggc cctgcagcaa gccctaagcc 
caaggtaacc cggagattgc cgggtgccag 
tgtggctgag aggcccaagg tcagcctgca 
tgatggggag atgagcgact cagatgtaga 
ccgggaggca ggggcagagg aggtggtccg 
cttccctgtc ccaggccctg ccctggtccc 
catttccagt ctctgctgag tgtcccagac 
tttttaatat agagagagtt ttgaattcta 



gcctgattgg ccagggggca gccgctatga 1020 
gctcatcaac tcggagctta aggagatgga 1080 
gcgtgtgctg gaggagctgg agaccctgtg 1140 
gcaggagggg ctgggcatcg agtacgacga 1200 
tgagggcgag gatggcaacg agatggtctt 1260 
ggcatgctac gggatcctca aggtgcccac 1320 
gggtgtccag ccaaagtgcc tgctctgccc 1380 
aagtgggacc aagtgggtgc atgtcagctg 1440 
ctgcccagag aagatggagc ccatcaccaa 1500 
tctgtcctgc agcctctgca aggaatgcac 1560 
ctgcgtcaca gcgttccatg tcacatgcgc 1620 
attagcagac aacgatgagg tcaagttcaa 1680 
cccacgtaat gagcccacat ctgagcccac 1740 
aaaggtgacc ctgcgcaagc agcggctgca 1800 
ggagccggct gaggtggctg agcggctgga 1860 
ccagtactgg aagctgaaga ggaaagccaa 1920 
cgacgaggtg gacaacctgg cccagcagga 1980 
cttcacccat ctgcggcagg acctagagag 2040 
gcgcgagaga acgaaacacg ccatctgcaa 2100 
gaaacttatt gaacaggatc tgtgtcgaga 2160 
gagtgactcg aagaggaagg gctgcgaggg 2220 
agtgaaggcg gggcctgact cagtcctggg 2280 
catcgatggc accttcttca acagctggct 2340 
catggccatg agcgagtggc cactgaacaa 2400 
gctgtcagag gaactgctgc aggacgagga 2460 
gctgcgacct ggtgaccctg ctaggaaggc 2520 
gaaaccacca ccaccaccac cgcaggacgg 2580 
ccccaagaag acctggggcc aggatgcagg 2640 
caggaagcca ccacgtcgga catcttctca 2700 
tcccatccta gccacccctg aaagcccccc 2760 
agcctcagta gctgctgact cagatgtcca 2820 
tttgggccgg ctccggccac cccgcgagag 2880 
gcctgatgct gggatgggac caccttcagc 2940 
ttttgacact gagactgatg gctacttctc 3000 
ggccgaggac ggtggggtgc agcggggtcc 3060 
catgggcgta ctggcctcct aactcacccc 3120 
cccacaaggc ctcagcccag tcacaactgc 3180 
cctcgaggct gccactccgt cgtggtttta 3240 

3270 



<210> 142 

<211> 1907 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1609731CB1 



<400> 142 

cagagataag agaacgccat tctgtccgtg 
agcccacagc ggcctgacgt tacgtcgttc 
aaggacccgg acgcgaccag gggaggcaga 
cagagaaatc agagcaggtc aaatagttct 
cagggacgtg gccatagagt tctctctgga 
ggacttgtac agggaggtga ctctggagaa 
catttctaag cctgatgtcg tctccttatt 
aaatgatgtg acaggaccat ggtgcccaga 
aaaagacatt tttgaaatcg gggcattcaa 
tgacctggag ggctccgatt ttagagctga 
agtcaatgaa gagtgctatt ttaagcaagt 
ccagcatcac acgtctcaca ctgtacgtca 
atgtcatgaa tgtgggaaag catttagccg 



gccgatctag ctctggacta caattcccag 60 
ttgacgtcgt ggcgagctag ttagctccgc 120 
aggactctgc acttgtccaa gagaagaatc 180 
aaaagccatg gcccagggac tggtgacatt 240 
agaatggaag tgcctggaac ctgctcagag 300 
ctttggtcac ttggcctcac taggactctc 360 
ggagcaaggg aaagagccct ggatgattgc 420 
cttggagtcc aggtgtgaga aatttctaca 480 
ctgggagata atggaaagcc ttaaatgcag 540 
ctgggaatgc gaaggccagt ttgagagaca 600 
gaacgtcacc tatggacata tgcccgtgtt 660 
gagcagggag actggtgaga aactgatgga 720 
tggctcacac cttattcaac atcagaaaac 780 
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tcacactggt gaaaaaccct ttggatgtaa 
acaccttgtt cagcatcaga gaattcacac 
tgggaaggcc tttggtcgta catcagaact 
caaaccttat gaatgtaaag aatgtgggaa 
gcatcaaaga actcacacag gcgagaaacc 
cattcgtggc tcccaactca ctgtgcatcg 
gtgtaaagaa tgcgggaaag cctttagaca 
ccacactggt gagaaaccct acgagtgtaa 
agaagttact cgacatcaaa ggaattcatt 
tgggaaggcc ttcagacagc acgcacagct 
cagaccctat gaatgtaagg actgcgggaa 
acatcaaaga attcatacag gtgacaaacc 
tattcgtgtt tcacaactga ctcatcatca 
atgcagggag tgtggaatgg cctttattcg 
tcatcctggt atcaaacctt acgaatgtag 
acaactcatt gaacactaca gaattcatac 
agataagcct ttatgtggag ttcacatctg 
taattaatgt cagaaaacac ctgtcacttc 
aagaaaatta aataaatgtg ggaattcttt 



ggaatgtggg aaggccttca gccgtgcctc 840 
gggtgagaaa ccttatgact gtaaggactg 900 
tattctacat cagagacttc atactggtgt 960 
gacctttagg cagcattcac agctgattct 1020 
ctacgtatgt aaagactgtg gcaaggcttt 1080 
gagaatccac acaggggcca gaccctatga 1140 
gcactcacag ctgactgtac accagcgaat 1200 
ggaatgcgga aagggcttta ttcacagctc 1260 
ctggggagaa ccctatgagt gtaaggaatg 1320 
cacacgacat cagagagtcc atactggcga 1380 
ggcatttagt cgtagctcat acctcattca 1440 
ctacgaatgt aaggaatgtg ggaaggcctt 1500 
gcgaattcac acttgtgaga aaccctatga 1560 
tagttcacaa cttaccgaac atcagagaat 1620 
agagtgtggg caggcattta ttcttggctc 1680 
tggttagaaa gccttgagtg taagggataa 1740 
gctcagtact aggtaatttt taatgtagtg 1800 
catcatagaa catcagaaaa ctcacaccca 1860 
ttgcctcaaa aaaaaaa 1907 



<210> 143 

<211> 1800 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1674538CB1 



<400> 143 

gcggccgcca ggaagcccag attcgagtgt 
gcctaggggc ggcgccggcg gctgccaggg 
ctgaactaga gaccttttga aaccaaaagg 
tgctatcttc tttgagaagt caaattgtca 
gattctaggg ttggaaatac caagtaagga 
aggctcatga ttgaaaggcc tgaaacagat 
ctgtgagggc aacgatgggt caagaagacc 
aaaatgfcaca cttcagaaga gaaatgtaat 
gtatgccctc ggaagggtaa aaagattttt 
ggtcatatat accagtgcct tgaatgcaag 
atgtgtgaga gaacccatac tggggagaaa 
tttgtccaaa gctcagatct tacttcacac 
aaatgtagca aatgtgagaa gagcttttgg 
acacatgcag gtaaaaaatt ctatacatgt 
tctgatctgc ttgtccacca gcgaagccat 
tgtgacaaat gcttcagtag aagtacaaac 
gagaaaccat ttaagtgtct cgagtgtgaa 
agccaccaga gaactcacac tggggaaagg 
taccgacacc gttcagcctt cattgtacat 
aagtgtggtg cctgtgaaaa atgctttggc 
gtccacacag gtgagaagcc gtataaatgc 
gccaacctaa ttaggcacca ggcaactcac 
aaaagcttta actgtagctc agatcttatt 
ccacatcagt ggtctgcgtg tgagagtggc 
cagaaaatga gaactcaaac agaggagcta 
ttccaccaga gttcagccct tcttcaacat 
gtctgtaatg tgagtgaaaa aggtcttgag 
cagatgtctt gaccaggcga gaagctgtaa 
agaactcatt aagatgagga caaatctcag 
accagagagc ctgcaattgg aaatatgaga 



ccggagagta accggaagtg ctgtccccag 60 
agaggcaaga attgagtgtt gtgaatagtt 120 
aagatggtct tgagtctttc ttgttacgaa 180 
ggatcaggaa tgtatgtttt cttccatctg 240 
attaacatat atgatgctgg aaacttgtag 300 
gtatcttcca agttcttatc aagaaaatga 360 
agcggaaaac tccctaggag agagccatag 420 
cagagaactc aaaaaaggaa aatatataat 480 
attcatatgc atgagattat tcagatagat 540 
caaaacttct gtgaaaactt agctcttatt 600 
ccttataaat gtgatatgtg tgagaaaacc 660 
cagaggatcc acaattacga gaaaccttat 720 
catcacttag cgctttcagg acatcagaga 780 
gacatttgtg gcaagaattt tggtcagagt 840 
actggcgaga aaccatatct atgtagtgag 900 
ctcataaggc atcgaagaac tcacacaggt 960 
aaagctttta gtgggaaatc agatcttatt 1020 
ccctacaaat gtaataagtg tgagaaaagt 1080 
aaaagagttc atactgggga gaagccctat 1140 
cagaaatcag accttatcgt gcaccagaga 1200 
ctggaatgta tgagaagttt tactcggagt 1260 
actcacactt ttaaatgcct tgaatatgaa 1320 
gtacatcaga gaattcacat ggaagagaaa 1380 
ttcctcctag gaatggactt tgttgcccaa 1440 
cactataaat acactgtatg tgataaaagc 1500 
cagacagtac acattggtga aaaaccgttt 1560 
cttagccctc cccatgcgtc agaagcctca 1620 
taccaatatt aaaaattatt tatgtatcag 1680 
actttgctca" gagctcagaa ttcagtgggg 1740 
aattctttgc ccagagagct gccctaacag 1800 



<210> 144 
<211> 1848 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1675287CB1 



<400> 144 

agctagtgag catgatccgg gaaggggaag ccgcaggtgc ctgtccagag gagatcttct 60 
cggctctgca gtactcgggc actgaggtgc ctctgcagtg gttgcgctca gaactgccct 120 
acgtcctgga gatggtggct gagctggctg gacagcagga ccctgggctg ggtgcctttt 180 
cctgtcagga ggcccggaga gcctggctgg atcgtcatgg caaccttgat gaagctgtgg 240 
aggagtgtgt gaggaccagg cgaaggaagg tgcaggagct ccagtctcta ggctttgggc 300 
ctgaggaggg gtctctccag gcattgttcc agcacggagg tgatgtgtca cgggccctga 360 
ctgagctaca gcgccaacgc ctagagccct tccgccagcg cctctgggac agtggccctg 420 
agcccacccc ttcctgggat gggccagaca agcagagcct ggtcaggcgg cttttggcag 480 
tctacgcact ccccagctgg ggccgggcag agctggcact gtcactgctg caggagacac 540 
ccaggaacta tgagttgggg gatgtggtag aagctgtgag gcacagccag gaccgggcct 600 
tcctgcgccg cttgcttgcc caggagtgtg ccgtgtgtgg ctgggccctg ccccacaacc 660 
ggatgcaggc cctgacttcc tgtgagtgca ccatctgtcc tgactgcttc cgccagcact 720 
tcaccatcgc cttgaaggag aagcacatca cagacatggt gtgccctgcc tgtggccgcc 780 
ccgacctcac cgatgacaca cagttgctca gctacttctc tacccttgac atccagcttc 840 
gcgagagcct agagccagat gcctatgcgt tgttccataa gaagctgacc gagggtgtgc 900 
tgatgcggga ccccaagttc ttgtggtgtg cccagtgctc ctttggcttc atatatgagc 960 
gtgagcagct ggaggcaact tgtccccagt gtcaccagac cttctgtgtg cgctgcaagc 1020 
gccagtggga ggagcagcac cgaggtcgga gctgtgagga cttccagaac tggaaacgca 1080 
tgaacgaccc agaataccag gcccagggcc tagcaatgta tcttcaggaa aacggcattg 1140 
actgccccaa atgcaagttc tcgtacgccc tggcccgagg aggctgcatg cactttcact 1200 
gtacccagtg ccgccaccag ttctgcagcg gctgctacaa tgccttttac gccaagaata 1260 
aatgtccaga gcctaactgc agggtgaaaa agtccctgca cggccaccac cctcgagact 1320 
gcctcttcta cctgcgggac tggactgctc tccggcttca gaagctgcta caggacaata 1380 
acgtcatgtt taatacagag cctccagctg gggcccgggc agtccctgga ggcggctgcc 1440 
gagtgataga gcagaaggag gttcccaatg ggctcaggga cgaagcttgt ggcaaggaaa 1500 
ctccagctgg ctatgccggc ctgtgccagg cacactacaa agagtatctt gtgagcctca 1560 
tcaatgccca ctcgctggac ccagccacct tgtatgaggt ggaagagctg gagacggcca 1620 
ctgagcgcta cctgcacgta cgcccccagc ctttggctgg agaggatccc cctgcttacc 1680 
aggcccgctt gttacagaag ctgacagaag aggtaccctt gggacagagt atcccccgca 1740 
ggcggaagta gctgagggca agggtcccga tgagggtccc atggcctgct ccctcaggaa 1800 
cagctccagc accaataaag aggcatctta ccacccaaaa aaaaaaaa 1848 



<210> 145 

<211> 2056 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1693903CB1 



<400> 145 

gtttgcgggg ccaatgagcg actcgctttc cgtgcggtgc ggcgagtgag gctccggtct 60 
tcctcctcgt cctgccgcag ggccagaacc cctgacggta ttcagctgcg cgtaagtctg 120 
gccggtgcca tctgtctccg caatgccccc caagaaacag gctcaggccg ggggcagcaa 180 
aaaggcggag caaaaaaaga aggagaagat tatcgaagac aaaactttcg gtttgaagaa 240 
taagaaagga gcaaagcaac agaagtttat caaggctgtc acacatcaag ttaaatttgg 300 
tcaacaaaat ccacgtcagg tagcacagag tgaagctgaa aagaaattga agaaggatga 360 
caagaagaaa gaattgcagg agctaaatga gctgttcaaa cctgtagttg ctgctcaaaa 420 
aataagtaaa ggtgcagatc ccaagtctgt agtatgtgca ttcttcaagc aaggacagtg 480 
tactaaagga gataagtgta agttctccca tgacttgact ctggagagaa aatgtgaaaa- 540 
gcgaagtgtt tacattgatg caagagatga agaacttgaa aaagatacta tggataattg 600 
ggatgagaaa aagctggaag aagtagtgaa caagaagcac ggtgaggcgg aaaagaaaaa 660 
accaaaaact caaatagtgt gcaagcattt cctggaagct attgaaaaca acaagtatgg 720 
ctggttttgg gtatgccctg gagggggtga tatttgcatg tatcgtcatg cacttcctcc 780 
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tggatttgtg ttgaaaaaag 
agatctaatt gagagagagc 
atcttttctt gcctggaaga 
tatggaaaga aggaaagctg 
agtgtttgaa tttcgtcctg 
ctacacccag ggaacaggtg 
tttaagcctg tacatcccaa 
aagattcagc acatatactt 
tagggctgaa aatggtgaaa 
aaatggagcc attgatgctg 
tgaactagaa gaagaattaa 
aaaaaattaa gtcagctcag 
aatcaacagg atgtttattt 
gcatcttgtc cctacatctt 
agttcatgat aaattgaaaa 
ccacccaagt aagaagtgta 
attaccagaa acaacaaact 
gtgatttaat ttcctctgta 
cttcataaag gaaactgcgt 
acatttaaaa tggaacttct 
gtttaaaagt ttcccttttc 
taaaatccaa aaaaaa 

<210> 146 
<211> 1550 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 1702962CB1 

<400> 146 

gctcggcctc tccccggcac gttctcagct gctcctggtt cagacccagc gagggagccg 60 
cgagcgaggc tcaccgtccc cggcgtgcag gatccggggc tgctgagcgc tcgctcccgc - 120 
gtgtccggcg cttggagtcc ccgcggcagg agaggagtcg ggacactaga gctccagggg 180 
cgcctgtggg ctccagggcc tccggcttcc ccagtcccct tcagctaaag ccccagagac 240 
gtgctcagcc ccaggacctc tgcggaacaa gatccggatt gagaagccac tgcaactacc 300 
gaaatgggca gcaaaacctt gccggcgccg gtgcctatcc acccttccct gcagctcacc 360 
aactactcct tccttcaggc agtgaacggc ctgcccacag tgccttcgga ccatctgccc 420 
aacctgtatg gtttcagcgc gttgcacgct gtgcacctgc atcagtggac gctgggctac 480 
ccggccatgc acttgccgcg ctcttctttc tccaaagtgc cgggcacggt gtccagcttg 540 
gtggatgcgc gcttccagct gcccgccttt ccctggttcc ctcatgtcat tcaacccaag 600 
cccgagatca ccgctggagg cagcgttcca gcgctcaaga ccaagccgcg ctttgatttt 660 
gccaacctgg ccttggcagc aacgcaagaa gatccggcca agctcggtcg cagggagggc 720 
ccaggctccc ctgcaggtgg gctgggtgcc ctcctcgacg tgaccaagct gtctccagaa 780 
aagaagccca caaggggacg tctgccttcc aagaccaaga aggaattcgt ctgcaagttc 840 
tgtggccgcc agttcaccaa gtcctacaac ctacttatcc atgagcggac gcacaccgac 900 
gagcggccct acacctgtga catctgccac aaagccttcc ggaggcaaga ccacctgcga 960 
gaccacagat atattcactc caaagagaag cccttcaagt gtcaagagtg tgggaaagga 1020 
ttctgccagt ccaggactct cgctgtccac aagacgctac actcacaggt gaaggagctc 1080 
aaaacctcca agatcaaatg ctaaatagaa cctgtgggtc acaaggaccc taggcccagc 1140 
ggccctctcc tccataggga ccagaagcct gactctggcg ggcagcggga gaggcgctcg 1200 
ctcgggacct tccacctctc caacattgtc ccctgggtcc ctggcgcacg cggcacttca 1260 
gagccccgcc cggggccgcg accccgaccg tccctgctgc tcccctagga cgcggctaaa 1320 
ctcttggcca aaaggcggta ctcacgtggc ggaagggaaa ctgcattaga gaaagaacga 13 80 
aagctccgcg gagccgcagc ggcggctctc ccagaagtat tagtgctgct attgtagttt 1440 
atacgggttc tttgttattt ttgcgttgga catataagct tgtaagtctg actggggaga 1500 
gtgagtggac agaggagagg caacaagtcg ttagcactgg aggttccacg _ 1550 

<210> 147 
<211> 1114 
<212> DNA 



ataaaaagaa agaagagaaa 
gttctgccct aggtccaaat 
aaaggaaaag acaagaaaag 
acttcaaagc agggaaagca 
aactggtcaa tgatgatgat 
gtgatgaggt tgatgattca 
gagatgtaga tgaaacaggt 
cagataaaga tgaaaacaaa 
gaagtgactt ggaagaggac 
ttcctgttga tgaaaatctt 
atacacttga tttagaagaa 
cacgagttga aattgactac 
cctatgctga ttctggagga 
ctcttctgac tttggctaca 
tataatggtc attgcagaaa 
tctgcctttc catcttttgg 
tatatttaaa atacccttca 
tttgtatgtt tagaagactg 
atgcagattc agtattgtgt 
tttatctgac aggatcagct 
ttttttgcca ataaagttgt 



gaagatgaaa tttcattaga 840 
gttaccaaaa tcactctaga 900 
attgataaac ttgaacaaga 960 
ctagtgatca gtggtcgtga 1020 
gaggaagcag atgatacccg 1080 
gtgagtgtaa atgacataga 1140 
attactgtag ccagtcttga 1200 
ttaagtgaag cttctggagg 1260 
aacgagaggg agggaacgga 1320 
ttcactggag aggatttgga 1380 
tgacaccaaa cacatcgctg 1440 
attaatttct ttccacctag 1500 
gttaacctcc tgcaaaaaag 1560 
tctcatagta agttcagagt 1620 
atgattgatg ttgtaactgt 1680 
ttttcatttg ggcatgtgct 1740 
tttgacacag tttttaatga 1800 
cctaaaacat gagcactgta 1860 
atctttggac aattagatgg 1920 
acaatgccct gtgttaaatt 1980 
aaataaagac catcatacat 2040 

2056 
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<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1712916CB1 



<400> 147 

gcggccgcgc cgcgcgtccc taccaaccga 
cagcggtgcg gtgctgtttg aggacggagg 
ctacagcggt gtcctggaca gtcctcacgc 
gcccctcaag gacaacctcg gcctgagaca 
gaaggtgagg cacaagcggc aggccctgca 
ttacaagcac cgtgacaacc cgtaccccac 
ctcgcagatg acgctagtgc aggtgtcaaa 
gaataccgtt cgacagccag atttaagctg 
tgttcaaggc aatgctgaac ggcttagcgt 
agaaaatcct ccaagaaccc acatgaacga 
tgtgattaaa agtgagaatt cggtcatcaa 
tgaggactac gtggcacccc ccaaatacaa 
ctctttgaga catgtcatgg ccacgaacac 
ccactcggga tcttttagct ccaatgaatt 
agaaactgaa ggcaactttg tctatcgcac 
tgaaagcgca cgtaacagaa aaggaccaag 
cgcagctatg gccttaacaa atcttgcaca 
ctgcatcatc cagaagtcgt cccatatagc 
cagtttaaga gcttgtgctt tcagtdagtg 

<210> 148 

<211> 2380 

<212> DNA 

<213> Homo sapiens 



caccatgaac accatcgtct tcaacaagct 60 
cgcctcggag cgggagcggg gtggccggcc 120 
ccgccccgag gtgggcattc ccgacggccc 180 
ccggaggacc ggcgcccggc agaatggcgg 240 
agacatggcg cgacccctca agcagtggct 300 
caagaccgag aagatactct tggccctcgg 3 60 
ttggtttgct aatgcaagac gtcggcttaa 420 
ggctttgaga ataaagttat acaacaagta 480 
aagcagtgat gactcatgtt ctgaagatgg 540 
agggggctat aataccccag ttcaccatcc 600 
agcgggagtg aggccagagt cacgggccag 660 
gagcagcttg ttgaaccgtt accttaatga 720 
taccatgatg ggaaaaacaa ggcaaagaaa 780 
tgaggaagaa ttagtgtctc catcgtcatc 840 
agacactctg gaaaacggat ccaataaggg 900 
caaggatgac acgtattgga aggagatcaa 960 
gggaaaggac aaactgcaag gaactaccag 1020 
aggagtaaga ctgtcaagtg ccgtggtgca 1080 
atgt 1114 



<220> 

<221> misc_feature 

<223> Incyte ID No: 17483 13CB1 



<400> 148 

agcgcgggga ctggctggga agcggtcggt cgagtgtggc ctgtgtggac tcgcatcttg 60 
cccgaagctg ggcggaggag agctcaagct aagggtgatc agcccatgac ctaaacctcc 120 
agacaaaata aaacagggaa aatttgctag aatcaagaat gatggatcca tgttcagttg 180 
gagtccagct tcgtactaca aatgagtgcc ataaaaccta ctatactcgt cacacaggtt 240 
ttaagacttt gcaagaattg tcatcaaatg atatgctttt acttcaactt agaactggaa 300 
tgacactttc tgggaacaat acaatttgct ttcatcatgt aaaaatttac attgacagat 360 
ttgaggattt acagaagtca tgttgtgacc catttaacat acacaagaaa ttagccaaaa 420 
aaaatttgca tgtaattgac ttagatgatg ccacttttct gagtgctaaa tttggaagac 480 
agcttgtacc tggttggaag ctttgtccaa aatgcacaca gataatcaat ggaagtgtgg 540 
atgttgatac tgaagaccgc cagaaaagga aacctgagtc agatggaaga actgctaaag 600 
ctttgaggtc attacaattt acgaatccag gaaggcaaac tgaatttgct ccagaaactg 660 
gtaaaagaga aaaaagaagg cttacaaaaa atgcaaccgc tggttcagac agacaagtga 720 
taccagcaaa gagtaaggtc tatgatagcc agggtctcct gatttttagt gggatggacc 780 
tctgtgactg cctggatgaa gactgcttag gatgtttcta tgcttgtcct gcctgtggtt 840 
ctaccaagtg tggagctgaa tgccgctgtg accgcaagtg gctgtatgag caaattgaaa 900 
ttgaaggagg agaaataatt cataataaac atgctggata atctgcggta ccaaactatg 960 
gagcctttaa aggtctttat ttctaaaaat ctgttactct aagatacatt ttaagcttga 1020 
ttatcatatg acaaagattt taaaaccatc tcagtgtgcc ctaatttttc atcttgggtg 1080 
ctttaagatt cactatttga tataaattca gataggctat ttttcagtag tcagcgttaa 1140 
gcctgtctgg atcaatataa acaagtaggg tgtaggcagt cctctatttg catgtttccc 1200 
atgggcacaa atttcagtga cctagattta gtttaaatac cagtttcctt accaggaagg 1260 
aaagaaaact ggtaaggaaa ctgttgttgt taaaatctag gttaaaattt- tagttagcac 1320 
attgtaactg agtaattaca tgaagtacaa acctctctgc tagctcttca gtctacaaat 1380 
cgctatgtaa ataacagata tgcttcatga ttgtgaccag tcatgttatt tctttcaaat 1440 
tcttccagtg gtttgtccct gtgcatctgt taattcagtt cacgtacagc agagcatgta 1500 
gttatgctgt ctctctgcca tcfcacttgac attctataga agtgaacact cgaaagaact 1560 
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ggtcaacaaa gatgaaagtg cagcaaagca 
ttaatcaaac ataaatgaat ttgtagaaga 
tgctgtgtat tcataggagc ttagtgaagg 
ttgcaataaa gacagatacg tcccagagga 
taaaagatat ttaatgtgaa tatagaaata 
agggtggaag ctgacccaaa cttagaagga 
gcttactcag tatggtaagt tacttgccag 
tgtttttaca atgaaataaa acactttaat 
ctaaatattt ttaaacattt ttgcattttt 
ttaatatttg agcagaacct taaaggtcat 
taagattgca ggaccatttt tatggtccca 
gctgggaaca gtgcttactt cagggaaaac 
taaactgttt tggaaataat ttatatatct 
cttattcaaa taaaaaagtt ttaatactaa 

<210> 149 

<211> 1628 

<212> DNA 

<213> Homo sapiens 



atgaaaaatg ataacactgg aagtgaaatt 1620 
agtcactgac catgggaatg ttgttcttgc 1680 
caaacttacc aacacaaata agcaaagtgg 1740 
agtgatggtt aaaaaaaaaa aactttacat 1800 
tttcacaaca ttgaaagcac aagcaataaa 1860 
gtatggcagt ttgccgtgaa cataaaagat 1920 
aaaaaaaggc aagccctatt caaactactt 1980 
tctatttcta atgttttaaa ttacagtgta 2040 
ttctacattt ataactggtc ttaagagttt 2100 
ggaacaatca tcattttccc tattgattat 2160 
cagtaccatg tgaaatgagg atcgcttgta 2220 
tgattttgat agaaccgact agttgagtat 2280 
aagtgctgaa atatatttct cttctcccca 2340 
aaaaaaaaaa 2380 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1754833CB1 



<400> 149 

aggccggcga gggagcagca aacggccggc 
ggagtaggtg gcggcggcca tggccgaggc 
ctgctgctcc gtggagatcg tcccgcgcct 
tggttttatc gaggagcttc cggaagagac 
cacagctccc acagaccaga gccggccacc 
gctgccgcag ggctacggac agtttgcttt 
cacgttccct cctggggcgc aggctgacga 
agaccatccg tcccggcacc ggtacggcgc 
gcgggccacc ggccggcacg aaggcgtccc 
caacggcatc atcacgcccg ccaccatccc 
caaaccctat ggactacgcc tggggggcca 
tcaatcagtt tgaaaacaca ggccccccac 
ccaccgtccc cgtcactgag gagcacgtag 
acgactacgc gctgggtgag cgtgtgcggc 
gctgcatcgt gccctggctg gagcagcacg 
cgggacagaa cacggccaca aacccccctg 
cgtcatcgtc ctcctccagc tcgcccagca 
acgtcggccg tcgggaaagc acggggcctt 
cacccacaga ctgggtgccc cggcggcgcc 
cctgttccag ggcaggaccc gggcccggcc 
ccacatggtc ccctctgggg cgtccccagc 
aaacgttcag cggtggaaag atttttataa 
gacgtttgag ctcacgtggc ggccatgcat 
tcccccagcg ctgaagcacg gggttcagcg 
cgggccacgt gggcccccag cctccccctc 
tcgggaccat gaggatgacc agcaaaattc 
aaaggaaaaa atatgtgtat cttgaaagct 
aaaaaaaa 



ggcgggtgcc gcgctgtggg cgggcggcgc 60 
gtcgccgcat cccggacggt acttctgcca 120 
gccggattat atctgtccaa gatgcgagtc 180 
caggagcaca gaaaatggtt ctgccccctc 240 
gttggagcac gtggaccagc acctgttcac 300 
cggcatcttc gatgacagct tcgagatccc 360 
cggcagggac cctgagagcc ggcgggagag 420 
ccgacagccc cgcgcccgcc tcaccacgcg 480 
cacgctggaa gggatcatcc agcagctcgt 540 
cagcctgggc cccctgggga gtcctgcact 600 
acggcctgga tgccatcatc acacagctcc 660' 
cggcagataa agagaaaatc caggccctcc 720 
gctccgggct cgagtgccct gtgtgcaagg 780 
agctgccctg caaccacctg ttccacgacg 840 
acagctgccc cgtctgccga aaaagcctca 900 
gcctcactgg ggtgagcttc tcctcctcgt 960 
acgagaacgc cacaagcaac tcgtgagccc 1020 
tcccacccac cctcagccag cgccacacgg 1080 
acgcttggct ggtcagcgct gcaggtcccg 1140 
caccggcccc ctggcttggg aaggcgtggg 1200 
ctccccgtcc tctgtctaac ctcaccctct 1260 
ttttaaatta ttactgcttt gaaataaacg 1320 
ggtttgtggc ggaagacggg gcccagcggc 1380 
gctcccccag tgctgcaggt gccgccagga 1440 
ggccgcctcc acgacccgga gtaggggggc 1500 
aagaacaaaa ctgctccaac agactttttt 1560 
atttaaaata cactacttac aaagagaaaa 1620 

1628 



<210> 150 
<211> 2210 
<212> DNA 

<213> Homo- sapiens _ 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1798701CB1 
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<400> 150 

gtgccgggcg ccatcatgga cgaggactac tacgggagcg cggccgagtg gggcgacgag 60 
gctgacggcg gccagcagga ggatgattct ggagaaggag aggatgatgc ggaggttcag 120 
caagaatgcc tgcataaatt ttccacccgg gattatatca tggaaccctc catcttcaac 180 
actctgaaga ggtattttca ggcaggaggg tctccagaga atgttatcca gctcttatct 240 
gaaaactaca ccgctgtggc ccagactgtg aacctgctgg ccgagtggct cattcagaca 300 
ggtgttgagc cagtgcaggt tcaggaaact gtggaaaatt acttgaagag tttgctgatc 360 
aaacattttg acccccgcaa agcagattct atttttactg aagaaggaga gaccccagcg 420 
tggctggaac agatgattgc acataccacg tggcgggacc ttttttataa actggctgaa 480 
gcccatccag actgtttgat gctgaacttc actgttaagc ttatttctga cgcagggtac 540 
cagggggaga tcaccagtgt gtccacagca tgccagcagc tagaagtgtt ctcgagagtg 600 
ctccggacct ctctagctac aattttagat ggaggagaag aaaaccttga aaaaaatctc 660 
cctgagtttg ccaagatggt gtgccacggg gagcacacgt acctgtttgc ccaggccatg 720 
atgtccgtgc tggcccagga ggagcagggg ggctccgctg tgcgcaggat cgcccaggaa 780 
gtgcagcgct ttgcccagga gaaaggtcat gacgccagtc agatcacact agccttgggc 840 
acagctgcct cctaccccag ggcctgccag gctctcgggg ccatgctgtc caaaggagcc 900 
ctgaaccctg ctgacatcac cgtcctgttc aagatgttca caagcatgga ccctcctccg 960 
gttgaactta tccgcgttcc agccttcctg gacctgttca tgcagtcact ctttaaacca 1020 
ggggctcgga tcaaccagga ccacaagcac aaatacatcc acatcttggc gtacgcagca 1080 
agcgtggttg agacctggaa gaagaacaag cgagtgagca tcaataaaga tgagctgaag 1140 
tcaacgtcaa aagctgtcga aaccgttcac aatttgtgtt gcaacgagaa caaaggggcc 1200 
tctgaactag tggcagaatt gagcacactt tatcagtgta ttaggtttcc agtggtagca 1260 
atgggtgtgc tgaagtgggt ggattggact gtatcagaac caaggtactt tcagctgcag 1320 
actgaccata cccctgtcca cctggcgttg ctggatgaga tcagcacctg ccaccagctc 1380 
ctgcaccccc aggtcctgca gctgcttgtt aagctttttg agactgagca ctcccagctg 1440 
gacgtgatgg agcagcttga gttgaagaag acactgctgg acaggatggt tcacctgctg 1500 
agtcgaggtt atgtacttcc tgttgtcagt tacatccgaa agtgtctgga gaagctggac 1560 
actgacattt cactcattcg ctattttgtc actgaggtgc tggacgtcat tgctcctcct 1620 
tatacctctg acttcgtgca acttttcctc cccatcctgg agaatgacag catcgcaggt 1680 
accatcaaaa cggaaggcga gcatgaccct gtgacggagt ttatagctca ctgcaaatct 1740 
aacttcatca tggtgaacta atttagagca tcctccagag ctgaagcaga acattccaga 1800 
acccgttgtg gaaaaaccct ttcaagaagc tgtttttaag aggctctggc agcgtcttga 1860 
aaatgggcac cgctgggagg aggtggatga cttctttaca aaggaaaatg gtagcagctt 1920 
cagtgagaaa ctgcccttac aaacagtccc ttctctgctg tcaatccaat actgctccca 1980 
aatcctgttt tcagtgttca tttccctcaa ggcaggcgct gggctcccac gacccctcag 2040 
gacagatctg gccgtcagcc gcgggccgct gggaactcca ctcggggaac tcctttccaa 2100 
gctgacctca gttttctcac aagaacccag ttagctgatg ttttattgta attgtcttaa 2160 
tttgctaaga acaagtaata agtaaatttt taaaaagcca aaaaaaaaaa 2210 

<210> 151 

<211> 1220 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__feature 

<223> Incyte ID No: 1842496CB1 

<400> 151 

ctctcacgtg accaggagtc gacgtgtgca gaagtcctta tagtccaggg cctgtttccc 60 
tgtagcagct ccttattgct ggagaaggag aaaagtgccc aagatccttt caggatattt 120 
ggttttttgg gcgcgacaca aatcgaggtg agggaagaga gaggaaaatc ccctgaatcc 180 
ctgcaggatt aatttattca aaaaggaaat aaaaaatact caatatgcaa aagtcttgtg 240 
aagaaaatga gggaaaacca cagaacatgc caaaggccga ggaagatcgc cctttggagg 300 
atgtaccaca ggaggcagaa ggaaatcctc aaccttccga agaaggcgta agccaggaag 3 60 
cagaaggaaa ccccagagga gggccgaatc agcctggcca gggatttaaa gaggacacac 420 
ccgttaggca tttggaccct gaagaaatga taagaggagt agatgagctt gaaaggctta 480 
gggaagagat aagaacragta agaaacaagt ttgtgatgat gcattggaag caaagacatt 540 
cacgcagccg tccttatcct gtgtgcttta ggccttgaat tcatttttgc ctaatattaa 600 
aatctggccc cagctttctt tctgttagca ttttctgatg tatctttgac ctccatttta 660 
cttttaatca tctgatgaaa ttttgtttta ggtaatttcc ttggtaccag catctcattg 720 
gattttggat tttgacccat tttccaggtc tatttttcaa ttggaaactt tcacacattt 780 
gcatgggaat atgtizcattc catgttgtaa agtaaaacat aacaggttat ggcaaagcag 840 
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catatttaat atcagctcac atatgtagga 
gtgtatacat acatccatat aacatatatc 
tgtgaaattt tatttgtttt cttctttttg 
acacgtgtct cacacacaaa aagaattaag 
ttgcaaccag cttatgaggg caatgggggc 
agaaatgtaa acctcaaatt acctctggat 
ttacagataa aaaaaaaaaa 



taaaattcca aactttgtgt gtgtgcgtgt 900 
acaaacttaa ccaagcttat ttctgtgtgg 960 
ttctttttgc ttatatgtac tttttaatga 1020 
gatttttttt acaagtaaga gtcaaataat 1080 
acctaaactc ttgatgaaag aactttaaaa 1140 
ctcttagcca gaggaataaa ctggcaatta 1200 

1220 



<210> 152 

<211> 1687 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1868613CB1 



<400> 152 

aggagagaag aggcgggagt ggacctggtc 
aggcgcggcc tccgccacag ccacagcccc 
gatggccaag gtgtcggtgc tgaacgtggc 
ccccttccgg ttcgagatca gcttcgagtg 
gaagatcatt tatgttggct cggctgagag 
gctggtgggc cctgtgccag cagggagaca 
cccatccctc atcccagaga ctgatgccgt 
ctaccatgga caggagttca tccgagtggg 
tgagctgcgt gagaacccgc ccatgaagcc 
ggcctcgaac ccccgggtga cccgcttcca 
ggaggccata gagacccagg acccctccct 
tatcaagggc ttggggctcc ctggctgcat 
ctgcatctaa ctgcaggaac ccagagtgtc 
ccagcgagtc ctgcagggcc catctagagg 
ctgtcaaact cagcccctag gaaagaacag 
ggatgatctc gcttttcctc tacaggccta 
gacttgtgtt cttttcgtct tcataaattc 
ttgagtacca ttgatccaaa gctttcccac 
tggtcagtgc ctgtcaaggc tccagtcctg 
ttcctgtaca tctgagcaga cccactccag 
tagtaggtag acttagatcc catttctgtc 
caatccagca gcccctccca gaggtgtgat 
tcctgtcaat cacagccacc ttcctgttat 
ctgccatggt tggaagatgg tatcagaggg 
gtcagggacc ctctgcctct ggcagcctta 
caagccaggg aagcaactgg gaccctgaaa 
tgtgccctgg tccccttgct gccatgtgga 
aaaatgtttt tatattaaaa atgtttggtc 
aaaaaaa 



agccctaccc cactgacccc caccggaccc 60 
tgcccctgct gcggcgcggc gaggcgaggc 120 
ggtcctggag aacccgagcc ctttccacag 180 
cagtgaagcc ctggcggacg acctggagtg 240 
tgaggaattt gatcagatcc tagactcggt 300 
catgtttgtc tttcaggccg acgcccccaa 360 
gggtgtgact gtggtcctca tcacctgcac 420 
ctactacgtc aacaacgagt acctcaaccc 480 
agatttctcc cagctccagc ggaacatctt 540 
tatcaactgg gacaacaaca tggacaggct 600 
gggctgcggc ctcccactca actgcactcc 660 
ccctggcctc ctccctgaga actccatgga 720 
ccagcacgcc gggaggggca accaggcctc 780 
actttggggg ccatcagctg caatccaggt 840 
gccttgggtc tcccctagtc ctggccagaa 900 
taagaagcag gtacttcagt tctaaattct 960 
taactaaggc cactgtgcca ctgtgcaccc 1020 
agacctccct ggcccaccta gaggctttct 1080 
ctgagccaaa ggctttgtca ttcctttctc 1140 
ctttctggtg tcacaggcgg gaatgttagt 1200 
ctgctcccag gaagattctt aggtcctctt 1260 
cagcaggatg ctgaggaacc atgttgcctt 1320 
ctcctaaatg gatctggctt ttcctggagg 1380 
cctgcctggg cagtctgtct ccgggccagg 1440 
acctgtcctc tgctaggacc agggtgattt 1500 
actgtccctc cccagcccgc tccccctctc 1560 
tgctgttgtg attgctgttt gtatattatc 1620 
tgaaaattaa aagcacttca tttagaaaaa 1680 

1687 



<210> 153 
<211> 2797 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1870609CB1 



<400> 153- 

gtgttttgat gttggtggct 
gtgagagaca gtctcttctt 
ttcacctctg ggacctcaac 
acacagactt tgtcatggag 
tgttgttatt tggcaacatc 



aagctcatcc agtgtattgt 
gtgacagtga ggactgctca 
cacgaaggga cgtgggaagg 
ctcactctcc tgtccctgga 
tggttatcca tggccagcct 



gtttggccct cttcgagtga 60 
tgtgatttta cgatacgtaa 120 
aaaggggacg tatgtctatt 180 
cctcatgcac catattcaca 240 
ggtcatcttt atgcagctgc 300 
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gttacctgtt tcatgaggtg caacgtcgaa 
ttggaaacat ggaggccagg tttgcagttg 
acgactgtgc catctgttgg gactccatgc 
ttttccacaa ctcctgtctt cgttcctggc 
gaatgtctct taatattgcc gacaataatc 
tggatgagaa tttggttcct gtagcagcag 
atcacttctt ccatttcgat gggtctcgga 
aagtgatgca caccaccaac attcttggca 
caatggctca tcagattcaa gagatgtttc 
acctccagct gacacgctca gttgaaataa 
aagtaccttt tcctacacag cggtcagata 
aaaggccaag cagtgaccag gaagagggag 
tggacctcag tcctcgcctg gaggagacgc 
gtgaggtgga agacttcgag gctcgtggga 
agcgcatgct ggtgcagcgt aaggacgaac 
acaaaagttc tgaagatgat gcggcctcag 
ctgaccccgt gaccctgcgt cgaaggatgc 
agcagcagac ctcctagcgc tcccttgcct 
actgactgga ggaggcctgt cccaattctg 
attgccgctg tataaagcat gtggtcttat 
tctttgtaat actttctatg tgacatttct 
tgtaggtatg atctcttctg gtgttgactg 
aagtgagcag tcgcctgcct gcagcaggca 
acaaatgcag gtgtcctgag caccacaccc 
gtgagcccgc ccccacgtcg tggggtaaca 
aagcatgtag actgtgccag aggccagacc 
gcatcttgga aaaggaactc ttggttcgat 
ctatagggtg tgatgaagtc acccctttct 
gcctccagtc caaagccggc ttgatttccg 
gtgccccatg ggtcccctcc cctctcagca 
gttaggcagc aagctttggt ttatggtttt 
taaagcctgt gggtttggtc cttgaacaag 
cttgaagggc tttattaaag aaataaaaaa 
tgcgttttcc tagctgtgtt attcctggtt 
tacctgcctt ggagagggcc caggtcccaa 
taaggatttg aaccatgaag tcataggtta 
cttttttttt tttttttttt tttactcttt 
gaagaatcca gtattatcta caattattgg 
agtttttaga atgttgaaaa gtaattgaaa 
aatttatttc aataaatctt tcaaaagcct 
gatttttttt ttttaatttg ttttgctgag 
ataataataa taaaaagcaa actctaaaaa 



ttcgtcggca caagaactat ctacgtgtgg 360 
caactccaga ggagctggct gtcaacaatg 420 
aggctgcgcg gaaactgccc tgtggacatc 480 
tagaacaaga cacctcctgt ccaacatgca 540 
gtgtcaggga agaacatcaa ggagagaact 600 
ccgaagggag acctcgctta aaccaacaca 660 
ttgcgagctg gctgccgagt ttttcggttg 720 
ttacgcaggc cagcaactcc cagctcaatg 780 
cccaggttcc ataccatctg gtactgcagg 840 
caacagacaa tattttagaa ggacggattc 900 
gcatcagacc tgcattgaac agtcctgtgg 960 
aaacttctgc tcagaccgag cgtgtgccac 1020 
tggacttcgg cgaggtggaa gtggagccca 1080 
gccgcttctc caagtctgct gatgagagac 1140 
tcctccagca agctcgcaaa cgtttcttga 1200 
agagcttccb cccctcggaa ggtgcgtcct 1260 
tggctgccgc cgcggaacgg aggcttcaga 1320 
tcctcagctg cctcctgcgc cctgtgcccg 13 80 
cccgctccat ggaaaagcgg gcttgactgc 1440 
agtgtttgga cagctgataa atttaatcct 1500 
cttcccctta gaaacactgc aaattttaac 1560 
gactgcttgg ggtgggggac gatcaggagg 1620 
gcttctactc ctgcctcatg cgtacgtccc 1680 
agtgggaaga gtgtggggga ggcgcacagt 1740 
tctgttatca aactgctgtc gttgttgtgg 1800 
cacgggctca tgcacccctg agccagcagg 1860 
acctggagca gaggagggga aagtccaggg 1920 
gtcccactac atctgggact gactttccga 1980 
tgaactctgg tgctcctgca tctcatgagt 2040 
tttccttgtc ccgtctggac ctggggagtg 2100 
cattcattgg tgaagtaaat taggcagtgc 2160 
atgtgggcct tgcaagatgg gagagtaaac 2220 
gaacttttgt atcttttatc ctgggagcac 2280 
taattcagca gagaaggtaa ggtgtgaacc 2340 
atctcttcaa attcttcaca tgtttaactt 2400 
cagacctcag ttttatgccc cattggatta 2460 
gaaagctttg ttttgtggta gtccttttgg 2520 
caaagtttaa atgtatttta cataacggaa 2580 
aaggtgatag gtaaattttt aggcaaagat 2640 
taccttgaaa tgctgttagt aaatttctgt 2700 
agcatagcta tttgttttta ttgtaaaaca 2760 
aaaaaaa 2797 



<210> 154 

<211> 2685 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1871961CB1 



<400> 154 

ccgcgggccg gagccgcccg gccgaggcgt 
gcgacttgag cgttgagggc gcgcggggag 
gcagcagctc cagcaacagc agcagcagct 
gcagcaattg cagcagcagc agttactgca 
acaggccccg ttgcccatgg ctgtcagccg 
gcttctgaat ctccagggca ccaactcagc 
agctttgctt ttacagcagt tgcaaggact 
tgacactgcc ggtctcacca tgcccacagc 
ggcatcccca ggcctcgcag cccccagcct 
gcaacagttc tttccccagg ccactcgcca 



gggggctgcg gggccggccc atccgtgggg 60 

gcgagccacc atgttcagcc agcagcagca 120 

ccagcagtta cagcagcagc agctccagca 180 

gctccagcag ctgctccagc agtccccacc 240 

ggggctcccc ccgcagcagc cacagcagcc 300 

ctccctcctc aacggctcca tgctgcagag 360 

ggaccagttt gcaatgccac cagccacgta 420 

aacactgggt aacctccgag gctatggcat 480 

cacaccccca caactggcca ctccaaattt 540 

gtccttgctg ggacctcctc ctgttggggt 600 



148/189 



WO 01/72777 



PCT/US01/08117 



ccccatgaac ccttcccagt tcaacctttc aggacggaac ccccagaaac aggcccggac 66 Q 
ctcctcctct accaccccca atcgaaagga ttcttcttct cagacaatgc ctgtggaaga 720 
caagtcagac cccccagagg ggtctgagga agccgcagag ccccggatgg acacaccaga 780 
agaccaagat ttaccgccct gcccagagga catcgccaag gaaaaacgca ctccagcacc 840 
tgagcctgag ccttgtgagg cgtccgagct gccagcaaag agattgagga gctcagaaga 900 
gcccacagag aaggaacctc cagggcagtt acaggtgaag gcccagccgc aggcccggat 960 
gacagtaccg aaacagacac agacaccaga cctgctgcct gaggccctgg aagcccaagt 1020 
gctgccacga ttccagccac gggtcctgca ggtccaggcc caggtgcagt cacagactca 1080 
gccgcggata ccatccacag acacccaggt gcagccaaag ctgcagaagc aggcgcaaac 1140 
acagacctct ccagagcact tagtgctgca acagaagcag gtgcagccac agctgcagca 1200 
ggaggcagag ccacagaagc aggtgcagcc acaggtacag ccacaggcac attcacaggg 1260 
cccaaggcag gtgcagctgc agcaggaggc agagccgctg aagcaggtgc agccacaggt 1320 
gcagccccag gcacattcac agcccccaag gcaggtgcag ctgcagctgc agaagcaggt 13 80 
ccagacacag acatatccac aggtccacac acaggcacag ccaagcgtcc agccacagga 1440 
gcatcctcca gcgcaggtgt cagtacagcc accagagcag acccatgagc agcctcacac 1500 
ccagccgcag gtgtcgttgc tggctccaga gcaaacacca gttgtggttc atgtctgcgg 1560 
gctggagatg ccacctgatg cagtagaagc tggtggaggc atggaaaaga ccttgccaga 1620 
gcctgtgggc acccaagtca gcatggaaga gattcagaat gagtcggcct gtggcctaga 1680 
tgtgggagaa tgtgaaaaca gagcgagaga gatgccaggg gtatggggcg ccgggggctc 1740 
cctgaaggtc accattctgc agagcagtga cagccgggcc tttagcactg tacccctgac 1800 
acctgtcccc cgccccagtg actccgtctc ctccacccct gcggctacca gcactccctc 1860 
taagcaggcc ctccagttct tctgctacat ctgcaaggcc agctgctcca gccagcagga 1920 
gttccaggac cacatgtcgg agcctcagca ccagcagcgg ctaggggaga tccagcacat 1980 
gagccaagcc tgcctcctgt ccctgctgcc cgtgccccgg gacgtcctgg agacagagga 2040 
tgaggagcct ccaccaaggc gctggtgcaa cacctgccag ctctactaca tgggggacct 2100 
gatccaacac cgcaggacac aggaccacaa gattgccaaa caatccttgc gacccttctg 2160 
caccgtttgc aaccgctact tcaaaacccc tcgcaagttt gtggagcacg tgaagtccca 2220 
ggggcataag gacaaagcca aggagctgaa gtcgcttgag aaagaaattg ctggccaaga 2280 
tgaggaccac ttcattacag tggacgctgt gggttgcttc gagggtgatg aagaagagga 2340 
agaggatgat gaggatgaag aagagatcga ggttgaggag gaactctgca gcaggtgagg 2400 
tccagagata tatccagaga ggagtggaag ggctcggaga cctacagccc caatactgca 2460 
tatggtgtgg acttcctggt gcccgtgatg ggctatatct gccgcatctg ccacaagttc 2520 
tatcacagca actcaggggc acagctctcc cactgcaagt ccctgggcca ctttgagaac 2580 
ctgcagaaat acaaggcggc caagaacccc agccccacca cccgacctgt gagccgccgg 2640 
tgcgcaatca acgcccggaa cgctttgaca gccctgttca cctcc 2685 

<210> 155 

<211> 1879 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1876258CB1 

<400> 155 

aaaaacacac agagagacag agcaaaaagg agaagtatct atttgtgcaa agagtcacac 60 
agttgacaga gtggaggcca gtcccgagag aggctttgca gttcccacct cgggaagctc 120 
cggcagaacc caggcgaggg acagctccgg acaggtgtgg ggtgcacact gaaaatgcca 180 
cgctccttcc tggtgaagag caggaaggct cacacctacc accagccccg tgtgcaggaa 240 
gatgaaccgc tctggcctcc tgcccttacc ccggtgccca gagaccaggc tccaagcaac 300 
agccctgtcc ttagcactct attcccaaac cagtgcctgg actggaccaa cctcaaacga 3 60 
gagccggagc tggagcagga ccagaacttg gccaggatgg ccccggcacc agagggcccc 420 
attgtgctgt cccgacccca ggatggggac tctccactgt ccgactcacc cccattctac 480 
aagcctagct tctcctggga caccttggcc acaacctatg gccacagcta ccggcaggcc 540 
ccctccacca tgcagtcagc cttcctggag cactccgtca gcctgtacgg cagtcctctt 600 
gtgcccagca ctgagcccgc cttggacttc agcctccgct actccccagg catggatgcg 660 
taccactgtg tgaagtgcaa caaggtcttc tccacccctc acgggctcga agtgcatgtg 720 
cgacgctccc atagtgggac ccggcccttc gcctgt-gaca tctgcggcaa. aaccttcggc 780 
cacgctgtga gcctggagca gcacacgcac gtccactccc aggggatccc ggccgggtcc 840 
agtcctgagc ctgcacctga ccccccgggg cctcatttcc tccggcagga gcgcagcttc 900 
gagtgccgca tgtgcggcaa gaccttcaag cgctcgtcca cgctgtccac ccacctgctc 960 
atccactcag acacgcggcc ctacccctgc cagttctgcg gcaagcgttt ccaccagaag 1020 
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tccgacatga agaagcacac ctacatccac 
tgcggaaagg ccttcagcca gagctccaac 
ttcaagccct tcagctgtga gctgtgcacc 
cggcaccgcg agagccagca caatctcaag 
agcctgccct gcggtcctgt cacctggagg 
ctggaggtgg gactggacag gagtctacca 
tgaccttggg caagtcactt accctgtctg 
gagcctggct gggtctttct cagcagaagt 
tagcagagca cagaaagcta gaataccccc 
agctgggacc cacagacaga acctccacct 
accttggatt ttagccggcc tctttctggc 
ccccagtcag aagcctggca ccccctctgc 
tccgaccagc actcagctgg cctctgggga 
gagaaactgg cagttattgc tgtcaaaagc 
aagatacaga aaaaaaaaa 

<210> 156 

<211> 4462 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1929822CB1 



acaggtgaga agccgcacaa gtgccaggtg 1080 
ctcatcaccc acagccgcaa gcacacaggc 1140 
aaaggcttcc agcgcaaggt ggacctgcgg 1200 
tgaggctgcg ccggctccca gctcctggcc 1260 
ccagcctcac atgcccaaat ctccagtctc 1320 
gcttgttttg agactcatga aattgctgtg 1380 
gatcaacatt tctcctgctg ccaagtgtgg 1440 
tgtttccagg tgtgctcaag tgccttcctc 1500 
agggagacag ggatgccaag agtagaccag 1560 
gcctgctgcc cactgagctg ggacctggtc 1620 
tataacaggc agagtcggag ctgcctccca 1680 
ttcggccaga tgtgctggct gactccgact 1740 
ttctagctcc acaaccaggc cgtgaggctg 1800 
ctgttctctc aactgctgtc aataaaatta 1860 

1879 



<400> 156 

atccgcccgc cgccgccgcc gctgtccggc 
gaggccgagt caagaaacta tgttccaact 
agcccggaaa actgtgaaaa aaatacttag 
tatagaagat tttaaacaat ttgaacctaa 
ggatgtagga ctgtgggacc catcacttac 
ctgctgcagc gcttgtccat tttcctcaaa 
caatgtccat agtgaagact ttgaaaatag 
caatgcagac aaaaagactt tggaaacaca 
cgcaccaagt agcagcctca gcactttcaa 
taagcaggct gacagtgtag agcaagctgt 
tcctctttat gaaatagtta ggaagcacat 
accttacata gcaaaggcag gagaaaaatc 
tgcccgagaa gagagtagta ttcactgcaa 
agctttggta cagcatgtca tcgaagacca 
gattgggcac acaaatgtag tggttccccg 
acctcaagac aagaagagca tgggactccc 
tgtccggtct ttaccatcac agcagatggt 
aaattctaca ggagtcaaca tgatgtccag 
caaatctgta ggccagggtt acagtgttgg 
cgcaccagtt tccattcctc aacaatctca 
cggaaggtct tatgggcttg ggtcagagca 
gcagtctgct aatgcctctt ctctctcatc 
gtcacaggca tccagagtgt taggtcagtc 
ccctccccca ggtaacactt cctcaactca 
gctttttcct gaaaatgtct atagtgtgca 
cccagcagta gccaactaca ttatgaaaat 
taatcgctat ttacccacag atactctgct 
tccatattgc cgttcaactt tcaatgatgt 
tcacattgat gaagagatgg gacctaaaac 
gcagcagggt agtcacacta acatccatct 
cccagctgaa tctgttgctt accatgccca 
gceaaaggtt- caggaaaagg _cagatatccc 
ctataaaaaa gatgttggga aaaccctttg 
catatctgat gcacttgcac atcacttacg 
tccagttgag aaaaagctca cctacaaatg 
catgaccgcc tcaactatca ctctgcatct 
aaatggccag gataagacaa atgcaccctc 



ccccgagcac gccggccccg cgcgcgcctc 60 
tcctgtcaac aatcttggca gtttaagaaa 120 
tgacattggg ttggaatact gtaaagaaca 180 
tgacttttat ttgaaaaaca ctacatggga 240 
gaaaaaccag gactatcgga caaaaccttt 300 
attcttctct gcctacaaaa gtcatttccg 360 
gattctcctt aattgcccct actgtacctt 420 
cattaaaata tttcatgctc cgaacgccag 480 
agataaaaac aaaaatgatg gccttaaacc 540 
ttattactgt aagaagtgca cttaccgaga 600 
ttacagggaa cattttcagc atgtggcagc 660 
actcaatggg gcagtcccct taggctcgaa 720 
gcgatgcctt ttcatgccaa agtcctatga 780 
tgaacgtata ggctatcagg tcactgccat 840 
atccaaaccc ttgatgctaa ttgctcccaa 900 
accaaggatc ggttcccttg cttctggaaa 960 
gaatcgactc tcaataccaa agcctaactt 1020 
tgttcatctg cagcagaaca actatggagt 1080 
tcagtcaatg agactgggtc taggtggcaa 1140 
gtctgtaaag cagttacttc caagtggaaa 1200 
gaggtcccag gcaccagcaa gatactccct 1260 
gggccagtta aagtctcctt ccctctctca 1320 
cagttccaaa cctgctgcag ctgccacagg 1380 
aaagtggaaa atatgtacaa tctgtaatga 1440 
cttcgaaaaa gaacataaag ctgagaaagt 1500 
acacaatttt actagcaaat gcctctactg 1560 
caaccatatg ttaattcatg gtctgtcttg 1620 
ggaaaagatg gccgcacaca tgcggatggt 1680 
agattctact ttgagttttg atttgacatt 1740 
cctggtaact acatacaatc tgagggatgc 1800 
aaataatcct ccagttcctc caaagccaca 1860 
tgtaaaaagt tcacctcaag ctgcagtgcc 1920 
tcctctttgc ttttcaatcc taaaaggacc 1980 
agagaggcac caagttattc agacggttca 2040 
tatccattgc cttggtgtgt ataccagcaa 2100 
agttcactgc aggggcgttg gaaagaccca 2160 
cttaat cagtctccaa gtctggcacc 2220 
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tgtgaagcgc acttacgagc aaatggaatt 
tgatagtgat tcacccagct tctttgaaga 
agaccccaag ggtcatgaag atgattccta 
tttcaacaaa cagccctatc ccaccaggag 
gttatggaag agtgacatcg cttcccattt 
ttgtgaaaag tacaagcctg gcgtgttgct 
caagcatgag atggattttg atgctgagtg 
cagagtcaat gctagtaaga ctgctgacaa 
ttcctcagac agttttgaaa atttggaaga 
ccctgttttt gaagttgaac ctaaaatctc 
ggtaattcct gaggatgctt cagaatctga 
aaaatacgaa actattcatt tgactgagga 
tagtgaggtt gaccaagacg atgttgttga 
tgggcctgga tcccaacaag tgtcagactt 
aacctggtct gacgagtctt cccaaagcga 
aaaaaaggct accatgcaag gtgacagaga 
aaaagttgaa gggttttggt ctaaggacca 
tgagcgctta tctaaccccc agattgagtg 
ggaacagttt gacaacatga ctgatggagt 
agttaaactg agcagccaac aggcctaagt 
cagcctggaa ctctgatctc cagtgtgact 
gtgagtactg gttggactgt ggggcatgtg 
tctatgacag gacaggctgt tcttgcttca 
tgtgaaaaac caataagctg gtgactcatg 
ttatctgcct tttcaacatt tctttccctc 
agtgttaaac taattcacat ggtagtgtag 
tatagtagac tttgggaaaa gcgatttttt 
tatatttgta cagtctttta gacctattca 
ccatcataga tttctttttt tagtgttgcc 
tacctagcaa aagctcaaaa ctgcgctagt 
acataacctt gtacaatctt gcaacagagg 
cttgtattat aggatttttc ttgttctgaa 
aaactggtat ttcagatctg ttttctgaaa 
gactttgcag ctactaattt tgacaccttt 
gcagcaaacc aatgagtgct gcattttgga 
catggtggat tcatttatac .catctaatat 
gtgatcttta ttttcccttt gtattcattt 
ttaatgtaaa aaaaaaaaaa aa 

<210> 157 

<211> 2203 

<212> DNA 

<213> Homo sapiens 



tcccttactg aaaaaacgaa agttagatga 2280 
gaagcctgaa gagcctgttg ttttagcttt 2340 
tgaagccagg aaaagctttc taacaaagta 2400 
agaaattgag aagctagcag ccagtttatg 2460 
tagtaacaaa aggaagaagt gtgtccgtga 2520 
ggggtttaac atgaaagaat taaataaagt 2580 
gctatttgaa aatcatgatg agaaggattc 2640 
aaagctcaac cttgggaagg aagatgacag 2700 
agaatccaat gaaagtggta gcccttttga 2760 
taacgataac ccagaggaac atgtactgaa 2820 
ggagaagcta gaccaaaaag aggatggttc 2880 
accaaccaaa ctaatgcaca atgcatctga 2940 
gtggaaagac ggtgcttctc catctgagag 3000 
tgaggacaat acctgcgaaa tgaaaccagg 3060 
agatgcaagg agcagtaagc cagctgccaa 3120 
gcagttgaaa tggaagaata gttcctatgg 3180 
gtcacagtgg aagaatgcat ctgagaatga 3240 
gcagaatagc acaattgaca gtgaggatgg 3300 
agctgagccc atgcatggca gcttagccgg 3360 
gccaggttcc ctggcgttgg tgacatgctg 3420 
gcaaagctgt cttctcactg gtactgcctt 3480 
gccgctgcag ttccagtggt tatttctaag 3540 
gaaccttctc tgacagacac ggtaactaaa 3600 
aatacacacg aggaaaagca gaggtttatt 3660 
tgtgaaatga ttggtcagat gtctttgaga 3720 
ggccaacata caagctacca gtctaatgtg 3780 
ttcatgtatt cattctgaat agttgaaatg 3840 
agtgatgctc atgatcctgt tactgtgtgc 3900 
cttgctgtgt aataaacgct ctatctagtt 3960 
atggactttt tggacagact tagtttttgc 4020 
ccagccacgt aagatatata tctggactct 4080 
tatccttgac attacagctg tcaaaaacaa 4140 
tcttttaagc taaaatcaca tgcaagaatt 4200 
tagatctgta taaaagtgtg ttgtgttgaa 4260 
tatttagttt tatctttagt tcaacaccat 4320 
atgacacact gttgtagtat gtataatttt 43 80 
taagcatcta aataaattgc tgtattgtgc 4440 

4462 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1970095CB1 



<400> 157 

ggccaaggcc agggcctgac taaacctgga 
ctgaagagcg acaagccgct ggcagccgcg 
ttcagccata aaaatgggca gaattttcct 
ttgtgcaaac tgtgatacga tcctgaccaa 
aggcgccact ggcagagcat ttctttttaa 
tcaagatcgg gtcatgctca ctggccgcca 
caatagcaaa ctgggatgga tctatgagtt 
aggccgcgtg atcctggaac gtgctctagt 
accatctgat aactcttgaa _ gatacagaga 
tgaaaacaaa aatctactta catacactgt 
tgcggaacaa gaggttgtga gaatctaaga 
ttaaattttg tattttccat ccaacagcag 
taatttttta ccctatgttt acgtcttgag 
agctatgtaa ggaaaaaaat ctgggctgtt 



gactcgggtg gccgaggggc ttcataccag 60 
gatctcaccg ccgctcaggg tttttagaac 120 
tgatcatatc ggtggtaccc gtctgttttc 180 
ccgctcagaa ctcatctcca ctcgtttcac 240 
caaggtagtt aacctgcagt acagtgaagt 300 
catggttcga gatgtgagct gcaaaaactg 3 60 
tgccactgaa gacagccagc gatataagga 420 
tcgagagagt gagggctttg aggagcatgt 480 
gaaatccatc ttttcccagg tctccttcac 540 
caccttagca" tcagagtcgg attaatgaac- 600 
tggaaccttt ctttctttct ttcttttttt 660 
cgtgtagaga gaatattatg cagatgccgt 720 
gcagcagagt ctgtctgcag ctatgtggtg 780 
agagtgaaaa agtgtgtttt atgtcaattg 840 
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tgaaaggaaa atgttaggag tatggttttt 
ttaaacccag ttatttcact tgatttgcta 
agcgctaaag gctcagtgtt agcatggctt 
agatgaaccg tagcaccaga gcccattctt 
attcctagtt atttgtcacc acataattgg 
cagaactgct gggttgtctt tttccatgta 
agttggatgc ttttggtcct gtgttgcttt 
tgataagcaa ttttcatagt agtaaagttt 
catataatat tctttgttta aatgaaagca 
aaaacagttg aacagaatgt caatgtgcat 
ttttagaaaa gggggaaatg aagcaacttg 
gcctttcccc ctcagttttg cattgatttt 
atcaaaggcc tagatctctt atttagcatt 
gttgaaacga aaactgtact ttgtaccctc 
ttattttagc cccaaattta tgacattaca 
aaactacttc tagatattct agtatttgct 
ctaattattt gaatgaatga atggatggat 
tctagaaagg aaatttgcct cagttgaatt 
gtgacttctg agtacagtta agttcctcct 
aggtaactga ttaagtaggt atgatactgc 
tctccaccat ggactcaatc tgagaacaac 
cttttgatta tatgcagatt cctagtagca 
tgtcacaata aagtatattt tgtcttgcaa 

<210> 158 
<211> 1393 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1975473CB1 



aaacttgggc ttcattttaa actttttttt 900 
gcttcagaga agagatccga atctgtgccc 960 
gtgctggccg gtgtgccata ttcttgttgg 1020 
ccttgtcagt cttggcccaa agatgtcacc 1080 
tgttgattgg aaactttttc tgagatggga 1140 
acttaagcat agtaatataa ataaagtaat 1200 
taaaaacacc ttataaaaga ggagagtatt 1260 
tttttcatct cttaaactaa attgaccatg 1320 
tactgttgaa acccgcagtg ttgcatttag 1380 
tcatgcaaaa aaacatttaa tctgcatctg 1440 
tctaaaaata ctgctttaca aagcatttca 1500 
ttgacaagtc tgtagagcct aatagtttcc 1560 
tttttcagct cttctctcag aagttcagct 1620 
acatacaaag ggatcaaatt tgacctggtg 1680 
caatattaaa atgtaaatgt ttctttaccc 1740 
tctggtggaa ttaaatgacg gtaaaattgg 1800 
gttttgcatg ctcaatttct aggtcctttg 1860 
agtgaaatat ttctgtcgtt gatattaaaa 1920 
atttgccact gggctgttgg ttagaagcat 1980 
atttgaaata agtggacaca aactatcctt 2040 
agcattcatt tccattcatt tccatactgg 2100 
tgccttacct acagcactat gtgcatttgc 2160 
aaaaaaaaaa aaa 2203 



<400> 158 

cggctcgagc 

tcccctgcac 

cggccacatt 

agcgcccagc 

gaggaggaag 

ccctttcccc 

gcggctgtca 

tcccccgcaa 

tatcacacac 

ccttcatggg 

cacgctgcag 

ggaggaggcc 

ccagcagcag 

agacatgttt 

cagcatcctc 

gcacaccctc 

ccggccaact 

cccgggccgc 

tttatagtcc 

gcacgggctc 

cttccctggg 

agagcagagt 

cgtccgctgt 

tcagcagatg 



cagcaccctc 
attccggccc 
ggccccttcc 
ggtaaagaga 
aagaagggga 
tgggtcggtc 
ggggacctca 
cccatcctca 
atctccgcgg 
ctcgtgagca 
aagacagctg 
cagcagctgc 
ctgcccgcca 
gatgactacg 
atccggcctc 
cgccagacct 
gtcctgaact 
atccctgagc 
tggccagacc 
cagggatcat 
gggtggagca 
ccccgtccct 
ctttggaccg 
acc 



ctccggtccc 
ccgaccccgg 
aggcccctgc 
ggggttgcag 
ctgggtctgg 
tttctgtggg 
gctccatgcc 
gccggggccg 
agcagaagcg 
cactcagtgc 
agtacatcct 
gggatgagat 
caggggtacc 
tccgaacccg 
tgtttgagtc 
cactggcctg 
ccctacgcca 
aagccacacg 
ctgctgctca 
ctctgggcac 
gggtccaggt 
gctctgccac 
ctgtgtttca 



cagggtcccc 
cccctacacc 
ttgtccccaa 
ggattggggg 
ggccagatga 
tctgtctgtc 
aggccctggg 
tccagacagc 
gcgcttcaac 
ccagcccagc 
tatgctacag 
tgaggagctc 
catcacacac 
tacgctgcac 
cttcaacggg 
gctggaccag 
gctgggcaca 
ggcagtcaca 
ctcagctgcc 
tcccttcctg 
ttcacacttg 
tgtgctccag 
atctgcaaaa 



gcaggagaca 
gccccggcca 
agcggacggc 
aatctagggg 
gaggaagggg 
cctaccacag 
actctgagcg 
aacaagaccg 
atcaagctgg 
ctcaaggtga 
caggagcgtg 
aatgccgcca 
cagcgttttg 
aactggaagt 
atggtgtcca 
tactgctctc 
tctaccagta 
gagggcaccc 
ctgggggctg 
ccccaggccc 
ccacctcctg 
caccgtgacc 
tggggatggg 



gtccctgaat 
cctccaggcc 
tctcaccccc 
atgaggggaa 
gcaatgggga 
gcagtgaacg 
tccgtgtctc 
agaaccggcg 
ggtttgacac 
gcaaagctac 
cgggcttgca 
ttaacctgtg 
accagatgcg 
tctgggtgtt 
cggcaagtgt 
tgcccgctct 
tcctgaccga 
ttggcaaacc 
ctttccctgg 
tggctctgcc 
gaggtcaaga 
ttgggtgact 
gaaggttcaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1393 



<210> 159 

<211> 2164 

<212> DNA 

<213> Homo sad ens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 1976527CB1 

<400> 159 

gagactgtgg gacactgtag gccacgtggg gcggaacgga aacctcgcag ggtcagaccg 60 
tagcgacgcg ggaagtccgg acgcagtagc tccctgaagc ggaggcgaag gggagtttaa 120 
gccccagcgg cggcaatggc ggagaggccc gaggacctaa acctgcccaa tgccgtgatc 180 
accaggatca tcaaggaggc gctcccggac ggtgtcaaca tctccaagga ggcccggagc 240 
gccatctccc gcgccgccag cgtcttcgtg ctgtacgcca catcctgtgc taacaacttt 300 
gcaatgaaag gaaagcggaa gacgctgaat gccagtgatg tgctctcagc catggaagag 360 
atggagttcc agcggttcgt taccccattg aaagaagctc tggaagcata taggcgggag 420 
cagaaaggca agaaggaggc ctcagagcaa aagaagaagg acaaagacaa aaaaacagac 480 
tcggaagagc aagacaagag cagggatgag gacaatgatg aagacgaaga aaggctggaa 540 
gaagaagaac agaatgaaga ggaagaagta gacaactgaa aagggcggga gactgtggca 600 
ccttggaagg taccacttga aatgagacgt gctacgtgtt tctgtgaagc ttttccatgc 660 
tgggcagagt agtctcaggc aaaagtgcct gaaaagatca gaataaaaac tgactagaaa 720 
taccgtcaaa accagcactt accaaactca gagcatctga gtagcagaat cctgttttgc 780 
ttcatcaatc tgaaggttat ggccttttga caagagggat tctgaacgac taaattagtc 840 
agtttgctcg cttttgttta cttaaatgta tggttagatg gtttttgatc tgcagtcttc 900 
cctagtcccc caaataagta ataataactt ccatgctgcc tgctgtgttc cagatcacag 960 
aggcagccaa ggctcaggaa aaactggggc tttgcttatg gtcagcctat gtttgattgc 1020 
acagtctttg acaatagtag cttactaaga ctgctcagaa tgagtaagct ttaggaaact 1080 
actaaaatgc tgtgggagaa taacaaaatc cgttctctct cttcacttga cagaagcatt 1140 
aactgaattt tgtttttcat agacccactt ggcccaaaac ctttctatat tgcctgtaga 1200 
tgatcggcct gctggtgtgg tagtaatctg atcacagata ttcttaaatc agcagtgtgg 1260 
aatggtatta gtcaaacatg gtgccagtgt cttttacaaa aacagatggc atagtgtcag 1320 
atgtacctta ctctctgcta ctgtacagct ttaggatttg tcatcacctc ccggaaggtg 13 80 
taaaacccca ggcttcctct tcttgtagtc catctcccag acttgtgact atggcttttc 1440 
attcttcaat tcatgacgag tgccaaactt gattttctct aggcacagct ttctccctct 1500 
gtgcctcctg cttcctttct ctctcctgcc tctcctctgc tccccatccc actttctcat 1560 
ctgcctcctt ttctcacttc tgtcagtctg taagctttga taacctgctt aatactccaa 1620 
agtgtgagtt cctctgatct cttgattcct tagttctaat ctcacgtttt gtttttaaga 1680 
gatggagtct ctcactctgt ggcccaggct ggagtgcagt ggcatgatca tagctcattg 1740 
catccttgaa atcctgggct caggtgatcc tcccgcctga gcctcctgag tatctgggac 1800 
tacagatgcg tgccaccaag cctggctaat tttgtctcat gtcttctaaa aattattttg 1860 
tgaagcccct tcacaaaaaa ccttaaggga aatctgatgg tgctcaggaa tctaactctc 1920 
cctaaaccat cctctttaac tgcttctaaa atatctctgt tggcctttct tagccttttt 1980 
ctgtttccat tcagtgctcc aagcgctttt tgtttctaag ttgagtgctt ggggtttgac 2040 
aggtagtgac gtgtagtttg acactgttaa cttgttaaat acagtgaaaa gtttgtgagt 2100 
gaagaatgct gagaagattg taatgctttg tacaaataaa agtcttgtta aaaaaaaaaa 2160 
aaaa 2164 

<210> 160 
<211> 445 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2108023CB1 

<400> 160 

gggtagcgtt gttgacatcc cgggaggctg tgccgccggc ctgagcccag agtttcgcgg 60 
cctccgcgat ggcagaggtg gaggaaacct taaagaggat ccagagtcat aaaggggtta 120 
ttggaactat ggttgtaaat gcagaaggta ttcccatccg aacaaccttg gacaactcaa 180 
caactgttca atatgcaggc cttcttcatc acctgacaat gaaagccaaa agcacagttc 240 
gtgatattga tcctcagaac gacctgactt ttcttaggat cagatcaaag aaacatgaaa 300 
tcatggtagc" tccagataag gaatatcttc tgafecgtcat tcagaatcca_ tgtgaataga 360 
cctgcgatgg ccaaggctgt ttaagcgaca ctgggttgga aacacttggc tctctcatga 420 
gtattaaaat tctatttcaa tctaa 445 

<210> 161 
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<211> 2029 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2135746CB1 

<400> 161 

gtctctatat ggcggcggct ctgtcgggcc tggctgtccg gctctcgcgc tcggccgccg 60 
cccgctccta tggggtcttc tgcaaggggc tgactcgcac gctgctcatc ttcttcgacc 120 
tggcctggcg gctgcgtatc aacttcccct acctctacat cgtggcttcc atgatgctca 180 
acgtccgcct gcaggttcat attgagatcc attgaaggcc ctcccagact gacgaaggcg 240 
tgacctcagg cccaccgcat ccaagaacac gaagcatgag ggacagaaga gggcccctcg 300 
gcacctgcct ggcacaagtg cagcaggccg gaggaggtga ctcggacaaa ctatcatgca 360 
gccttaagaa aagaatgccg gagggccctt ggcctgcaga tgcaccctcc tggatgaata 420 
agcctgtggt tgatggaaat tcacaaagtg aggcattatc actggaaatg agaaaggatc 480 
cgagcggggc tggcctctgg cttcacagtg gcggcccagt gcttccatat gtgagagaat 540 
cagtaagaag aaatccagcc tcagcagcca ctccgagcac agccgtgggt ttgttccctg 600 
ctccaacaga gtgttttgct cgggtgtcct gcagtggtgt tgaagctctg gggcggcgag 660 
actggctggg aggagggccc agggccactg acggccacag aggacagtgc cccaaaggag 720 
agcctcgggt gtcacgactg ccacgccatc aaaaactgcc ggaaatggga agttttcagg 780 
atgacccacc aagtgctttt cccaagggtc tgggctctga gttggaaccc gcttgcctgc 840 
actccatcct gtctgcaacg ctgcacatgt. atcccgaagt gctcctgagt gaggagacaa 900 
aacgcatttt ccttgaccgt ttaaagccca tgttttcaaa gcaaacaata gaattcaaga 960 
aaatgcttaa aagcacctca gatggtctgc agataacact ggggttactg gctctgcaac 1020 
cttttgaatt agcaaataca ttatgccata gttaaggtac aagcagaaca ataccaatag 1080 
attaatttta agagttgtct tagaatgatt tctttcgcat taagtctgga tgcaaactgt 1140 
gcagccctta ggttcctgct gtagttttgt acgacctggc agacttaaag taaattgagt 1200 
ttaaattcaa agccagttga tgcggaagga acttttttgg catgtgttaa attgtgcttt 1260 
aaaagacata taaagaattg ggaaacattt caggagacga tcatagcctg tataaatacc 1320 
agattagaac atacggattt accatgaagt tctgtcttca acatccattc taaagggcta 1380 
ctgtcccaaa tcctgtgtgt ccttttgact tgtctgatca cccaatggaa gtggatactt 1440 
gtaaagtcta caccactgta cttggcgtta aatcttgctg aattcgtggt aagctgttac 1500 
catgtctaca ttttgtagaa tgattttggt ctgcagcaaa attcgatttc acttctcata 1560 
cccctttcct tccacttgaa atgcaattta gacagaggcc ctgtggtgaa agttgcaata 1620 
ttaagtttac ctttagaaga tcccttctca aactcagaac cctagcagtg ttaccttaaa 1680 
caaaaatgag ctcgagaaaa aagtagctca gttacagaga agcaaatcga gttatttccc 1740 
acataaaaag tttcccagat tctaagaatt gcagtatcct gtaccctaaa atttttcaag 1800 
gtgactcctg ttgtcgtctg ttgataactt taataaaggt catttaagga cataagtttt 1860 
taaagactcc caaagtgaaa cttaaacatt ttcgggatta tcgattgcat atatcagttt 1920 
atgctgtgtg ctgaattact atgccatgtg ctattttagt gtttggggaa aatgaaaaat 1980 
aaaatttgtt ctttagctta ataaatatgt cttattttat aaaaaaaaa 2029 

<210> 162 

<211> 1813 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2154810CB1 

<400> 162 

cagtcctggc ccggagcgtc ggtcctggta atctgtagga aaagcgctgc ggcccagggg 60 

gtaaagagag atcagcctct gtggactcgg tgcttctcct ggcaagtaaa ccccaaggag 120 

gactgaccag ttcttgaatt tctataccat ggcccttcga tcagtgatgt tcagtgatgt 180 

atccatagac ttctctccag aagggtggga atacctggac ttggaacaaa aggacttgta 240 

cagagatgtc" atgttggaga" actacagcaa- cfetggtctca ctgggatgct tcatttctaa 300 

accagatgtg atttcctcat tggagcaagg aaaagagcct tggaaagttg tgaggaaagg 360 

aagaagacaa tatccagatt tggagaccaa gtatgagacc aagaagttat ctttagaaaa 420 

tgacatttat gaaataaatt tatcccagtg gaagataatg gaaagaattg aaaaccatgg 480 

cc'ctaagggt ctcattttaa aaaatgattg ggaatccaca ggaaaaattg aaggacagga 540 
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gagacctcaa gaaggatact tcagtagtgt 
ccagaaacgc acatctgtta ctccacatca 
atgtaaggaa tgtgggaagg cgttcagagt 
tcatactggt gaaaaaccgt atgaatgtaa 
acaccttact cgacatcaga gaattcatac 
tggaaaggcc tttagtcgtg gctatcacct 
gaaacctttt gaatgtaagg aatgtgggaa 
acatgagaga gttcatactg gtgagaaatc 
ttgtagtggg tatcaactta ctcgacatca 
atgtaaggaa tgtgggaagg cttttaattg 
ccatacaggg gagaaaccct atgaatgtaa 
tcaccttact caacatcaga aaattcatac 
tgggaaggcc ttcagttggg gttcaagcct 
gaagtcttat gaatgtaaag actgtgggaa 
tcatcagaga tttcatactg gtgagaagct 
tactcgtggc tcaaaacttg ttcatgagag 
taacgaatgt ggggaagcct ttctgtggac 
tgaaacctta tgattgaaag ttgtaaaaga 
cataataaga actcttactc ttgagaaacc 
tcatttctgt ttatgggcaa ttatcttgct 
ttgaatataa ctaatatgaa aaggccttta 
atatactgat gta 



gaaaatgcca tctgaaaagg tgtcctctta 600 
gagacttcat tttgttgata aaccctatga 660 
gcgccaacag cttacttttc atcacagaat 720 
ggaatgtggg atggccttca gacagactgc 730 
tggtgagaaa ccttatgaat gtaaagaatg 840 
ttctcaacat cagaaaatcc atactggtga 900 
ggcctttagt tggggttcaa gccttgttaa 960 
ccatgaatgt aaagaatgcg gaaagacctt 1020 
ggtatttcac actggtgaga aaccctatga 1080 
tggatcaagc cttgttcaac atgaaagaat 1140 
agaatgtggg aaggctttta gtcgtggcta 1200 
cggtgagaaa cctttcaaat gtaaggaatg 1260 
agttaagcat gagagagtcc atactaatga 1320 
ggcctttggt agtggctatc aacttagtgt 1380 
ttatcaacat aaggaattcg ggaagacctt 1440 
aactcatagt aatgataaac cctatgagtg 1500 
aacttactca aatgagaaaa ttgatactga 1560 
atattttgtg tgtgtgtata gacaacttat 1620 
ttgtgaatgt aagggttgtg caaaagccat 1680 
atccagcaat tcatactagt gagaaatatt 1740 
gacttctgta cagtcttatt ggatatcaat 1800 

1813 



<210> 163 
<211> 738 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2228991CB1 



<400> 163 

gcagcgacct gagaccagtg gtcatcgatg 
aggaggtctt ctcctgccgg ggcatcctgc 
acacagacat cacagtgttt gtgccatcct 
ccatcacaga ccagcacatc ctgcgggaac 
catcacgacg cgtgggtggc aagcgggtgg 
tggcctacga gtctgacggg atcgtggttt 
agcggcagga gtggaagcgc ttcatcgagg 
acaagtttat gccccctgat gacccactgg 
tgcgtaagaa gccactcact ttggagcaca 
gcacctatgg gatcaagtgc cgattcttcc 
ctgtggcaga tgagctccgt gccaatgctc 
acaaaaatgg ccggcggcct tcaccttcat 
agcagtgcag cctggatg 

<210> 164 

<211> 1852 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 22412 06CB1 



ggagcaacgt ggccatgagc catgggaaca 60 
tggcagtgaa ctggtttctg gagcggggcc 120 
ggaggaagga gcagcctcgg cccgacgtgc 180 
tggagaagaa gaagatcctg gtgttcacac 240 
tgtgctatga cgacagattc attgtgaagc 300 
ccaacgacac ataccgtgac ctccaaggcg 360 
agcggctgct catgtactcc ttcgtcaatg 420 
gccggcacgg gcccagcctg gacaacttcc 480 
ggaagcagcc gtgtccctat ggaaggaaat 540 
acccagagcg gccaagctgc ccccagcgct 600 
tcctctcacc ccccagagcc ccaagcaagg 660 
cccagtccag ctctctgcta acagagagtg 720 

738 



<400> 164 

aagctatgag gatactctgt tcgtaagctc 
aaaggttgga taagagttca ctggagattg 
ttggaacatg gatagccgct tgcaggagat 
cctcgcgcag cagttgggag ctgaaagtgc 
agatgagcag agagaaattg ctgaaacaag 
cgctceaaat gcaaaacgta agtatctgga 



ccggtgaatt ttgttccaca gactcggaag 60 
acaagtactc gggatagtga aaagccggag 120 
ccgggagcgg cagaagttac ggcgacagct 180 
cgacagcatt ggtgccgtgt taaatagcaa 240 
agaaacttgc agggcttcct atgatacctc 300 
tgaaggagag acagatgaag acaaaatgga 360 
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agagtataag gatgaactag aaatgcaaca ggatgaagaa aatttgccat atgaagaaga 420 
gatttacaaa gattctagta cttttcttaa gggaacacag agcttaaatc cccataatga 480 
ttactgccaa cattttgtag acactggaca tagacctcag aatttcatca gggatgtagg 540 
tttagctgac agatttgaag aatatcctaa actgagggag ctcatcaggc taaaggatga 600 
gttaatagct aaatctaaca ctcctcccat gtacttacaa gccgatatag aagcctttga 660 
catcagagaa ctaacaccca aatttgatgt gattcttctg gaaccccctt tagaagaata 720 
ttacagagaa actggcatca ctgctaatga aaaatgctgg acttgggatg atattatgaa 780 
gttagaaatt gatgagattg cagcacctcg atcatttatt tttctctggt gtggttctgg 840 
ggaggggttg gaccttggaa gagtgtgttt acgaaaatgg ggttacagaa gatgtgaaga 900 
tatttgttgg attaaaacca ataaaaacaa tcctgggaag actaagactt tagatccaaa 960 
ggctgtcttt cagagaacaa aggaacactg cc tcatgggg atcaaaggaa ctgtgaagcg 1020 
tagcacagac ggggacttca ttcatgctaa tgttgacatt gacttaatta tcacagaaga 1080 
acctgaaatt ggcaatatag aaaaacctgt agaaattttt catataattg agcatttttg 1140 
tcttggtaga agacgccttc atctatttgg aagagatagt acaattcgac caggctggct 1200 
cacagttgga ccaacgctta caaatagcaa ctacaatgca gaaacatatg catcctattt 1260 
cagtgctcct aattcctact tgactggttg tacagaagaa attgagagac ttcgaccaaa 1320 
atcgcctcct cccaaatcta aatctgaccg aggaggtgga gctcccagag gtggaggaag 1380 
aggtggaact tctgctggcc gtggacgaga aagaaataga tctaacttcc gaggagaaag 1440 
aggtggcttt agagggggcc gtggaggagc acacagaggt ggctttccac ctcgataatt 1500 
gttgaagaca ttgaacctat tcatcctcct ctaaccttct ttattgtaat taaatttcaa 1560 
gtgggagact taactttaga actcacttcc agcttgcact ttgctttaat ttctctgagc 1620 
tgcaagaatg tcttagcgag ccttgcttgc agttgtcaca cacactgtcc ggtttttttc 1680 
aggataaatg aatgattctg ccttttgtta tgtgcgtgaa cagaatggaa caactcaagt 1740 
agcttcatct tcagagactg aatttattct gatagacttc agctaattac aaaggatttt 1800 
gctaattttt gggaataaat aatggaaaaa gatccagtct gtggtatcat gc 1852 

<210> 165 
<211> 960 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2259590CB1 

<400> 165 

cttcgtccgc cgttaggttg cggctgctgt ggttgccaac gctacactgg gtagaacgcc 60 
agacaggggc cacttttcga gaccgagtag agacggacag tgaggaggat aggacccact 120 
tacacgcttt tatgtcagcc gcgatcccac ccccacaagc gtctgcaaaa cccttcctgg 180 
ggccttggcg acagcctgtg tcctcacggc gcgcagaggc ggcgccgcga accttgtgtg 240 
cattttacac gacggcgggg actgaggtcc ctcgcagccc agagccggag cccggggtcg 300 
gccgagcccg caggaccggc ttcctcgccg actctcacgg cctcacccag ccccctgggc 3 60 
ccatggcggc gccggcgttg gcattagtat catttgaaga cgtggttgtg accttcactg 420 
gagaggaatg ggggcacctg gacctggccc agaggaccct gtaccaggag gtgatgctgg 480 
agacctgcag gctcctggtc tcactggggc atcctgttcc caaaccagag ctgatctatc 540 
tactggaaca tggacaggaa ctgtggacag tgaagagagg cctctcccaa agcacctgcg 600 
caggttggtg actgagagtc tggcagcggg tatcagggca gcctgcagac cacccaggca 660 
tcactgtgtc tgaaatgcca tgggcagcta ttttgtggtc ttgagcagtc atggagccct 720 
tgaccccatg gtcccccgtc ttcccacttc tgtcacacac tctttgcctt tattcaggtt 780 
ggaatatgtt aggtaggaga cagattctag gctttaatga tttgccactc actagcctca 840 
tgactctgga gaggttgtgt gacgtcactg tgcctttggt atataagtta ggctgagtta 900 
atgaccttct ctgaaaaata aactccaaaa tcatgtgact caacagatta aaaaaaaaaa 960 

<210> 166 

<211> 2718 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2307537CB1 

<400> 166 
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gttagatata cagtgcaaag aatctcagaa 
taaccaggat aaggaaagcc aagagctccg 
agagacaaac actgaactaa aagaaagggt 
gggagcaagt accagcattg gaccccacag 
cagatacatg tgggagggag aagtaaaaca 
tgaacagtcc aataaattga tgacaggaag 
gagtccacag gcttgctctt tcacaaaggc 
gtctttactc aacccacaag atacacctgt 
ttccccagcc agatcagcta tgtgtttaac 
tgttagtgag gaggggctag agaattcagc 
cagaagtctc aaactcaaga gagaaagatc 
agttggctgt ttgggatgaa aacaagaaga 
caaaaacaga agcactggag ctacaagatg 
gcaaggccct agaagacttt gaagctacag 
ggaatctggg ggatatgcct gttgatttct 
ccccaactgt cttgtgtcag aaagtgtgtg 
attcctccga tcccgctgac ttcgaaccaa 
ctcccaaaac cttggtgctt gactttgaga 
ggagtgttag gatcccttct cctaacattt 
gtggcttggg gggcctagag ggaacacacc 
tgcctgagga agtaaaagaa tcttcccaat 
taaaaacaat taattctgca ggccttgggc 
ttgtcacacg gacctctgga gttcaaaaag 
gtgacccttc taaatgtagt tccctggagt 
catccaccac agaggtggca attctgcaag 
tggttaaagc tccagtgtca aggtcccctc 
tccctcaggg aatgcctgaa caggaaacta 
ccagtgttca caactaagaa taaataccta 
agaaatcaga tgcccagatg atccaagact 
agagatgcag tcagcatctt aaagtaaatg 
ccttttccct ttccccttaa aacaccagac 
tatatctgta aaaatgtatt ttgttaattt 
cattaaaatc acatgtctaa ctggctcacc 
tgactctgcc atttctgaaa tgtgggggag 
tgttgtattc ctacccaatt tcctgggcag 
gcttgctgaa atggaaaact tggaagaatt 
cctgccttaa cattgtttga aatgcagcgt 
cttattggca tgtcaactcc tgtacttccc 
tcctgctaac ccacaaacct gtttggaaat 
tttagaagac gacaaatcgg taaggcttat 
tttgagatca cttttatttt tgaaatggcc 
tttgtattaa attgtttagc agccatttgt 
tgtctttaga ttgaactcat tccctgttcc 
cctcctttcc caattaattt caaccatagt 
aagattaaag aatttatgag ttggcttgga 
tacttggaat aaatgcat 

<210> 167 

<211> 1884 

<212> DNA 

<213> Homo sapiens 



gttggtagaa atccacctga gagaatctgt 60 
taaatctgag gattgtagag aaagtgagat 120 
aaaggagctg tctgagggga tagttgatga 180 
catagatgat tctaatttga accatggaaa 240 
gcccaacttg ctaatgattg acaaagaggc 3 00 
tgaaactcca agtaaagtag tgatcaaatt 3 60 
aaaattagac tcatttttat cagaagctag 420 
gaaaatttct gccccagagt tgctgcttca 480 
aggtagtcca caagagcaag gagtttcagt 540 
tccagaatca gcttctagaa cttctaggta 600 
aaaagacttt caagttaaaa aagatctatg 660 
ggccagagac ctgggagagc ccagagaaac 720 
tccatccaga gttaacagtg acaatagaaa 780 
acttaaaggt agaggagctt actgccctgg 840 
gcactactcg ggtaagccca gcacatagat 900 
aagaaaattc tgtatcacct atagggtgta 960 
tcccatcttt ttctgggttt ccgttagatt 1020 
cagagggtga acgaaactca cctaatccca 1080 
tgaaaactgg acttacagaa aatgttgacc 1140 
aggcccttga cctgttagca ggaggaatga 1200 
tagacaaaca agagtcactc ggattggaat 1260 
catctccttg ccttccagac cttgttgact 1320 
ataaactgtg ttctccactc tctgagccag 1380 
tggggccatt acagctagaa atatcgaatg 1440 
tagatgatga cagtggcgac cctctgaatt 1500 
caagggagca ggtaattgaa gacaatatgg 1560 
cagttggtgc catccaggac cacacagaat 1620 
gagctacttg tgagtgaatc attggcttct 1680 
agtttgttat ctcatctgga acctacacca 1740 
ttcatggaag ctaaaaaatt tacctccttt 1800 
aaatcgataa caacttatat ataatatata 1860 
ttttggccaa tttattttct cccactttgt 1920 
acatagtgtg ctttgattgt attttggctt 1980 
gatggaggca gctgacctct ccagttgctg 2040 
ttgatgcatc tctgggaaaa acaccagaaa 2100 
gttcatctct taggcttcca tttggatggg 2160 
gagtagctct tttgtttact gtttacaccc 2220 
ttactctgtt gcctttcttg agatgcattg 2280 
aaacatggaa gaatatctgg caggcttact 2340 
tcatggttca ttgccaggag cagatatgct 2400 
tttgttcatt gtattgtgat ccaataacac 2460 
gttgtgaagg ggtagaagat ctctgaaact 2520 
acaaacccat atgtatcctt tcctctacct 2580 
acgatgtttg gggttgtata ttttgttaaa 2640 
caagtttaac tttattttta atgtgttaat 2700 

2718 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2440675CB1 



<400> 167 

aaaaacacac agagagacag agcaaaaagg 
agttgacaga gtggaggcca gtccegagag 
cggcagaacc caggcgaggg acagctccgg 
cgctccttcc tggtgaagag caggaaggct 
gatgaaccgc tctggcctcc tgcccttacc 
agccctgtcc ttagcactct attcccaaac 



agaagtatct atttgtgcaa agagtcacac 60 
aggctttgca. gttcccacct cgggaagctc 120 
acaggtgtgg ggtgcacact gaaaatgcca 180 
cacacctacc accagccccg tgtgcaggaa 240 
ccggtgccca gagaccaggc tccaagcaac 300 
cagtgcctgg actggaccaa cctcaaacga 3 60 
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gagccggagc tggagcagga ccagaacttg gccaggatgg ccccggcacc agagggcccc 420 

attgtgctgt cccgacccca ggatggggac tctccactgt ccgactcacc cccattctac 480 

aagcctagct tctcctggga caccttggcc acaacctatg gccacagcta ccggcaggcc 540 

ccctccacca tgcagtcagc cttcctggag cactccgtca gcctgtacgg cagtcctctt 600 

gtgcccagca ctgagcccgc cttggacttc agcctccgct actccccagg catggatgcg 660 

taccactgtg tgaagtgcaa caaggtcttc tccacccctc acgggctcga agtgcatgtg 720 

cgacgctccc atagtgggac ccggcccttc gcctgtgaca tctgcggcaa aaccttcggc 780 

cacgctgtga gcctggagca gcacacgcac gtccactccc aggggatccc ggccgggtcc 840 

agtcctgagc ctgcacctga ccccccgggg cctcatttcc tccggcagga gcgcagcttc 900 

gagtgccgca tgtgcggcaa gaccttcaag cgctcgtcca cgctgtccac ccacctgctc 960 

atccactcag acacgcggcc ctacccctgc cagttctgcg gcaagcgttt ccaccagaag 1020 

tccgacatga agaagcacac ctacatccac acaggtgaga agccgcacaa gtgccaggtg 1080 

tgcggaaagg ccttcagcca gagctccaac ctcatcaccc acagccgcaa gcacacaggc 1140 

ttcaagccct tcagctgtga gctgtgcacc aaaggcttcc agcgcaaggt ggacctgcgg 1200 

cggcaccgcg agagccagca caatctcaag tgaggctgcg ccggctccca gctcctggcc 1260 

agcctgccct gcggtcctgt cacctggagg ccagcctcac atgcccaaat ctccagtctc 1320 

ctggaggtgg gactggacag gagtctacca gcttgttttg agactcatga aattgctgtg 13 80 

tgaccttggg caagtcactt accctgtctg gatcaacatt tctcctgctg ccaagtgtgg 1440 

gagcctggct gggtctttct cagcagaagt tgtttccagg tgtgctcaag tgccttcctc 1500 

tagcagagca cagaaagcta gaataccccc agggagacag ggatgccaag agtagaccag 1560 

agctgggacc cacagacaga acctccacct gcctgctgcc cactgagctg ggacctggtc 1620 

accttggatt ttagccggcc tctttctggc tataacaggc agagtcggag ctgcctccca 1680 

ccccagtcag aagcctggca ccccctctgc ttcggccaga tgtgctggct gactccgact 1740 

tccgaccagc actcagctgg cctctgggga ttctagctcc acaaccaggc cgtgaggctg 1800 

gagaaactgg cagttattgc tgtcaaaagc ctgttctctc aactgctgtc aataaaatta 1860 

aagatacaga aaaaaaaaaa aaaa 1884 

<210> 168 

<211> 2317 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2463542CB1 

<400> 168 

caatagccag tagtgtgcag cctcattttc ttcagagtca gcatctttct ttccccttgc 60 
aagcagtctc ctgtttctat gaatagtctt tgctcagaca aggccaatat acttggtaat 120 
aattaattta gcttctttga aatgattagg tcactttttg gtttaaaaga ttaccatggt 180 
tgtccccaaa atctttgcat gtaccaattt atttcctcct ccctagggtc agaatgattt 240 
tatatttggc ttatgaaatg tattaatttg cttcttctgg tcaaagataa agtggaagga 300 
tgatgagatt tttaaaaaat taatgtatcc cttgcttcta attctaccta caaagtggaa 360 
tagtgtgcta gttactatat agttcccagt gtatagcttt tgactctttt gaagtggtaa 420 
ctagtagttt tgttttagaa ttttgctttc agcttttatc ctgagagtgg ggctcactga 480 
acctctctcc tttctaaaat ctgtggaaat tacttttggt aactaaggca ctgcagtgat 540 
ctcagcattt agtatgagaa cctatgtttg ccatatttgt agtattgctt ttacatcttt 600 
agatatgttc cggtcccaca tgcaaggagg tgaacatcaa attaaagaat ccattgttat 660 
caatctagtg aagaattcaa ggaagacaca agactcttac caaaatgagt gtgcagatta 720 
catcaatgtg cagaaagcca gaggactaga ggccaagact tgtttcagaa agatggaaga 780 
gagttctttg gaaacctgta gatacagaga agtggtcgat tccagaccca gacatagaat 840 
gtttgaacaa agactcccat ttgagacttt ccggacatac gcagcaccat acaatatttc 900 
acaagcaatg gaaaagcagt tacctcattc aaagaagaca tatgactctt tccaagatga 960 
acttgaagat tacatcaaag tacagaaagc cagaggacta gatccaaaga cttgtttcag 1020 
aaagatgaga gagaactctg tggatactca tgggtacaga gaaatggttg attctggacc 1080 
cagatcaaga atgtgtgagc aaagattttc acatgaggct tcccagacct accaacgacc 1140 
ataccatatt tcaccagtgg aaagccagtt acctcagtgg ctaccaaccc attcaaagag 1200 
^gacatatgat tctttccaag atgaacttga agattacata aaagtgcaga aagccagagg 1260 
actagagcca aaaactstgtt' tcagaaagat aggagatagc-tctgtagaaa cacacaggaa 1320 
cagagaaatg gttgatgtca gacccagaca tagaatgttg gagcaaaagc tcccatgtga 1380 
gactttccag acctattcag gaccatatag tatttcacaa gtagtggaaa accagttacc 1440 
tcattgctta ccagctcatg atagcaaaca gagactagat tctattagct actgtcaact 1500 
caccagagac tgtttcccag aaaaaccagt acccttgagc cttaatcagc aagaaaataa 1560 
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ctctggctca tacagtgtag aatctgaagt 
tgctgaccat caagcaggtc ataaacggaa 
aggcaaagaa aggccagaga aagagcagtc 
tacagattta gacaaagaca agagcatcag 
ggtcagttca ggaaagctta agcatcgaaa 
gaaagaagaa cgtaagcaca ggaaagagaa 
ggaaatgctt tgggatgagt ctattcttgg 
gttgaattga aaaaaaaaaa cagtcaatat 
aaaggagagg tagatacagt cagtgtcact 
atttaaattg aattaaaaga aggaaaaaaa 
ataagaactc aaggagaaca taagagaaaa 
gtgttttgga atgagtctat tcttgggtat 
aattgaggaa atcagctaag aaaatggact 

<210> 169 

<211> 1760 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_ feature 

<223> Incyte ID No: 2486031CB1 



ttacaagcac ctctcttcag aaaacaatac 1620 
acatcagaag agaaaacgac acctagaaga 1680 
caagcataaa aggaaaaaga gttatgaaga 1740 
acaaaggaaa agagaggagg atagagtcaa 1800 
aaagaaaaaa agccatgatg taccctccga 1860 
aaagaaatct gttgaagaaa ggacagaaga 1920 
attttgaatg tttagttttg tttacccaag 1980 
ggatttagaa aaaggaacac ctgatgaaga 2040 
tcaggacact taggtttttt ttgtataaaa 2100 
aagcccaaac ttaacctctg agaaaagaac 2160 
ggaaacctgt tacagaaaag acaagaatct 2220 
tgaactttta gttttgtttg cccaaggatt 2280 
ttagaca 2317 



<400> 169 

gcggccgcac cgggcagcaa ccccactccc 
tccccccggc ccatggtgcg aggctgggag 
gaagggcaca aatcagaagg caccatgcct 
tcaccagcgg ggctcatctg cctccctcca 
caagcagccc agaccagtga gctagacagc 
tttccctatc ccagcctagc agacattgcc 
gagaaagtca agacttggtt tatggcccag 
gaagaaatag aagagactcg agcccgagta 
tcccttctct cttttactca tcatgcggga 
gtgccagctc cagagcaagt tggtattgga 
cagacgaaag gattgaaggt agagcctgag 
agtcaccaga aattaaagga gtccctgatg 
tcagattttt ggcaacatct tcaaagcagt 
cccaaccagt cacatggcat aggtactgct 
ccacaagctc gggataaacc cccaccaatt 
tcagcatcta gtgttactcc ctcttcttcc 
aatggagcta ctgccacctc taaacccctc 
tcacccagtg aacaggcatt acccccacat 
cataactcag taccaggtag agttggcccc 
cagcgaaaga ccaagcgcaa aaccaaagag 
cagtgccagt gggcacggcg tgaggattac 
cggcctgaga tcattcagtg gtttggtgac 
aagtggtttc gggacaacgc agtacctggt 
acaccaccac catcaacccg ctccttgaac 
cctccacccc caccggatat acaacccttg 
cgggaaactg atatccctca attgagtcag 
gattggtttg actctcgatt acctcagcca 
gaggaagagg aggaggaaga actgccagaa 
gaagatgatg atgatgatga tgatgatgtg 
aggggaggtc tgttactgaa 

<210> 170 
<211> 1965 
_<212_> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2493052CB1 



actcggaggc cccctgccct ctcccccact 60 
ccgccgcccg ggctggactg cgctatctct 120 
cctaataaag aggccagcgg tctcagtagt 180 
atctctgagg agctacagct tgtgtggacc 240 
aatgaacacc tgctcaaaac cttcagctac 300 
cttctctgcc tacgttatgg gttgcagatg 360, 
cgcctccgct gtggtattag ctggtcatct 420 
gtctaccgtc gggaccaact ccatttcaaa 480 
cggcccccag aggaggtgcc tcctcctcca 540 
ataggtcctc caactcttag caagcctacc 600 
gagccctctc agatgccacc actgccacag 660 
acacctggca gtggagcatt cccctaccaa 720 
ggcctctcaa aggagcaggc aggcaggggt 780 
tcctggaacc actccacaac cgtcccccag 840 
gcattaattg ccagtagttg taaggaggag 900 
tctacctctt cttctttcca ggtactggct 960 
cagccactag gctgtgtccc acagtcagtg 1020 
ctggaaccag cctggcccca agggctacgg 1080 
acagagtacc tttccccaga tatgcaacgc 1140 
cagctggcta tccttaaatc ctttttttta 1200 
caaaagttag aacagatcac tggtttacct 1260 
acacgctatg ccttgaagca tgggcaacta 1320 
gcccctagtt tccaagaccc agcaattcct 1380 
gaaagggctg agacaccacc tctgccgatc 1440 
gagaggtact gggcagccca ccaacagcta 1500 
gcatcaaggc ttagcaccca gcaggtgctg 1560 
gctgaggtgg tagtttgtct agatgaagaa 1620 
gatgatgagg aagaggagga ggaggaggag 1680 
atcatacaag actgagtggg gagctggggg 1740 

1760 
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<400> 170 

tttctgccgg gtaatggctg cttccaagac ccagggggct gtcgcccgaa tgcaggaaga 60 
ccgtgatggg agctgcagca cagtcggggg tgtaggttat ggggacagta aggattgtat 120 
cctggagccg ctttccctgc cagaaagtcc aggtggcacc accactttag aaggttctcc 180 
atctgtgcct tgtattttct gtgaagaaca ttttcctgtg gctgaacaag acaaacttct 240 
gaagcacatg attattgagc ataagattgt catagctgat gtcaagttgg ttgctgattt 300 
ccaaaggtac attttatatt ggaggaaaag gttcactgaa cagcccatca cagatttttg 3 60 
tagtgtaata agaattaatt ccactgctcc atttgaagaa caagagaatt attttttgtt 420 
atgtgacgtt ttaccagaag atagaattct tagagaagag cttcagaaac agagactgag 480 
agaaattctg gaacaacagc agcaagaacg aaatgatacc aattttcatg gcgtttgtat 540 
gttttgcaat gaagaattcc ttggaaacag atctgttatt ttgaaccaca tggccagaga 600 
acatgctttc aacattggat tgccagacaa cattgtaaac tgcaatgaat ttttgtgtac 660 
attacagaaa aagcttgaca atttgcagtg cttgtactgt gagaagacct tcagggacaa 72 0 
aaatacactt aaagatcaca tgaggaaaaa acagcatcgt aagattaatc ctaagaacag 780 
agaatatgac agattttatg tcatcaatta tttggaactt ggaaaatcgt gggaagaagt 840 
tcagttggaa gatgatcggg agttgctgga ccatcaggaa gatgactggt ctgattggga 900 
agaacaccct gcctctgcag tctgcttatt ttgtgaaaag caagcagaaa caattgagaa 960 
gttgtatgtc cacatggagg atgcacacga atttgatctt ctcaaaataa agtcagaact 1020 
tggattaaat ttctatcagc aagtgaaact ggtcaatttt attcggaggc aagttcacca 1080 
atgcagatgt tatggctgcc atgtgaagtt caaatccaaa gcagacttaa gaactcacat 1140 
ggaagaaact aaacacactt cgctgctccc cgatagaaag acgtgggatc aactggagta 1200 
ttattttcca acctatgaaa atgacactct cctgtgtaca ctatctgaca gtgaaagtga 1260 
cctgacagct caggaacaaa atgaaaatgt tcccatcatc agtgaagata catctaaact 1320 
gtatgctttg aaacaaagca gtattttgaa ccagttgcta ctataagagt acttgaaaac 1380 
ctagaagaaa ctaccacaga agcaattttt catgtttttc tcctatgaga cagatatgaa 1440 
agaacaattt aaatttgaac atcaacaaaa gattggtcct tggtgaaata aacttttcaa 1500 
aaatgaatgt tcttttcaaa aaataaagta gaaaaatgca cttactaaga acatgaaaaa 1560 
aaaatgaagt aggaaaataa gatgaagact ttgtattttg gctgtaaagt tttattgtgt 1620 
gatcatctta aattatctca cttcattaaa ctcataatta tatatagaag tatatgtcaa 1680 
ttacaaagaa atgaaatgtt caaattattt ataaacctga tttttcaatc agtagtttca 1740 
gtctcctccc caaggacctt cttcatccaa caagttgcaa aatttgaata tcccttctgt 1800 
actatattgg gtgagctgta aatgtaatga ctaaaagaaa agccacagaa gaaagaagaa 1860 
ctggtcaaag acgtggataa tatgcaaatt ggccattata ttagaacaat caagagctga 1920 
ctgtgttatt accactttct gcctagggtg gccaaattcc ctaga 1965 

<210> 171 

<211> 2086 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2512074CB1 

<400> 171 

actacggatc gcctacaccg 

acacgcgtag taggacggta 

ggcgggtgtt gctcccctgt 

agctgcgagc gaggcagtga 

cagcttccag gaatcagtga 

gcagctgctt gattgtgctg 

aaacctcatc tcagtgggat 

aggacaagag ccatggatgg 

ctacccactt gttgatgaac 

agttttgctc acattcaata 

cacaagtctt aatccaatga 

taatttagac ttacttaaat 

tgaatgcggg aaagccttca 

aaggaaaaaa ccttttgaat 

tgcaactcat cagaaaattc 

ggcgtttatg cataaagccc 

ttatgagtgc agtcaatgtg 

gaaatctcat acacttgaga 



gggcggagtc caagaactct 
gccggtattc aatcttcaaa 
ctctggacga cgctgtgact 
aagggtggca gatttctgtg 
cattccagga tgtggctgtg 
agagaaccct gtattgggat 
gtccaattac caaaacaaaa 
tggagggagc gaatccacac 
cagggaagca tcgggaaagc 
aaattctgac tatggagaga 
gaaaaaaatc atataaatcg 
ataatagaag ttatactgta 
aaaagaagtt tcatttcatt 
gcaatgactg tggaaaagcc 
ataatggaga gagacccttt 
aactcgtggt ccaccagaga 
ggaaaacatt cacttggaac 
agtcatttga atgtaaggaa 



aggtggacag ttacttccgc 60 
tcagcgccgc gggaagtgcg 120 
gatcccaggc ttggagccgg 180 
taagagctgc agaaaatgat 240 
gatttcactg cagaggagtg 300 
gtgatgttgg agaactatag 360 
gtgatcctca aggtagagca 420 
gagagctctc cagaatctga 480 
aaagacaatt ttttgaagtc 540 
atccaccatt ataatatgag 600 
tttgagaagt gtttgccacc 660 
gaaaacgctt atgaatgcag 720 
agacatgaaa aaaatcatac 780 
tatagcagga aggcacacct 840 
gtgtgcaatg attgtgggaa 900 
cttcacactg gagagaagcc 960 
tcctcattta atcaacacgt 1020 
tgtgggaaaa ccttcaggta 1080 
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tagttcatcc ctttataaac attccagatt 
catatgtggc aaagcttttg gcaacacatc' 
aggagagaaa ccttacagtt gtattgaatg 
cctcagacat cagataactc atacaggaga 
agcattttcc cagaagtcaa atcttattgt 
ttatgaatat gagaaggcct tattaaatat 
catggtgaga agtctacaat ttaaatgaat 
caatgccaat catgttctgg aagtgataat 
aactataaat aatagagcat aaagcttgga 
cagtgaaaac tacatttgcc attcctgact 
gtgtgagttt aaaatatatg cttatacatt 
cagtaaataa cattttttct tccagtctca 
gttttaatat gtcatatgaa tttcagtgat 
ggcatgacag tgtttctgaa tctgagtctc 
aaaattaata taaagatatt ttcctatgta 
aattgaggag agaaaggcac ttgtattctg 
aattatttaa atatgtaaat aaataatttg 



tcatacagga gagaaaccct accagtgtat 1140 
cgtgcttgtt acacaccaaa gaattcatac 1200 
tggcaaagcc ttcatcaaga agtcccatct 1260 
gaagccctat gaatgtaaca gatgtgggaa 1320 
acatcagaaa attcatacat aatattcact 1380 
ttgctaaatc ttattaaata ctaaagaatt 1440 
ttggaagagt agattcccat aaaaaacaac 1500 
aaacttttta cagaaaatat gacagaaaac 1560 
aagtaagcat aacttaaaaa atcaaagaac 1620 
tttaattttt ataataaaat aattatgcaa 1680 
atattaaagt atgcctatta acagtttctg 1740 
acatacataa ttaatcaagt gagaaaatgt 1800 
attttcatcc atttgctggc acttttaatg 1860 
ctttaattat acaagtgaag acttcttatt 1920 
tgtaaatacc agaacaaaaa acaagacact 1980 
tattacagta agtattcagt tgaggaaaag 2040 
cacttcaaaa aaaaaa 2086 



<210> 172 

<211> 1461 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2646274CB1 



<400> 172 

cccacgcgtc cgaaattttt cagtgagaaa 
aataaaaatt gcacttctaa gaaaagcttt 
acattgtaag ttccagttct ggccgggcgc 
gggaggctga ggcgggcgga tcacctgagg 
ggagaaaccc cgtctctact aaaaatacaa 
actggtggaa aaatttccat ttgttcgaaa 
taacttacta aggattagtg tatattttcc 
tattgaaaaa ctactcaagc tggatgtgaa 
agaaacagca aatcaaactt gtggtgggac 
attcgcagag gcatttttgg aacatctttg 
catcatcagg caggctgctg gaaattatat 
ttctcttatt actgtaaaac catgcctaga 
taataaccag gattcgggaa caaaggcatt 
ctcagcctgc caagctgtgt tctacacctt 
aaacctgaaa gaaggtttgc agtatcctca 
ccagctaaat cccctgaaga tttgcctgcc 
aaagatgaag acttgtggat atggatggtg 
ttataccact gaaccgtgca cttcaaaatg 
ttaccataat aaaaaaaatt gtagagggaa 
ctgctaacat cttccacctt ccgtctcccc 
gcctgctgct ctctcctctg gcaccagctg 
ccaccagacc cacatttcat ccccatcccc 
accaccataa atgctaaggg agtttccttg 
cttgggaatc tgccctgctc tctcagaaag 
accctcaaaa aaaaaaaaaa a 

<210> 173 
<211> 1066 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_ feature 

<223> Incyte ID No: 2672566CB1 



cccctgggtg tgtttgtgtc atgccatatg 60 
tcagttgtta tagactttct cagaagctat 120 
ggtggctcac acctgtaatc ccagcacttt 180 
tcgggagttc gagactagcc tgaccaacat 240 
aattagggca ccgtggtttc tcatgccaat 300 
atcagagaga acactggaat gttacgttca 360 
aaccttgagg catgaaattc tggagcttat 420 
tgcatcccgg cagggtattg aagatgctga 480 
agattccacg gaaggattgt ttaatatggg 540 
gaaaaacttg caggatccaa gtaatcctgc 600 
tggaagcttt ttggcaagag ctaaatttat 660 
tcttttggtt aactggctgc acatatacct 720 
ctgcgatgtt gctctccatg gaccatttta 780 
tgtttttaga cacaagcagc ttttgagcgg 840 
gagtctgaat tttgagcgga tagtgatgag 900 
ctcagtggtt aacttttttg ctgcaatcac 960 
gtgatggttg cacaacaata tcaatttatt 1020 
gttaagatgg taagttttat gttgtgtatt 1080 
aaacagtctg cctccacttt tgatatggga 1140 
ttctgcccca catctgggca agctaagaaa 1200 
gaaattcata cccaacaagc cctagccttc 1260 
atcgcatccc catccccatc cccatcccta 1320 
cctggttttc tgaaaccatt tttggacctg 1380 
cttcattata tgagcaataa accttttcct 1440 

1461 



161/189 



WO 01/72777 



PCT/US01/08117 



<400> 173 

actttgtgaa 

atatttbtta 

ctgttgacat 

ggagaccacc 

tgggatttga 

tattgatgac 

aaatctacga 

agtacagtca 

tgtaatgaaa 

tgaaacgtta 

aggagcaagg 

tctttgacac 

atctctttat 

tggttacaga 

gggattgctg 

tgccaacacc 

atgctgcagt 

tgaaaagaga 



agaaaacatt 
gttgcttata 
ggaaaacaag 
tgatcctgca 
ggagcaagct 
aagaaatgat 
atatcatgta 
aattggggtc 
ctttgtaaac 
tcctattgga 
acaagatgcg 
gattagacac 
agctttccca 
cttaggatga 
tctcccttga 
cttttttata 
gtttgaaatg 
agctccgttg 



ggggtttctt 
gttgctgaag 
gaaaatggct 
gactgggccg 
agtgcttttc 
gtgttgacag 
aaacctctgc 
ttcgacctca 
agaatacata 
tagactaggc 
cacagggtgg 
tcctccccac 
aaatctttta 
gtaaaaacaa 
attcctctgt 
gagggttctc 
aacatgcatc 
tgtactgagg 



tggctgttct 
taaaggaacc 
ctgtcggtgt 
tgatggatgt 
aggaacagga 
gacttcagtt 
agacaaagca 
aaaaatacat 
catgtgtata 
aattcatcag 
ttttcctcat 
aaaggctttg 
aaaaaagaat 
gaaaatttgg 
tccttagagc 
cacttgacct 
atggccectt 
atatccatcc 



tgataagcct 
ctgcagcctt 
aaaaaattcc 
cgtcaattat 
aattgatgga 
aaaattgggg 
tttaaagaac 
aatgacataa 
tgtaaagaat 
ctcacctgaa 
ggattttgtc 
aaatcataag 
ttaattaaat 
ggagggggag 
ttgtgttact 
tattaaggtt 
caggagcaga 
atattc 



ataaaaaatg 
cccatgctat 
atggaaaatg 
ttccgaaccg 
aaatccctgc 
cctgctctga 
aactcttcat 
tttagtttca 
ttcaatcaaa 
atcagccagg 
aaatagatga 
gattttcctc 
gacagtcttt 
aaagaagaaa 
tggacggaat 
ttattgggat 
atcatagctc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1066 



<210> 174 

<211> 1239 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2689674CB1 



<400> 174 

gggacataga 

gggtttctag 

gggtttcagg 

agccctgggc 

tatggcggcc 

cagagccttt 

cactgggatc 

gtgtttgcat 

actgaactat 

gggggacctg 

cccctcctgt 

ttttgtgaaa 

agtgggactg 

aaagccagtg 

ccagaactac 

cccccagtat 

attggaagac 

gagtgaggag 

ttcagagatc 

gggagatgag 

attttaataa 



atgggagcaa 
gtccaagggg 
ccgctcagtg 
tgaacgggag 
agcctgtgga 
gccaccatgg 
ccagctggct 
aaaattaatg 
gccacttacg 
accccggacg 
cggggaggca 
ttcacagatg 
gggtctaagc 
gaatatagtc 
tatgctcagt 
ggctataccc 
cccatgccac 
ctgtatgacg 
cctgccatga 
agactccttt 
tgactgtttt 



tccaaggact 
aggctcccta 
gaggcgaacc 
gggctctgga 
tgggcgacct 
gggagaccgt 
actgctttgt 
ggaaacccct 
ggaaacaacc 
tggatgatgg 
aggtggtttt 
aactggaaca 
ctgtgcggct 
agatgtacag 
ggggctatga 
agagcaccat 
agctggatgt 
ctctgatgga 
tgtagccagg 
ttaaaaattg 
tggagatcaa 



gaggcgcgct 
aagcggggca 
tcgcccctcg 
acccggagtg 
ggaaccctac 
aatgagcgtc 
agaatttgca 
tccaggagcc 
agataacagc 
catgctgtat 
ggaccagaca 
gaagcgagcc 
gagcgtggca 
ttatagctac 
ccagaacaca 
gcagacatat 
gactgaggcc 
ctgtcactgg 
ccaaaggaca 
tgaaaccttt 
aaaaaaaaa 



gttctgggac 
agcttgaacc 
ctcccccagc 
gccccacccc 
atggatgaga 
aaaattatcc 
gatttggcca 
acacctgcga 
cctgagtatt 
gaattcttcg 
ggcgtgtcta 
ctgacggagt 
atccctaaag 
aaccagtatt 
ggcagctaca 
gaagaagttg 
aacaaggagt 
cagcccctgg 
agccaggttg 
ttggaaatat 



cggaggagtg 
aaaagagctg 
ggcgcgtacc 
ggtgcgcggg 
acttcatctc 
gaaaccgcct 
cagctgagaa 
aacgttttaa 
ccctctttgt 
tcaaagtcta 
agggttatgg 
gccagggagc 
cgagccgtgt 
atcagcagta 
gctacagtta 
gagatgatgc 
tcatggaaca 
acacagtgtc 
catgatgtga 
gatttgtaag 



60 

120 

180 

240 

300. 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1239 



<210> 175 

<211> 2155 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_ feature - - 

<223> Incyte ID No: 2703282CB1 

<400> 175 

c'ccaggggtc agggcatcac tggtctcgcg tgcgcgtgac caggcccggt ttccggtgcc 60 
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aggacctttc cgaagcgtcg agtggcctaa 
ggactactgc gagcagtttt accgcgacct 
aaaataggaa ccgaatattg tatctgacgc 
agttgatgat gtccttattc attgccaggt 
gaagattgat gtgattcgta gaaaggtttc 
gtggacaaat cataagcgat atggatataa 
taaactccag aaaatgaaga aaaatgaggt 
cagccccact ttaccagtgt caaggcgtga 
atccttttgc atggaagaat accagcgagc 
cactccgagt ccagtgcatc cctcagattt 
atctgatggt gcaacgtatg gttcttcttc 
cagcatccac aacacttact caactgacca 
gtcaccagtt gaaaatgacg gttacataga 
ctggtcggtg gaagcagtgg tcctatttct 
tcttgtcgac ctcttcagaa gccatgaaat 
tgacgtgttg ctgaagcact tgggggtgaa 
cattgaccga cttaaacaag gaaaatgctt 
agattgggcc aacttctaga ggcaccaatg 
tttagtcgtt tttgttttgt agaaagtatc 
aactatgtta tagtccagtc tacttcttta 
aatagtccaa tagaaaattc attctttata 
ttacaaatat atttcatgca agaaacagaa 
ctcgatacag agaaccaaaa cagctaagag 
ttgaatctat gggaattatt cctcagaaga 
ttctggagta ttttatctgt ctgatgttgc 
gccatataaa ttattttcct ttctgctatt 
tagagtaaaa aataagcata taaactttta 
tataggatag atagaatggt tattttatgc 
atgaagtctg actacttttt ttcaaacaaa 
aagtttggac ctataactac actttcattg 
caaactttta aaaggcataa ctgtatttta 
atattttatt ctcacccgaa gtattcacac 
tttgtattgc cacagaggta ggatgagcca 
tataaatgga ttatttgccg acattagtac 
aatctgtaaa atggtttcca tgcagggaaa 



cggtcacagc tgtcgcccat cggagaggca 120 
ccggaggccg gcgtgacagg ctctgtcact 180 
atcctgtaat actgaagagc aactgaagac 240 
tatatatgat gctctgcaaa acctggataa 300 
aaaaatccaa cgtttccatg cgagatccct 360 
aaagcattct taccggcttg ttaaaaagct 420 
ttacgagaca ttctcctacc ctgaaagtta 480 
gaataattcc ccgagcaacc ttccaaggcc 540 
tgagctggag gaggacccga tcctcagccg 600 
ctctgagcat aattgtcagc cgtattatgc 660 
agggctctgc cttggcaacc ctcgggctga 720 
tgcttctgca gcaccacctt cagttacaag 780 
ggaaggaagc atcactaagc acccttcaac 840 
aaaacaaaca gatcctcttg cattatgccc 900 
tgacgggaag gctctgctcc tactcacgag 960 
gctgggaacg gctgtgaagc tatgctacta 1020 
tgaaaattga aaaaatcctt gtgcaaattt 1080 
ccttcttagt gtggaatcat ttttctgccc 1140 
tctcaaaata tattatagct agaattgtag 1200 
aaaaccattt aaactgctag atagtattag 1260 
ggtctttaaa aattactttt attatattgt 1320 
aaaaaaaaaa accctttgat tctggttcat 1380 
aggtattatc agggttgaca actcctatga 1440 
gaatttaaag gtgtacccat atatatctct 1500 
agtattctac aagtttccag aaagagaata 1560 
atttctctat atgttttatt tattcagatt 1620 
ttatgtgctc ttaacagttt taagataaac 1680 
aagaaatatt gtaccgcaag ggtggtttgg 1740 
ctattatatt aaaactgtca tattttggct 1800 
tttgcatctc tctatgaaga tacgtctgtc 1860 
tgtgtttatt ctttatatag atagtatttt 1920 
aatcttttta aaaaaaattt gaaatggcat 1980 
tatattagtg aaatgtttta ttttgtaaaa 2040 
tctcaactta ctttttagag ggcgagaaac 2100 
ttctcggacc tatgcgatgg ttcta 2155 



<210> 176 

<211> 1687 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2738293CB1 



<400> 176 

ggccgcgctg cactgaggaa ggaggtggag 
cccgccccgc cgccgccgcc cgggctgttc 
tccttccgag cgcgggcgct ggacgccgcc 
atgcctgatc tcaacgactg cgtctccatc 
atggagaagg aggaggaatc ggaacatcat 
tttagagaaa aaaaagagag tatggtcatt 
tattacaatc gcttgtacaa aggagagttt 
cgcatttggg gacactacca accggagacc 
catttgtttt tggaccacag tattagcttt 
gttctcagga agattttttg cttctccttt 
ttctttgctt tccctttctg catggctaat 
gccctttggt. aatgtatctt tattcagtag 
aaagcttttt tctttcttat ggtatatata 
tagatttgat agaattcaat aatagtcata 
atttgttccc gctttctcct ttaacgtcat 
ccatagggac tacgaaaatt accctcattc 
tgtgctattg aagtcttctt tcccttccta 



gatgcggcgg gagtcctccc cccctccccg 60 
ctgtaaggcg gggagacaat gagtaaactc 120 
aagccgctgc ctatctaccg cggcaaggac 180 
aaccgggccg tgccccagat gcccaccggg 240 
ttacagcgag caatttcagc acagcaagtg 300 
cctgttcctg aggcagagag caacgtcaac 360 
aaacagccaa aacagttcat tcatattcag 420 
acgttaaagt ttttgcttgt ttgttttgtt 480 
aatttaggct gcagatctgc tcaaggttca 540 
ctacctaagg gcaagttgag aaatacaaaa 600 
ttatttcttt aatcttacac tgagggcata 660 
cattctatac taatattaac acacaagcat 720 
gtaatgttgt- gtefettaatt gatggcagtt 780 
ttctctagta tgaatattag gttctttgta 840 
ttattfcttgc tcttcccttc actctgtgta 900 
accttctttc atatttaaca tttccttgga 960 
tagctcatta aagacttaac tcccttatga 1020 
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aagccacctt gacttttctc actctacctg 
tacttctgtt agaggactca ccatacttta 
cttttagact gtgagctcct tgagggcagg 
cagagtaaag tgcttggttt atagatgctc 
tttaaaatgg ctttaaaaag tcttttggtg 
ctgaaatagt ctagagaaac acacatgcga 
gttctttgac tttgagtcct attagctttt 
aaggagataa ctattcataa tagaaatttt 
attttgtatt ttgataatat tgcagttagg 
gaaaccaaga actaaaaatc gggtgtaact 
acattattct tgtgttggtt tttttcattt 
aaaatat 



tcttctttgc ttatcgtagt atcttttaca 1080 
ttgcaattat ttgtaaccat tctttctctc 1140 
aactatatat tttattttct tttgtgtttt 1200 
aataaatgat gtgtttgtcg actgaattgt 1260 
gtacagccat tttccacaga tttcttttct 1320 
aaattattta tgtatatttt tttctcctgt 1380 
tgaatttgcc tttaccttct atcagtcagg 1440 
aaggatctct cttaagccaa agtatcaatt 1500 
caggaagacc atttgtaaaa accattctag 1560 
catgtgggtc aggcccatcg aatacaataa 1620 
cattttattc tattattgta aaaaacaata 1680 

1687 



<210> 177 
<211> 744 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2772776CB1 



<400> 177 

acggcttcgc tggtgcagac gcagtgctga gcacacagct accggacaaa gagtgacgcc 60 
cggagctgga gttatggcgg ctacggagcc gatcttggcg gccactggga gtcccgcggc 120 
ggtgccaccg gagaaactgg aaggagccgg ttcgagctca gcccctgagc gtaactgtgt 180 
gggctcctcg ctgccagagg cctcaccgcc tgcccctgag ccttccagtc ccaacgccgc 240 
ggtccctgaa gccatcccta cgccccgagc tgcggcctcc gcggccctgg agctgcctct 300 
cgggcccgca cccgtgagcg tagcgcctca ggccgaagct gaagcgcgct ccacaccagg 360 
ccccgccggc tctagactcg gtcccgagac gttccgccag cgtttccggc agttccgcta 420 
ccaggatgcg gcgggtcccc gggaggcttt ccggcagctg cgggagctgt cccgccagtg 480 
gctgcggcct gacatccgca ccaaggagca gatcgtggag atgctggtgc aagagcagct 540 
gctcgccatc ctgcccgagg cggctcgggc ccggcggatc cgccgccgca cggatgtgcg 600 
catcactggc tgagcggtgg agctgcgggc ggccagggcc gggcgctctg tgcggactgg 660 
ggccatgatc gggcccgggg gcctgagcct gggaccccac cccgtgttaa tgaaaaatga 720 
gttttggcag cgaaaaaaaa aaaa 744 

<210> 178 
<211> 1127 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2774476CB1 

<400> 178 

gcgacacagc actggactcg tccagagggc 
caccatggac cccgcagggg cagcagaccc 
gagcctgcag gacagatcag agatgcagct 
gggcacttgg accaggtcat ccccagagca 
gtgcctgcag caacagtgtg aacagactgt 
atcatacgga aatgagaagc ggttcttctg 
tggctggagg gtgaagccag ggcaggatca 
ggtctgcggt tacatgggac tggacagcgc 
gaatttcgag cagcagccgg actccaggga 
agatgcagac aagaggaagc actttcggct 
ggagctgggt accttccaca gccgccttat 
gcagtcgctg aaaaacaccg ategtgagca 
gaggtgcaac caagcccaga acggctaaac 
taggggtcag agtggaaaag gtggagtcgg 
ggtgcggccc aggcctgggg atgagaagag 
cagataccaa attccaggtt gggagttggg 



ggcgggtgag cggctggggc cccgtggagc 60 
ctcagtgcct cccaatcctt tgactcacct 120 
gcagagcgaa gccgacaggc ggagcctccc 180 
caccaccatt ctgaggggag gcgtgcgcag 240 
gcggatcctg catgccaagg tggcccagaa 300 
ccccccgccc tgtgtctacc tctcggggcc 360 
agctcaccag gcgggggaaa cggggcccac 420 
gtccggcagc gccactgaga cgcagaagct 480 
attcggctgc gccaagaccc tgtacatctc 540 
ggtgctgcgg ctggtgctgc gcgggggccg 600 
caaggtcatc tcgaagccct cgcagaagaa 660 
gggcggggcc tgacccccgg cccgggcggg 720 
tggggcgcgg aggtgggggt aggctgggct 780 
agccgagagg ggaaggagtc tggatgagtg 840 
ttggaggatg aaaagcagag aggaaaggga 900 
gtcccagagc agacaaaagt tgaactaggc 960 
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aggagttgaa ctagggacag actaaaagtg acataggtgg ggcacggtgg ctcatgcctg 1020 
taatcccaac aatttgggag gccaaggtgg gcggatcagt tgatcccaga agttcaagac 1080 
tagctagggc aacatggcga aatcttgtct gtaccaaaaa aaaaaaa 1127 



<210> 179 

<211> 1408 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2804624CB1 

<400> 179 

gcgcggaccc gcccccgcct gcgcaccggc 
ggcccggcgc ggcctgatct aacccagcca 
gagctccttc cccaaagaca tgaagctatt 
acagctgact gtggagaccg gagatgccca 
>y taagatggca ggagacgaca aacacatgtt 
cgtgctggag gcactttctc caccccagac 
aagccaaggc ggtgaggagg agggccccct 
ctacctgatt gccacgctca atgagtcctt 
cagccatgag ttcagccggg agcccagcct 
tctgttctca gctgtgcggg aggacttcaa 
ggacgaggag atctgcctgg ctgaatgtga 
agatcccttc ggggaggatg gtagcctctg 
gctcaagcga atcgtcttct ttagctgccg 
agaggcaggc aacgagctgg acatggagct 
aagcaggggc agtggggccg aggagaccag 
ctgtatttga tgaggaggag ccgaggcccc 
cctgtccacc tgagaggccc ctggggcctc 
acagtcctgg cactgcccaa ggccatacct 
cccactcacc cctcagactc ctgctgccca 
tggtgggagg agcgactgcc ctgcccaaat 
agagtttatt tttgtatttc tactgggcct 
gaggccccac gagcaggccc cagcagtcac 
cacctgtacc cccacctcgc ccatttggcc 
cgtttctttc caataaaagt ttcgtcgg 



accgacgcag cgaccagccc agccagaccc 60 
ggcaggcaat actagcccct ctggagcacg 120 
ggagaactcg agctttgaag ccatcaactc 180 
catcattggc aggattgaga gctactcatg 240 
caagcagttc tgccaggagg gccagcccca 300 
ttcaggactg agccccagca gactcagcaa 360 
cagtgacaag tgcagccgca agaccctctt 420 
caggcctgac tatgacttca gcacagcccg 480 
tagctgggtg gtgaatgcag tcaactgcag 540 
ggatctgaaa ccacagctgt ggaacgcggt 600 
catctacagc tataacccag acttggactc 660 
gtccttcaac tacttcttct acaacaagcg 720 
ttccatcagt ggctccacct acacaccctc 780 
gggggaggag gaggtggagg aagaaagcag 840 
caccatggag gaggacaggg tcccagtgat 900 
agcttcatcc agcttcaacc aatgcctgga 960 
cccagctgct ggccagaccc tggcgctgcc 1020 
gcctagccct ttggctccat cctgtggatg 1080 
tgctgtggcc ggacttgtca gcagggggcc 1140 
gaactgccac agcagggaca gctggaccgc 1200 
gcacactcca gcccaaaggg tctgtggccg 1260 
cggctctggt cttgggccgg ccccggtgcc 1320 
gcgtgcactg agtgtcactt tgctgcagct 1380 

1408 



<210> 180 

<211> 1685 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2848225CB1 



<400> 180 

ctagactcag tcgctcgctg agagacgccc 
agacgccctg gaacgtctgt ggcagcctct 
ggcagaggga ggaccctgga acatcccgga 
gatgtggctg tgaacttcac ccaggaggaa 
ttatacagat atgtgatgca agaaaccatc 
gaagaacaga atactgaaga tcagtacaaa 
gtagagagat tcagtgaaag taaagacagt 
cgagatagta ttgtgaacaa cagcatttgt 
tgtgaagaag tcataatggg tcatttatcc 
cacaaaccac atgagtatca ggaatatgga 
aaagccttca gttaccatca ctcctttcag 
cgctatgagt gtaaggaatg tggaaaaacc 
atggtagtgc aaggtggaaa tagaccttat 
tggcccagtt tattacgtat gcatgaaaga 



tggaacgtct gtgtagcctc agtcgctgag 60 
gtcacagtgg gacccgcact ggcagcggga 120 
agccgggaaa tggacgcagt ggcctttgag 180 
tgggctttgc tgggtccatc acagaagaat 240 
aggaacctgg actgtataag aatgatatgg 300 
aatcctagga gaaatctaag atgtcatatg 3 60 
agtcagtgtg gagaaacatt tagcctcatt 420 
cctggagaag atccatgtca aagcgctgag 480 
cttaatagcc acatcagagt tgattctgga 540 
gagaagccac atacacajtaa acaacgtggg 600 
tcgcgtggaa ggcctcacac tggaaagaaa 660 
ttcagttctc gtagaaacct tcgaagacac 720 
aagtgtaagt tgtgtgggaa agcttttttt 780 
actcacactg gagagaaacc gtatgaatgt 840 
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aagcagtgtt ctaaagcctt tcctttttac 
actggggaga aaccgtatga atgtaagcag 
tatataagac atgaaagaac tcacactgga 
aaagccttca gtgtttccag ttcccttcga 
ccctatgagt gtaagcaatg cgggaaaaca 
atgaaaaggc acactggaga tcgacctcat 
cccagtttag ttcgatatca tgaacgaatt 
cagtgtggga aaacgttatc tcatagctca 
ggaggtggac ctcataaatg caagatatgt 
caaagacacg aaaagtctca cagtggagag 
gcgttatctc atagctcaag ctttcgaaga 
aataaatgca aggtatgtgg gaaagccttt 
aagactcact ggagagaaac aatatgaatg 
gttccctttg atatcatgaa taaacttaca 
ctatg 



agttcctatc gaagacatga gagaatgcac 900 
tgttctaaag ccttgcctga ttccagttcc 960 
gagaaaccat atacatgtaa acagtgtggg 1020 
agacatgaaa ccactcacag tgcagagaaa 1080 
tttcatcatc ttggaagctt tcagatacac 1140 
aaatgtaaga tatgtgggaa aggctttgat 1200 
cacactggag agaaacccta tgaatgcaag 1260 
agctttcgaa gacacatgat aatgcacact 1320 
gggaaagctt ttgtttaccc tagtgtatgt 1380 
aaaccctatg aatgcaagca gtgtgggaaa 1440 
catatggtaa tgcatacggg agatgggccg 1500 
gtttatccca gtgtatgtca aagacatgaa 1560 
taaactatta taaagccttc tatatttcca 1620 
ctctgcagaa ctcagctccc gggtaagggt 1680 

1685 



<210> 181 

<211> 1166 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2882241CB1 

<400> 181 

ggggcggaca cagggctggg cgttcccgcg ggcggggcgt cccgggggcg gggcgggccc 60 
ctgtgtttgt tgcaccgtgt cagttacttt gtaacaaaag tgctgcagcc gcttgctccg 120 
gccggcaccc taggccggcc cgccgccagc tgtcgccgac atggaaccct tggccagcaa 180 
catccaggtc ctgctgcagg cggccgagtt cctggagcgc cgtgagagag aggccgagca 240 
tggttatgcg tccctgtgcc cgcatcgcag tccaggcccc atccacagga ggaagaagcg 300 
acccccccag gctcctggcg cgcaggacag cgggcggtca gtgcacaatg aactggagaa 360 
gcgcaggagg gcccagttga agcggtgcct ggagcggctg aagcagcaga tgcccctggg 420 
ggccgactgt gcccggtaca ccacgctgag cctgctgcgc cgtgccagga tgcacatcca 480 
gaagctggag gatcaggagc agcgggcccg acagctcaag gagaggctgc gcagcaagca 540 
gcagagcctg cagcggcagc tggagcagct ccgggggctg gcaggggcgg ccgagcggga 600 
gcggctgcgg gcggacagtc tggactcctc aggcctctcc tctgagcgct cagactcaga 660 
ccaagaggag ctggaggtgg atgtggagag cctggtgttt gggggtgagg ccgagctgct 720 
gcggggcttc gtcgccggcc aggagcacag ctactcgcac ggcggcggcg cctggctatg 780 
atgttcctca cccagggcgg gcctctgccc tctactcgtg ccaggcccac ttgccaggca 840 
ggagccctcc ccaagccttc agggctgctc ggagtcacct gttggaatgg actaaaagga 900 
cccttgtgtg ggaacaggtg ctccccaaac accctgctgc tggctgccag gcaggccctc 960 
tggaagggaa ggggcaggac tcatcaggac ctccctggac ccctgcaggg caggcagctt 1020 
gggcccgagc ccaagcattt ggctctgctg cccccaaggg gacaggaagc ctcttgggcc 1080 
tcttcccttc ctggacaagg ccccctgcct ttgcctcaca taaactgtac agtattttca 1140 
ttaaaagcct ctttcataaa aaaaaa 1166 



<210> 182 

<211> 1958 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2939011CB1 



<400> 182 

tacttgttga cctcattaca .tcttgtagca 
aaataaaggg gatatcaagg agttttggcc 
aaagatggct aatgcagaag tgagtgtccc 
aggaaatgaa ggggagaatc ctgaagacac 
tgtgcaacaa ggtttgttta tcgatggaca 
ggagaacaac acggcagtxg tagcagtaga 



ctatggatca cccactgaat gcatgagaag 60 
tcaacagtcc cagetatctg- acttcatgtg 120 
agtgggggat gtggttgtgg tacctactga 180 
taaaacccaa gtgattttgc agttacagcc 240 
cttttacaac aggatttatg aagctgggtc 300 
aactcacacg atacacaaaa ttgaagaagg 360 
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gattgataca ggcactatag aagcaaatga ggatatggaa attgcttacc ccataacttg 420 

tggggagagc aaagccatcc tcctctggaa gaagtttgta tgtccaggaa taaacgtgaa 480 

gtgtgtcaag ttcaatgatc agttgatcag ccccaagcac tttgttcatc tggctggcaa 540 

gtccactctg aaggactgga agagagctat tcgtctgggt gggatcatgc tcaggaaaat 600 

gatggactcc ggacagattg atttttacca acatgacaaa gtttgctcca atacctgcag 660 

aagcaccaaa tttgatcttc tgatcagcag tgcaagagct ccagtgccag gacagcagac 720 

aagtgtggtg cagacaccca cttcggctga tggtagcatc acgcagattg ccatctcaga 780 

agagagcatg gaagaggcag ggctggaatg gaactcagct ctcaccgctg ctgtcaccat 840 

ggccacggag gagggtgtaa agaaagactc agaggaaatt tcagaggaca ctttgatgtt 900 

ctggaaagga atagctgatg tagggctgat ggaagaggtt gtctgcaata tacagaagga 960 

aatagaggag ctactcaggg gagttcagca gcggctcatc caggctccct tccaagtcac 1020 

agatgctgct gttctcaaca atgtagcaca cacatttggc ctaatggaca cagtcaagaa 1080 

ggttttagac aacagaagga accaagtaga gcagggagaa gaacagtttc tctatactct 1140 

gacagacttg gaacgccagt tggaggagca gaagaagcaa ggccaggatc acaggctgaa 1200 

atctcagaca gttcaaaatg tggtactgat gcctgtgagc actcctaagc ctccaaaaag 1260 

gccccggctc cagcggccag cctccaccac tgtcttgagc ccttctcctc ctgtccagca 1320 

gcctcagttc acagtcatct cacccatcac catcacccca gtgggtcagt cattttccat 1380 

gggcaatatt ccagtggcca ccctcagcca gggctccagt cctgtgactg tccacacact 1440 

gccttctggc cctcagctct tccgctatgc cacagtggtc tcctctgcca agagcagctc 1500 

accagacaca gtgaccatcc acccttcatc tagcttggcg ctgctgagct ctactgccat 1560 

gcaggatggg agtacactgg gcaacatgac caccatggtt agccctgtgg aattggtggc 1620 

catggagtcc ggcctaacct cggcaattca ggctgttgaa agcacctcag aggatgggca 1680 

gaccatcatt gagattgatc cagccccgga cccagaagct gaagatactg agggcaaagc 1740 

agtcatcttg gagacagagc tgaggactga ggagaaagtt gtggctgaga tggaagaaca 1800 
ccagcatcaa gttcacaatg tggagattgt ggtcttagag gattaactgg ggatctcagg 1860 

gccaggagtt atgttttgat ttggaatttt aattatttgt ttatttttat cattgtccca 1920 
ctcatttcca cataggaccc ttttttaaaa aaaaaaaa 1958 

<210> 183 

<211> 2679 

<212> DNA . 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2947188CB1 

<400> 183 

cgaccatccg tccggcatgc ggggagcagt ccgctacgga gctccagccc ttctctgaga 60 
cggggaccag gggatggcag ccatgcacct gacagcctgg ccccagggcc tgagctatgg 120 

aattggccct agggcagcag gaacctattg tttcagaagt cggtgacctt tgaggacgtg 180 

gctgtgtact tcacccaggc ggaatgggat ggcctgtccc ctgcacagag gaccctgtac 240 

agggatgtga tgctggagaa ttatgggaat gtggcctccc tgggatttcc acttctcaaa 300 

cctgctgtga tctcacaact ggagggagga ggtgagctgg ggggctcatc tccactggct 360 

gcaggaacag gcctccaggg cctccagact gtagatattc agactgacaa tgatttgaca 420 

aaggaaatgt atgaaggaaa agagaatgta tcatttgaac ttcaaagaga cttttcccag 480 

gaaacagact tttcagaagc ctctcttcta gagaaacaac aggaagtcca ctcagcagga 540 

aatataaaga aggagaagag caacaccatt gatggaacag tgaaagatga gacaagcccc 600 

gtggaggagt gtttttttag tcaaagttca aactcatatc agtgtcatac catcactgga 660 

gagcagccct ctgggtgtac aggattgggg aaatccatca gctttgatac aaaactcgtg 720 

aagcatgaaa taattaattc tgaggaaaga cctttcaaat gtgaagaatt agtagagccc 780 

tttaggtgtg actctcaact tattcaacat caagagaaca acactgagga aaagccttat 840 

cagtgttcgg agtgtggcaa agctttcagc attaatgaga aattaatttg gcatcagaga 900 

cttcacagtg gggagaaacc cttcaaatgt gtggagtgtg ggaaaagctt cagctacagt 960 

tcccattata tcacacatca gacaatccac agtggggaga agccctatca gtgtaagatg 1020 

tgtgggaagg ccttcagtgt taatggaagc ctaagtaggc atcagagaat ccatacggga 1080 

gagaagccct atcagtgcaa ggaatgtgga aatggcttca gctgtagttc tgcatatatt 1140 

- - - acacatcaga gagtccacac tggagagaaa ccttacgagt gtaatgactg tgggaaagcg 1200 

ttcaatgtta atgcaaaattf aattcaacat cagagaatec -atactggaga. gaaaccttat 1260 

gaatgtaatg aatgtggaaa aggcttcagg tgcagctccc agcttaggca gcatcagagc" 1320 

atccacacag gagaaaagcc ctatcagtgt aaagagtgtg gaaaaggctt caataataat 1380 

acaaaactca ttcagcatca gagaatccac acaggtgaga aaccctatga atgcactgaa 1440 

tgtggaaaag ccttcagtgt caaagggaag ttaatccaac accagagaat tcacacaggc 1500 
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gagaaaccct atgagtgtaa tgaatgcggg aaagccttca gatgtaactc ccaatttcgg 1560 

cagcatctga gaattcacac tggggagaag ccctatgagt gtaatgagtg tggaaaggcc 1620 

ttcagcgtta atgggaaact aatgcggcat cagagaattc acactgggga gaaacctttt 1680 

gaatgtaatg agtgtgggag atgctttact tctaaaagaa acctacttga tcatcaccga 1740 

atccatactg gagaaaagcc ctatcaatgt aaggaatgtg ggaaagcctt cagtatcaat 1800 

gccaaactaa ctaggcatca gaggatacat actggggaga aacctttcaa atgtatggaa 1860 

tgtgagaaag cattcagctg tagttctaac tatattgtgc accagagaat ccatacagga 1920 

gagaaaccct ttcagtgtaa ggagtgtgga aaagccttcc atgttaatgc ccatttaatt 1980 

cggcatcaga gaagccacac tggggagaaa cccttcagat gtgtggaatg tggcaaaggc 2040 

ttcagcttta gttctgacta cattatacat cagacagtcc acacttggaa gaaaccctat 2100 

atgtgtagtg tgtgtgggaa agcattcagg tttagcttcc agctcagtca gcatcagagt 2160 

gtccatagtg aaggaaaatc ctaataatga gaaagatata gaaaactctt aaggttaatg 2220 

ccaaaatgga tcaagtatca tcagattcat ccattgaaaa acctccaaga gggcatgaat 2280 

atggcagagt cttcatatgg aaacagtttt tattctattc agtttaaatc aggaaaggat 2340 

gaccagttaa agagaaacat ccaaaaatag ctttgttttg taccaacagg aattagaaaa 2400 

tataatgaaa agatttcgtt cccagcagca tcaagaaaag tagattttct agaaataaac 2460 

agttatggag gacttgtatg gagaaattta agtcttcact gagggccact ttacaaagga 2520 

aatttgaata aatggagaga gagagaagcc ttgttgttgg ataggaaaac ccgtactaaa 2580 

gatactctac ctacattaat ttatttgttt aatttttgac aacaagcatg tattactttt 2640 

gaaaagatga aaaataaaga tttatttaat ccatccaca 2679 

<210> 184 
<211> 810 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3094001CB1 

<400> 184 

gcgccgcggt agggtgggaa cccaagccgg gagagccgcg ggatttgcgg ccgccgccat 60 
gccgtcgtcc ccgctgcggg tggcggtggt gtgctcgagc aaccagaacc ggagcatgga 120 
ggcgcacaac atcctcagca aacggggatt cagcgtccga tcctttggaa cagggactca 180 
cgtgaagctt ccaggaccag ctcccgacaa gcccaatgtt tatgatttca aaaccacata 240 
tgaccagatg tacaatgatc ttcttaggaa agacaaagaa ctctatacac agaatgggat 300 
tttacatatg ctggacagaa ataagagaat caagccccgg ccagaaagat tccagaactg 360 
caaagacctg tttgatctga tcctcacttg cgaagagaga gtgtatgacc aggtggtgga 420 
agatctgaat tccagagaac aggagacctg ccagcccgtg cacgtggtca atgtggacat 480 
ccaggacaac cacgaggagg ccaccctggg ggcgtttctc atctgtgagc tctgccagtg 540 
tatccagcac acggaagaca tggagaacga gatcgacgag ctgctgcagg agttcgagga 600 
gaagagtggc cgcacctttc tgcacaccgt ctgcttctac tgagcccagc gcccgcatgg 660 
agccgcctct ggagcttcct gttgttcata ctttttcctt cctgacattt gtttttactt 720 
acaggtgttc tgctggtgac ggtagcatta cccaaataaa ctgtgcatat gaaatgggag 780 
aggagatgcc aaaacgccag atgaaagcaa 810 

<210> 185 

<211> 2233 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3110061CB1 

<400> 185 

ctggcggagg ccttgctgat gaacctgact gagggtccct ggcgatggca gaaatggacc 60 
ctacacaggg -ccgtgtggtc tttgaggacg tggccatata tttctcccag gaggagtggg 120 
ggcaccttga tgaggctcag agattgctgt accgtgatgt gatgctggag aatttggccc 180 
ttttgtcctc actaggttct tggcatggag ctgaggatga ggaggcacct tcacagcaag 240 
gtttttctgt aggagtgtca gaggttacaa cttcaaagcc ctgtctgtcc agccagaagg 300 
tccaccctag tgagacatgt ggcccaccct tgaaagacat tctgtgcctg gttgagcaca 360 
atggaattca tcccgagcaa cacatatata tttgtgaggc agagcttttt cagcacccaa 420 
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agcagcaaat tggagaaaat ctttccagag gggatgattg gataccttca tttgggaaga 480 
accacagagt tcacatggca gaggagatct tcacatgcat ggagggctgg aaggacttac 540 
cagccacctc atgccttctc cagcaccagg gccctcaaag cgagtggaag ccatacaggg 600 
acacagagga cagagaagcc tttcagactg gacaaaatga ttacaaatgt agtgaatgtg 660 
ggaaaacctt cacctgcagc tattcatttg ttgagcacca gaaaatccac acaggagaaa 720 
ggtcttatga atgtaacaaa tgtgggaaat tctttaagta cagtgccaat ttcatgaaac 780 
atcagacagt tcacactagt gaaaggactt atgagtgcag agaatgtgga aaatccttta 840 
tgtacaacta ccgactcatg agacataagc gagttcacac tggagaaaga ccttatgagt 900 
gcaacacatg tgggaaattc tttcggtaca gctccacatt tgttagacat cagagatttc 960 
acaccggaga aaggccgtat gagtgcaggg aatgtgggaa attctttatg gacagctcca 1020 
cactcattaa acatcagaga gttcacaccg gagaaagacc ttataagtgc aatgattgtg 1080 
ggaaattttt taggtatatc tccacactca ttagacatca gagaattcac actggagaaa 1140 
ggccttatga gtgcagtgta tgtggggaat tgtttaggta caactccagc cttgttaaac 1200 
attggagaaa tcacactgga gaaaggcctt ataaatgcag tgaatgtggg aaatcattta 1260 
ggtaccactg caggctcatt agacaccaga gagtccacac gggagaaagg ccttatgagt 1320 
gcagcgaatg cgggaaattc tttcgttaca actccaacct cattaaacat tggagaaatc 1380 
acactggaga aaggccttac gagtgcagag agtgtgggaa agcctttagc cacaagcata 1440 
tacttgttga gcaccagaaa atccacagtg gagaaagacc ttatgagtgc agcgaatgcc 1500 
agaaggcctt tattagaaag tctcacctgg ttcatcacca gaaaatccac agtgaagaga 1560 
ggcttgtgtg ctccatgaat gtggggaatt ctttagctaa aactccaacc tcattaaaca 1620 
tcagagattt cacaatggag aaagtttacc attgactatt gtaattgggt agtaatgtta 1680 
tataaattcc acatttttat gcaactaatc tccagaacat ttttcctctt accaagaagt 1740 
aaaatgctgt acccattaac aacaactcat tccccttccc tacttcccca gaaatgtctc 1800 
aactatattt ctatactcta tggtacttat atgaggtacc aatagatatc tatgaatttg 1860 
atatatattt gtacctcata taagtggatt ctacagtatt tatcttttga gactggctta 1920 
tttcacttag gataaggtct tcacggttca cccatgttgt ataatgtgtc agaataccct 1980 
tcctttttaa ggtgaaataa tatcccaagg gtatttataa accccttttt atttacccca 2040 
ttcctccggt aagggggaat tctgggggta atttcccact tttttgccct attggaaaaa 2100 
aaggccccgg ctaataaaag ttgggtttga caaaggttgt ccatatccca agatttccca 2160 
cactttccac aattccttaa gtggggggta tttccccccc aggaatatgg gggggtccct 2220 
gggatcaaca agt 2233 

<210> 186 
<211> 2187 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3146614CB1 

<400> 186 

ccgccgcgcg tcgcggaggc 
gcccttgcca gacattagca 
tgacacggcc atcctgtcac 
ggcacagacc cagacccggc 
cttcggctcc aaggtgacgt 
cgagctctgg acgctgaacc 
cctcatcacc atgatgttgg 
cagtggctct gtgtcccacg 
ggtggagttc caccagcagc 
gggccgctgg gtgactgtgc 
cgtggccgac gccgtcttcc 
ggacgccctc aaggtcgaag 
gcaacgcaca tgccaggcgc 
tgctgccaca ggtctacaac 
gcacagatgg ccctgccggc 
aggccgtggg ccacaccggc 
cctcccaggg caccagggag 
cttatatggt cagcgatgcc 
gggtggccag agtgggacag 
ggcctcagcc attcctgtcc 
gaagtatcca ctgccacagg 



acgtgtggag ccccggcagc 
ccatgagctt cgtggcatac 
tgggccatgg tgcaatggtg 
atggtgtcct gcggcactca 
gcggccgagg tggctgggtg 
tgccgcaccg cacgcagatc 
agcttcggcc cggctctgtg 
ccatcatccg caccattgca 
gggcagagaa ggcccgggag 
gcacccagga cgtgtgccgc 
tggacatccc atcaccctgg 
gcgggcgctt ctgctccttc 
tggcagcgcg gcggcttctc 
gtgcgcactg tcagcctgcc 
tccgacacca gccccttccg 
tacctgacct tcgccaccaa 
ctgggagcac tgaagggctg 
tgccagacac agacggtggg 
caggaagggc ggctgtgatg 
agccctgtgg cccatcccag 
ctcccctggg tgttgaagcc 



aggagcgtcg caggtccttg 60 
gaggagctga tcaaggaggg 120 
gcagtgcgtg tgcagcgtgg 180 
gttgacctta tcggccgccc 240 
tatgtgctgc accccacgcc 300 
ctctactcca cagacatcgc 360 
gtctgtgagt ctggcaccgg 420 
cccacgggtc acctgcacac 480 
gagttccagg agcaccgtgt 540 
agtggctttg gcgtgagcca 600 
gaggccgtgg gccacgcctg 660 
tcaccgtgca tcgagcaggt 720 
agagctgagc accctggagg 780 
accgcccgac ctgggcacag 840 
cagcggcacg cccatgaagg 900 
gaccccaggc tagggggccg 960 
ggcagggagg ccagaggcac 1020 
gtggggcttg ggggcctcct 1080 
gaggagcagt gctggggctg 1140 
ctgctgtttg ttgccaatat 1200 
aaagggtgca ggtgggggag 12 60 
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tctgaccccc tcccaggtgg gcctaagcag gaagggggtg gaggagggag gagggcattg 1320 

accctgagac cacgctgcgt ctgacccctg ggcccccacg gccctggctg ccccacgggg 1380 

cctgagacca tctcgtgctt ctccagtccc cgggccgagg ctccagcctt ggccagaagc 1440 

tggggtgagc tgacccagaa tccctgccct gctctcccca gcgctaggag accaggccag 1500 

cccaggaacc agggaggtga ccctgctctc tggcctcctg gctgatgtca cagcactgag 1560 

ctcagcccag gccttcgtcc actcatgtcc aagaggcggg gcatccccca cccagccaga 1620 

gcccctgaca tgggctgcac tcgctgaggc caggcagcgc tgcggagagg agcggcagag 1680 

tgggttgtct gccgcaggca accaggcaag tgtgtcgggg ctggggtgtg aatgccagcc 1740 

tgtgagtccc ggaactatgt gggtacccct acccctcaca gaagccaagg gcatggagga 1800 

ggtccctcca cagtgacaac ggtgtggggt aggggaggtg cattcaggac accacccagg 1860 

gacagtgcct atgtgatcac ctcttaaagg ctaagcttag gggcatttcc caaagtgggg 1920 

acagagggca ggacgcccag gctgggggct ctcctcgccc gccctggtgt ctgacagcct 1980 

caaggaagga gcagtgcctg tgtcagccat ggggcccttg gagctgccac tggtgcctag 2040 

ggggcctggg tttctgccca ggcagccagt ggctgttggg agcctctgtt tcccctgtgc 2100 

tgggggcctt gagtgctatg ctagcagggg cctggcccca agtgtgagtg atgagcaata 2160 

aacgtaccgt ccccctcaaa aaaaaaa 2187 

<210> 187 
<211> 1556 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3295381CB1 

<400> 187 

aggaagggac ttcttggcta ctgatggcaa agctctacga ggcagtgacc ttcaaggatg 60 
tggctgtgat cttcactgag gaggagctgg ggctgctgga ccctgcccag aggaagctgt 120 
accgagatgt gatgcttgag aacttcagga acctgctctc agtggggcat caaccattcc 180 
atggagatac tttccacttc ctaagggaag aaaagttttg ggtgatgggg acaacaagcc 240 
aaagagaagg gaatttggga ggcgagatcc aaactgagat ggagactgtt ccagaagcag 300 
gaacacatga agaattttcc tgcaagcaaa tttgggaaca aattgcaagt gacttaaccg 3 60 
ggtctcaaga taccaccata agtaactctc agttatttga acaagatgac aacccctccc 420 
agattaaagc aagactatct acagttcaca caagagaaaa acctttccag ggtgaaaatt 480 
gtaaacagtt cttcagtgat gtttccttct ttgatcttcc tcagcagtta tattcaggag 540 
agaagtctca tacctgtgat gagtgtggaa aaagcttctg ttacatctca gcccttcata 600 
ttcatcagag ggtccacatg ggagtgaaat gctataagtg tgatgtgtgt ggtaaggaat 660 
ttagtcagag ctcacgtctg caaactcatc aaagagtcca cactggagag aaaccattca 720 
aatgtgagca gtgtgggaaa ggcttcagat gtagatcagc acttaaagtt cattgcaaat 780 
tacacatgag agagaaacct tataattgtg agaaatgtgg gaaggctttc atgcacaatt 840 
tccagcttca gaaacatcac agaattcata ctggggagaa gccattcaaa tgtgaaatat 900 
gtggtaagag cttctgtctt aggtcaagtc ttaataggca ttgcatggtc cacacagcag 960 
agaaactgta caaatctgaa aagtatggaa gaggtttcat tgataggcta gatttgcata 1020 
agcatcagat gattcatatg ggacagaaac catataattg taaagaatgt gggaagagct 1080 
tcaaatggtc ctcatatctt ttggtccatc aacgagtcca cactggagaa aagccataca 1140 
aatgtgagga gtgtgggaag ggctacatta gtaagtcagg tcttgacttc caccatagaa 1200 
cccacacggg agagagatct tataactgtg ataactgcgg gaagagcttt agacatgctt 1260 
ctagtatttt gaatcataag aaactccact gccaaagaaa gccattgaaa tgtgaagact 1320 
gtggaaagag gcttgtatgc cggtcatact gtaaagacca acaaagagac cacagtggag 1380 
aaaacccatc caaatgtgag gactgtggga agcgctacaa gaggcgcttg aatctggata 1440 
taattttatc attattttta aatgacatat aagttataca tatttatgga gtgtgaaatt 1500 
tgatacatgt atataatgtg tgctgattaa atcagtttaa tttcaaaaaa aaaaaa 1556 

<210> 188 
<211> 2032 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3364774CB1 
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<400> 188 

ctcccccgcc cgccccgtgc aggctgtgga gactcccttc ccgggggagg gggcccccac 60 
tgccgcaggt gccccctctg cctccacccc gggctcctgg ccagaagctg gagggggctt 120 
ggccaaaaag agggagaaac aactcagctg ttctttctag ctctgaaata gaaaatgtct 180 
gcagacggcg gaggcatcca ggacacccag gacaaggaga cacccccgga ggttccagat 240 
cgtggacatc ctcatcagga aatgccttct aagctggggg aggcggtacc ttcaggggac 300 
actcaggagt cactgcacat taagatggag cccgaagagc cacactccga gggggcatcg 360 
caggaggatg gggctcaagg tgcctggggc tgggcacccc taagtcacgg ctctaaggag 420 
aaagctctct tcctgcctgg cggagccctc ccctcccccc ggatccccgt gctttcccga 480 
gaggggagga ccagagaccg gcagatggct gcagcgctcc tcactgcctg gtcccagatg 540 
ccagtgactt tcgaggatgt ggccttgtac ctctcccggg aggagtgggg acggctggac 600 
cacacgcagc agaacttcta cagggatgtc ctgcagaaga aaaatgggct gtcactgggc 660 
tttcccttca gcaggccttt ctgggcccct caagcgcacg gcaagggtga ggcctcgggc 720 
tccagccggc aggcaggaga tgagaaggag tggagaggcg cgtgcacagg agccgtcgag 780 
gtggggcaga gggtgcagac ctcatccgtg gcagcccttg ggaatgtgaa gcccttcaga 840 
accagggcag ggagagtcca gtggggcgtc ccgcagtgcg cgcaggaagc agcctgcggc 900 
cggagctcag ggccggccaa agactccggg cagccggctg agccagatcg caccccggat 960 
gcagctccgc cagaccccag tcccacggag ccccaggagt accgcgtccc ggagaagccc 1020 
aacgaggagg agaagggcgc cccggagagt ggcgaggagg gcctggcccc tgacagtgag 1080 
gtgggcagga agagctaccg gtgcgagcag tgcggcaagg gcttcagctg gcactcgcac 1140 
ctggtgacgc accggcgcac gcacacgggc gagaagccct acgcctgcac tgactgcggg 1200 
aagcgcttcg gccgcagctc gcacctcatc cagcaccaga tcatccacac gggcgagaag 12 60 
ccctacacct gccccgcctg ccggaagagc ttcagccacc actccacgct gattcagcac 1320 
cagcgcatcc acaccggaga gaagccctac gtgtgcgacc gctgcgccaa gcgcttcacc 13 80 
cgccgctcgg acttggtcac ccaccagggc acccacacgg gcgccaagcc gcacaagtgc 1440 
cccatctgcg ccaagtgctt cacgcagagc tcggcgctag tcacccacca gcgcacccac 1500 
actggggtca agccctatcc gtgccccgag tgcggcaagt gcttcagcca gcgttccaac 1560 
ctcatcgcgc acaaccgcac acacacaggc gagaagccct accactgcct cgactgcggc 1620 
aagagcttca gccacagctc gcacctcacc gcgcaccagc gcacccaccg tggcgtgcgg 1680 
ccctacgcct gcccgttgtg tggcaagagc ttcagccggc gctccaacct gcaccggcac 1740 
gagaagatcc acaccaccgg gcccaaggcc ctggccatgc tgatgctggg ggcggcggcg 1800 
gcgggggctc tggccacacc cccacccgct cccacctagg aggccaggaa agggggagcg 1860 
gggcgcccag ggccactgga acagccccac tggagtcaag gctccgaggg aggagagagg 1920 
ggctcgggaa gggagctggg gcggtgaggg catggggtga ggcatggcga tgggggaggg 1980 
cgagggcgag aaagggcagg cactctgcga attaaaggcc ttggacttga aa 2032 

<210> 189 
<211> 1882 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3397777CB1 

<400> 189 

acctcttcaa ccaggagccg 
agaagagaga ggagagcctc 
gcttcaaaaa tcttgcttaa 
ttgacagaac ccttgagtct 
agcaacaagg aggcagtgac 
agttactcat ttgaacatct 
aaggaggtca agttgagccc 
gagaaactcc tactcttctg 
tctcaggagc accgtggtca 
gaggaactcc aggcagtcct 
gaagctgaca tcagagaaga 
aggttacaaa cagaatttga 
ctgcaaagat tggaagaaga 
gagctagttc agcagaagca 
cagtggtcaa caatggagct 
tggaggctga aaaagccaaa 
gatctgagta ggatgctgca 



agatttctgt tgctctgaag 
aggagttagg accagaagaa 
cgtacaagag gaggtgacct 
agactgtggc cacagcctct 
cagcatggga ggaaaaagca 
acaggctaat cagcatctgg 
agacaatggg aagaagagag 
taaggaggat aggaaagtca 
ccacacagtc ctcacggagg 
caagaggctg aagacggaag 
gaaaacttcc tggaagtatc 
tcagcttaga agcatcctaa 
" agaaaagaag-acgctggata 
gttggtgaga gagctcatct 
gctgcaggac atgagtggaa 
aatggtttcc aagaaactga 
aatgtttaga gaactgacag 



ccatccaggg gtctttaacc 60 
gccagggaag cagtgcaatg 120 
gtcccatctg cctggagctg 180 
gccgagcctg catcactgtg 240 
gctgtcctgt gtgtggtatc 300 
ccaacatagt ggagagactc 360 
atctctgtga tcatcatgga 420 
tttgctggct ttgtgagcgg 480 
aagtattcaa ggaatgtcag 540 
aggaggaagc tgagaagctg 600 
aggtacaaac tgagagacaa 660 
ataatgagga gcagagagag 720 
agtttgcaga ggctgaggat 780 
cagatgtgga gtgtcggagt 840 
tcatgaaatg gagtgagatc 900 
agactgtatt ccatgctcca 960 
ctgtccggtg ctactgggtg 1020 



171/189 



WO 01/72777 



PCT7US01/08117 



gatgtcacac tgaattcagt caacctaaat 
caagtgatat ctgtgccaat ttggcctttt 
caatatttct cctctgggaa acattactgg 
atcctggggg tatactgtag aacatattcc 
gcaaatcgtc aaaatcttta caccaaatac 
ttacagaata aatgtaagta tggtgtcttt 
ttgactctct ccatggctgt gcctccctgc 
ggcattgtct catttttcaa tgtcacaagc 
tgttgctttt ctcagcctgt ttatccatat 
actctatgcc caccaagctc ttgaattttc 
acttatctcc tgcaactgac tcatctgcaa 
cttctttaga acttttactc atccttgaga 
gatgcttatt tattcattta ctctttttca 
taaagacaca gcagtatggg tataacatcc 
atcactgatg tgaagaggcc aa 



ttgaatcttg tcctttcaga agatcagaga 1080 
cagtggtata attatggtgt cttgggatcc 1140 
gaagtggacg tgtccaagaa aactgcctgg 1200 
cgccatatga agtatgttgt tagaagatgt 1260 
agacctctat ttggctactg ggttataggg 1320 
gaagagtctt tgtcctctga tcccgaggtt 1380 
cgtgttgggg ttttcctcga ctatgaagca 1440 
catggctccc tcatttacaa gttctctaaa 1500 
ttcaatcctt ggaactgtcc agctcccatg 1560 
tcatttcttc acctacaacc ctttgtctcg 1620 
cattcacacc attgcttcct tgtggtttcc 1680 
tgtatggtgt atttggcttg agttatgaga 1740 
tattttcaga gaaagttacc taatccctcc 1800 
ttgccttccc atttatccat gtttcacttt 1860 

1882 



<210> 190 
<211> 784 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3403046CB1 

<400> 190 

gccccacggg cagggacgcg caggcggggc 
atgtcgcaag ggctcccggc cgccggcagc 
aaccagccgc agccgcagcc gcagcagcag 
aggagagaaa aaaaccgagt tgctgctcag 
gacaagctcc atgaggaata tgagagcctg 
atcgggaagc tgacagagga gctgaagcac 
atgtgcccgc tgctgctctg ccctatgaac 
gtggccggct gcttgccccg atgaagccgg 
gtcattttca tacctgggag gaaggctttt 
ggccaggcct cctcctggga gctccaggac 
cagcccgaca tccaacaggc gccaaactca 
ccaccctcag gagtgacttc tcatccaccc 
agccatttcc tctagaattt ggataataaa 
aaaa 



ggggcgggcc gggccagagg agcgcccggc 60 
atcctgcaga ggagcgtcgc ggcgcccggg 120 
agccctgagg atgatgacag gaaggtccga 180 
agaagtcgga agaagcagac ccagaaggct 240 
gagcaagaaa acaccatgct gcggagagag 300 
ctgacagagg cactgaagga gcacgagaag 360 
tttgtgccag tgcctccccg gccggaccct 420 
ggacactcct ctgcccagca aggagccttg 480 
ccttcacaat tgtatacagg gggcacctgt 540 
cagccagctg tgttccctgc agactgggct 600 
cagagccctt gtgcagatcc agcatggagg 660 
tggcagctag taggttctgc tgttatgcag 720 
gatgcttatt gtctctccct tctccaaaaa 780 

784 



<210> 191 

<211> 1771 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> rnisc_feature 

<223> Incyte ID No: 3538506CB1 



<400> 191 

gcaaaaggga cagccacggg gaagaaaggc 
gggttggggc tggggagtag ccccctctcc 
tggccaactt tgacccaggc accttcagcc 
tcgacacacg ggccggcctc tccagccacg 
ccaactggga gctcactgtc tcacccatca 
ctgctgagca gccccccagc cccctgggcc 
-fegacctcccg .tcggccccgc ttacctctca 
accctgggcc agcctatgga gatgcctcag 
agttctgtgg tgagttcttc gagaaccgca 
tgcggcaaat gggcgtgacc gagtggtacg 
agatcctgaa gagacggacc cagtctcggc 
gcccaaaagc cctggccaag atgatgggcg 



agtccagggt gaagccctga atatggggag 60 
acctcaggca gtcctgtcct ctctccacag 120 
tgatgcgctg tgacttctgc ggggctggct 180 
cccgggccca cctacgtgac ttcggtatca 240 
acatcctgca ggagctgctg gccacctctg 300 
gagagcctgg gggtccgcct ggcagcttcc 360 
cggtgccctt tccacccacc tgggctgagg 420 
gcccagagcc agcacgagac atccgctgcg_ 480 
agggcctctc gagccacgcg cgctcccatc 540 
tcaatggctc gcccatcgac acgctgcggg 600 
ctggtggacc tcccaaccca ccagggccaa 660 
gcgcaggtcc tggcagctca ctggaagccc 720 
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gcagcccctc ggaccttcac atctcaccct 
gccccctggg ccactcacca actgcctctc 
gcctggctgc accctccttg cccaagaagc 
agcgggagat gctgccgggg gcccttcatg 
gggcaccacg ggaagacatg acacccctga 
acatccgctg tgagttctgc ggcgagttct 
cgcgctcaca cctgcggcag atgggtgtga 
acacactgcg agagatcctc aagaagaagt 
cggctggaga cctggcccct gccctggctg 
ccgtgcagtc cccactgccg ctgtcgcccc 
ggccggccca ggttcctcgt gagctcagcc 
ccactggcta cctgggctca gtggcagcca 
cagcagaggt caaggccaag acctacatcc 
ttcatgagaa gacctcccac tcctccaccg 
ttgaaaaccg caaggccctg gccagccacg 
ccgagtggtg cgtcaatggc tcgcccatcg 
cccagaaggt gggcgcctac cgcagctaca 
gtgagggtta attttagcgt gcacaggccg 



tggccaagaa gttgccacca ccaccgggca 780 
ctcctcctac ggcccgaaag atgttcccag 840 
tgaagcctga acaaatacgg gtggagatca 900 
gggaactgca cccatctgag ggtccctggg 960 
acctgtcgtc ccgggcagag ccggtgcgcg 1020 
tcgagaaccg caagggcctg tcgagtcacg 1080 
ccgagtggtc cgtcaatggt tcgcccatcg 1140 
ccaagccgtg cctcatcaag aaggagccac 1200 
aggacgggcc tcccaccgtg gcccctgggc 1260 
tggctggccg gccaggcaaa ccaggtgcag 1320 
tgacgcccat cactggggcc aagccctcag 1380 
agcggcccct gcaggaggac cgcctcctcc 1440 
agactgaact gcccttcaag gcaaagaccc 1500 
aggcctgctg cgagctgtgt ggcctttact 1560 
cacgggcaca cctgcggcag ttcggcgtga 1620 
agacactgag cgagtggatc aaacaccggc 1680 
tccagggcgg ccgcaagctt attcccttta 1740 
t 1771 



<210> 192 

<211> 1764 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> niisc_JEeature 

<223> Incyte ID No: 3575519CB1 



<400> 192 

aggagaagga agccaacagg atccgacccg 
tctacttaga gcaaagttag tagaggaggc 
gaatggatta taagtcgagc ctgatccagg 
agctgatctg ccctatctgc ctggagatgt 
agcacaacct gtgccggaag tgtgccaatg 
ccagccgggg cagctcagtg tccatgtctg 
acgaggtgat catggatcgt cacggagtgt 
acatcatcga catctacaaa caggagtgct 
ccatgtgcaa ggagcacgaa gatgagaaaa 
ccacctgctc catgtgcaag gtgtttggga 
agagtgtctt ccagggacaa aagactgaac 
ggaatgaccg tgtgcagacc atcatcactc 
agaacagtca ccaggtaaag gaagagctga 
tggatgagaa gaaaagtgag ttgctgcagc 
gcttcatcga ggccctcatc cagcagtacc 
tggaaactgc catccagtcc ctggacgagc 
agcaactcat caaaagcatt gtggaagctt 
agggctttga gaacatggac ttctttactt 
gagccattga ctttgggaca gatgaggaag 
aagaggaaga gtccacagaa gggaaggaag 
gaggccccca gatgcagaga gactggagag 
caggcccagg gtgggagggg tcggggcccc 
ctctgctcag agagcaggga ctagggtagg 
accagaattg gaaacgtgct tgaaacaatc 
atggaatatt ttgtacattt 'ttaaaatgtg 
atttggtgct ttttgtaaag gaacttttgt 
gattgtcaga aagaggggaa ggaagccagg 
caggaggatg gggtagcact cacagggacg 
atacggggtg gtaactgagt ttgtgttata 
tcctgttctt caaaggaaaa aaaa ~ 

<210> 193 
<211> 2923 
<212> DNA 



gtgttttgtg acaaaggcaa gacccccagg 60 
agctaggcgt ggctctcatt ccttcccaca 120 
atgggaatcc catggagaac ttggagaagc 180 
ttaccaagcc agtggtcatc ttgccgtgcc 240 
acatcttcca ggctgcaaat ccctactgga 300 
gaggccgttt ccgctgcccc acctgccgcc 360 
acggcctgca gaggaacctg ctggtggaga 420 
ccagtcggcc gctgcagaag ggcagtcacc 480 
tcaacatcta ctgtctcacg tgtgaggtgc 540 
tccacaaggc ctgcgaggtg gccccattgc 600 
tgaataactg tatctccatg ctggtggcgg 660 
agctggagga ttcccgtcga gtgaccaagg 720 
gccagaagtt tgacacgttg tatgccatcc 780 
ggatcacgca ggagcaggag aaaaagctta 840 
aggagcagct ggacaagtcc acaaagctgg 900 
ctgggggagc caccttcctc ttgactgcca 960 
ccaagggctg ccagctgggg aagacagagc 1020 
tggatttaga gcacatagca gacgccctga 1080 
aggaagaatt cattgaagaa gaagatcagg 1140 
aaggacacca gtaaggagct ggatgaatga 1200 
ggtggggagg ggcccagcgg cccttggtga 1260 
tggaggggca atggggaggt gatgtcttct 1320 
accctcaccg ctgcgtccag cagacactga 1380 
acacaggaca cttttctaca ttggtgcaaa 1440 
atttttgtat atacttgtat atgtatgcca 1500 
ataataatgc ctggtcattg ggtgacctgc 1560 
ttgatacagc tgcccacttc ctttcctgag 1620 
atgtgctgta tttcagtgtc tatcccagac 1680 
tgttgtttta ataaatgcac aatgctctct 1740 
-------- . _ 1764 
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<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3598694CB1 

<400> 193 

tgtccaatcc tgagatgctg tcacagatca 
ctaaccctga tctgatgcgt cacatgatta 
agcggaaccc tgagatcagc cacatgctca 
agcttgctcg gaatccagcc atgatgcaag 
gcaaccttga gagcatccct ggagggtata 
aggagcccat gttcagtgct gcccgggaac 
ccgggaactc cgacagctca tcctcccagc 
ctaacccctg gagcccctcg ccccccacct 
ccggaggatc ggggaccagc caggtgcacc 
cggctagcct ggggtcaggg atgttcaata 
tctctgagaa cccccagctg atgcagaatg 
tgcagacgct tgcccagaac cccgactttg 
tcgcggggaa cccccaactg caggagcagc 
agatgcagaa cccagagtca ctctccatcc 
tgcagatcca gcagggacta cagaccttgc 
ttggctcctt tgggatgtcc cggaccccag 
cgcccgaggc ccccacttcc tcaccagcca 
ccagcgccca gcagcaactc atgcagcaga 
cacaggtgca gacgccagaa gtgagatttc 
gcttcatcaa tcgtgaggct aacctgcagg 
cagctatcga gagactgctg ggctcccagc 
ctctcccctc cctcgatgtc agcattcggt 
gtcctccctt ccgtcttctc cctcatcctt 
ggctccaacc ccttagctct gtctgagaat 
tcttctctcc tggtctcctt gagcagtgct 
gactctacct ccttgcccca caccactttt 
agtcgaggga ggaaccagct ctctggttta 
gggttttgtc ttatgtttac ttttggtaac 
acccctagcc caaccaatgc tagaatttct 
ggtaattttc cttctcggcc cctattctgg 
ggaaattcca gggtaaggag gaagatgcct 
agctctctgg acaggaatta acaaacgctg 
ggagggaatg agattattcg gaggaaggga 
gaagttggaa ttaacagtgg ggagcagaag 
aggcccgagc tggcagaaga gacttagaga 
cccaatgaag ctaagcgcca cgccccacaa 
tatgtgctta tatgcacaca cacacacatt 
aggcaccagt agtttgagcc cccctcaaaa 
agtggggagg tgcatgtgta tccacatgtg 
gattccttgt tggtttctgg ttcagagtgc 
aggtcagtcc attgcaggaa tatatatccg 
ctgggtaacc cagaggtaat gtgggtaccc 
cccttatcac ccctcactgc cttgtgggaa 
ctggcctttc agttcttaac tatttccctc 
aggagagggt ggcaatgatg cctttgatct 
aggaggctca tatcacctct tccctctcct 
catggctgag aatatgacgg caagaggaac 
agcagtccag agaagatgtc tgtgtggctt 
ggcctttgta aataaatggc gtggtctttg 

<210>_194 . 

<211> 1567 

<212> DNA 

<213> Homo sapiens 

<220> 



tggagaaccc cctggtccag gatatgatgt 60 
tggccaaccc ccagatgcag cagttgatgg 120 
ataaccctga actcatgagg cagacaatgg 180 
agatgatgcg gaaccaggac cgggccctga 240 
atgccctccg ccgcatgtac acggacatcc 3 00 
agtttggcaa caatcccttc tcttccctgg 3 60 
ctctgcggac tgagaatcga gagcccctcc 420 
cccaggcccc cgggtccggt ggggagggca 480 
cgacagtctc gaaccccttt gggatcaatg 540 
gcccagaaat gcaagccctc ctccagcaga 600 
tgatctcagc accctacatg cgcagcatga 660 
ctgctcagat gatggtgaat gtgccgctct 720 
tccgcctgca gctcccagtc ttcctgcagc 780 
ttaccaatcc ccgagccatg caggcattgc 840 
agaccgaggc ccctgggctg gtacccagcc 900 
caccctcagc aggcagcaac gcagggtcta 960 
cgccagccac atcttctcca acaggggctt 1020 
tgatccagct tttggctgga agtggaaact 1080 
agcagcagct ggagcagctc aactccatgg 1140 
ccctgattgc cacaggaggg gacatcaacg 1200 
tctcctaatc cctcggccca tgcctcctgc 1260 
tcttctgtca atccttaccc tctgcagctt 1320 
tccaaacagc agggtgactt tagaggcatg 1380 
tatggtttta ctgctacgtc tctaacagac 1440 
acttaaacag ttttcacagt ttcattgatt 1500 
gcaatcttta aactttcagt ggctgtgcag 1560 
ctggaacata gtcttccatc tataccacta 1620 
tctcttcctt ctttttctcc ctacccccca 1680 
tgctctgaag gaggagcagg tgaaacaggt 1740 
ttcattcagc actttttggt gggaactgtt 1800 
gttctccctg tctgaagagg gagatgagac 1860 
gagcagccca gaggaaattc gtgtgaaaga 1920 
atgggggaga cagcctgagt aaaaggcttg 1980 
cactcatagc tcttttaggc agaagaatcc 2040 
tgctaatgga atttaaactg aaaaaaggag 2100 
ggggtcatat tggctttagt tcctcaagca 2160 
tccatggacc caggtcttgc ttgtgtcccc 2220 
gacatgaagg gggttggggt ctgtgtgagt 2280 
tgcatacact cttaagttgg gtgggaagtg 2340 
tctcccacca ccagagacaa gtgggtaaaa 2400 
ggagagctag gtcccttggg gctctggatg 2460 
tttctgaagc tgtcagggct gtgactagca 2520 
tagtagaggg ttttttttcc tccagagccc 2580 
caggccagaa agttttcttt gaggaaggag 2640 
ggaattggac atttctctgt cagagcacag 2700 
acttggccca gctgcttgga ggaccgaccc 2760 
agagtttgct ccaagtggga aagggtccca 2820 
tccctccctg cctcccccag ctcccacact 2880 
ttgtgaaaaa aaa 2923 
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<221> misc_feature 

<223> Incyte ID No: 3 638819CB1 

<220> 

<221> unsure 
<222> 1255 

<223> a, t, c, g, or other 
<400> 194 

ttcccctggc gggtgggtac tatggcctca gcacatactg ggtttgaggc cccaggccaa 60 
gatttgagcc tgaaagttgg ggtttgagtc ccgaagccct gggcttgtgc cccccagccc 120 
tgagtttgca cccagaagcc ctgaatcaga ttctcagagc cctgagtttg aatcccagag 180 
ccctaggtat gaaccccaaa gccctggcta tgaacctcgg agccccgggt atgaaccccg 240 
gagccctggc tatgaatctg agagctctag atatgaatcc cagaacactg agctcaaaac 300 
ccaaagccca gaatttgaag ctcaaagttc caaattccag gaaggtgcgg agatgcttct 360 
gaaccccgag gaaaagagtc ctttgaatat ctccgtagga gttcacccco tggactcctt 420 
cactcagggg tttggggagc agcccacagg ggacctgccc atagggccac cttttgagat 480 
gcccacaggg gccctgctgt ctacaccgca gtttgagatg cttcagaatc ccctgggtct 540 
cacaggagcc cttcgaggtc caggtcggcg gggtggccgg gccaggggtg ggcagggccc 600 
tcggcctaac atctgcggca tctgcgggaa gagcttcggg cggggctcca ccccgatcca 660 
gcaccagcgc atccacaccg gtgagaagcc ctacaaatgt gaggtctgca gcaaggcctt 720 
ctcccagagc tctgacctca tcaaacacca gcgcacccac actggcgagc ggccctacaa 780 
atgtccccgt tgcggcaagg ccttcgccga cagctcttac ctgcttcgcc accagcgcac 840 
tcactctggc cagaagccct tcaagtgccc acattgtggc aaggccttcg gcgacagctc- 900 
ctacctcctg cgacaccagc gcacccacag ccacgagcgg ccctacagct gcaccgagtg 960 
cggcaagtgc tatagccaga actcgtccct gcgcagccat cagagggtgc acaccggtca 1020 
gaggcccttc agctgtggca tctgcggcaa gagcttctcc cagcggtcgg cccttatccc 1080 
ccatgcccgc agccacgccc gggagaagcc cttcaagtgc ctgagttgcg caaacgtttt 1140 
ggcagagctc ggtgctggca atccacgccc gcaccccctg gggggtgggc gtggttgggg 1200 
ggggttgtgt gggggtgtgg tggggtgggg tgggtgtggt ggggagtggg gtggngttgg 1260 
acatggggtt ggcggcgtgt tgggggttgt tggggttttt tgcttttttt ttgctttttg 1320 
gctattttgt ttctatcctt ttcgatggct ttttttcccg cggaaccctt tcgggtctct 13 80 
ctctttttgg tttccccctg tttgacgagc cccaacccga gaaacgcctt aaccttggtc 1440 
tacctggatt ctccatcgtt cttcattctt cctctctatc ttccccttgt tctcttttct 1500 
cttccccctt tctgtgttct ttttattttt tctctcttgt ctctctcctt cgcttcctcc 1560 
tctcttc 1567 

<210> 195 

<211> 1644 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3717139CB1 

<400> 195 

ggttttccca catggtggtg 
ttttttttgt gtgtgcgtgt 
tgccccctcc agtgtccccg 
acgaaggcca gaccaaaatc 
tcaatgagct ggagaggctt 
aactgagcca gcgactgggc 
gagctaaatg tagaaaacaa 
gccagtttga agcttgtaga 
ttcagcaggt tcaggcgcag 
tgcatccgca cctggccgcg 
tgccgctcgc cacgctggcc 
cagccgccaa. gaccaccagc 
agcacgccgc agccctgggt 
cggcactcag cctgcacgcc 
cgggagccgg ccctcttccc 
tcggaaagcc agactccacg 



ccaaagaatc ttagaatgtt 
gtgtgtgtgt tcgtgtggat 
gagctgaaag atcgcaaaga 
aagcagaggc gaagtcggac 
tttgacgaga cccactatcc 
ctgtcggagg cccgagtgca 
gaaaatcaac tccataaagg 
gtcgcacctt atgtcaacgt 
ctgcagctgg acagcgctgt 
cacgcgccct acatgatgtt 
gcggattcgg cttccgccgc 
aagaactcca gcatcgccga 
ctgtgacgcc aacgccagca 
ctccgcgccc cgctgcttct 
gcctcactga ccatccctcg 
caggaccagg gatctcacga 



tgtgttttaa atttttaaat 60 
gcacgtgtgg ccccgctggg 120 
ggatgcgaaa gggatggagg 180 
caatttcacc ctggaacaac 240 
cgacgccttc atgcgagagg 300 
ggtttggttt caaaatcgaa 3 60 
tgttctcata ggggccgcca 420 
aggtgcttta aggatgccat 480 
ggcgcacgcg caccaccacc 540 
cccagcaccg cccttcggac 600 
ctcggtagtg gcggccgcag 660 
tctcagactg aaagccaaaa 720 
ccaatgtcgc gcctgtcccg 780 — 
ccgttacccc tttgagacct 840 
tcccctatcg catcttggac 900 
ggcacgcagg ctccgtggct 960 



175/189 



WO 01/72777 



PCT/US01/08117 



cctgcccgtt ttcctactcg agggcctaga attgggtttt gtaggagcgg gtttggggga 1020 
gtctggagag agactggaca ggggagtgct ggaaccgcgg agtttggctc accgcaaagc 1080 
tacaacgatg gactcttgca cagaaaaaaa aatcttgtta acaatgaaaa aatgagcaaa 1140 
caaaaaaatc gaaagacaaa cgggagagaa aaagaggaag ggaacttatt tcttaactgc 1200 
tatttggcag aagctgaaat tggagaacca aggagcaaaa acaaatttta aaattaaagt 1260 
attttataca tttaaaaata tggaaaaaca acccagacga ttctcgagag actgggggga 1320 
gttaccaact taaatgtgtg tttttaaaaa tgcgctaaga aggcaaagca gaaagaagag 1380 
gtatacttat ttaaaaaact aagatgaaaa aagtgcgcag gtgggaagtt cacaggtttt 1440 
gaaactgacc tttttctgcg aagttcacgt taatacgaga aatttgatga gagaggcggg 1500 
cctcctttta cgttgaatca gatgctttga gtttaaaccc accatgtatg gaagagcaag 1560 
aaaagagaaa atattaaaac gaggagagag aaaaataatg gcaaaactgt ctggactgct 1620 
gacagtaaat tccggtttgc atgg 1644 

<210> 196 

<2U> 1817 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature. 

<223> Incyte ID No: 3892962CB1 

<400> 196 

gccggtgagt gtggctgcgg ggtcgcgccc accctctacc tgtgccgggg gccggaacct 60 
ggccccgggg agggcgcggc ctcggggaga cggcgtgcag gcccagcact gttggtcacg 120 
cagcctgtct tcctattcac cgtgggcagc agagggatgg ctgctcagct gctgactgat 180 
gaggcactga ctgggagact agacctgaaa tgaaagagtt ggatccaaag aatgacattt 240 
cggaagacaa gctctccgtt gttggggagg ccacgggggg acccacgagg aatggtgcca 300 
ggggtcctgg ctcagaagga gtgtgggaac caggcagctg gccagagagg ccgcggggag 360 
atgcaggtgc agagtgggag ccattgggaa ttccccaggg gaacaaactc ttagggggct 420 
cagtacccgc atgtcatgaa ctgaaggcat ttgccaacca aggctgtgtc ctggtcccac 480 
cacggctgga cgaccccaca gaaaaggggg cctgtccacc cgtaaggcgt ggcaagaact 540 
tctccagcac ttcagacctc agtaagcccc ccatgccctg cgaggagaag aaaacctacg 600 
actgcagcga gtgtggcaag gcctttagcc gaagctcgtc cctgataaag caccaaagga 660 
tccacacggg agaaaagccg tttgagtgtg acacctgtgg gaagcacttc atcgagcgct 720 
cgtccctcac catccaccag cgggtgcaca cgggcgagaa gccctatgcc tgcggggact 780 
gcggcaaggc cttcagccag cgcatgaacc tcactgtgca ccagcgcacg cacacgggcg 840 
agaagccgta tgtgtgcgac gtgtgtggca aggccttccg gaagacttcc tctctcaccc 900 
agcacgagcg gatccacacg ggggagaagc cc tacgcgtg cggggactgc ggcaaggcct 960 
tcagccagaa catgcacctc atcgtgcacc agcgcacgca caccggggag aagccgtacg 1020 
tgtgccccga gtgcgggcga gccttcagcc agaacatgca cctgaccgag caccagcgca 1080 
cgcacaccgg ggagaagccg tacgcctgca aggagtgcgg caaggccttc aacaagagct 1140 
cctcgctcac cctgcaccag aggaaccaca ccggcgagaa gccctacgtg tgcggcgagt 1200 
gcggcaaggc cttcagccag agctcctacc tcatccagca ccagcgcttc cacatcggcg 1260 
tgaagccgtt cgagtgcagc gagtgcggca aggccttcag caagaactcc tcgctcacgc 1320 
agcaccagcg catccacacc ggcgagaagc cctacgagtg ctacatctgc aagaagcact 1380 
tcacggggcg ctcgtccctc atcgtgcacc agatcgtgca caccggggag aagccctacg 1440 
tgtgcggcga gtgcggcaag gccttcagcc agagcgccta cctcatcgag caccagcgga 1500 
tccacaccgg cgagaagccg tacaggtgcg gccagtgcgg gaagtccttc atcaagaact 1560 
cctccctcac tgtgcaccag cggatccaca cgggcgagaa gccctaccga tgcggcgagt 1620 
gcgggaagac cttcagccgc aacacgaacc tgacgcgcca cctgcggatt cacacctgag 1680 
cgcctctgtg cagggctctc actggcggtg cccaggacgg acgccagatg gctgcgcgct 1740 
ttgtcagcag tgctgtgaga agttctcccc tggggtgggg actcggggtc aggggagctc 1800 
. aggaatgtgg tgttgtg 1817 

<210> 197 
. <211> 2836 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 4153521CB1 



1767189 



WO 01/72777 



PCT7US01/08117 



<400> 197 

gtgccgtgac aatacggctc actatagggc gcattcggac cgggcccttt ttccgccgtt 60 
acccgctcac cagctacgcg gcgcgtcagg tccgcggagg cgcgggctcg gggcgcctgc 120 
gggacggtga ggccctgctg aggactccgg caagtgtggg tcgcggcgac ggcggggcta 180 
aggccctggg tccgcgcgcg gtttgaccac ggccggggcc ttgggcattt cctggccttc 240 
ctgttgagcc gtgtaaacgc ggggtgatga cggcgccgac ctcttggcac tgttgtgaga 300 
ccgaagtggg cgcgagagca gacgccagct acagtttttt ttgggttatg tcgtcatgaa 360 
gccggcgctt tcagttgtgc aaccttgaac aaatgggaca ctgcccatct ctaagataag 420 
aacctggaaa ggggactctg ttggccattg gaaattgcag aataatgtct caggtgacat 480 
ttagtgatgt ggctatagac ttctctcatg aagagtgggc atgcctagat tctgctcaga 540 
gggacttata caaggatgtg atggtccaga attatgagaa cctggtctct gtaggtcttt 600 
ccgtaactaa gccatatgtg atcatgttat tggaggatgg aaaagagccc tggatgatgg 660 
agaaaaaact gtcaaaagat tgggaatcaa gatgggaaaa caaggaatta tcaacaaaga 720 
aggatattta tgatgaagat tcaccccaac cagtaacaat ggaaaaagtt gtaaaacaaa 780 
gttatgaatt ttcaaattct aataagaatt tggaatatac agaatgcgac acatttagaa 840 
gcacctttca ttcaaagtct actctttctg aaccacaaaa caattctgct gaagggaatt • 900 
cacacaaata tgatatatta aagaagaatt tatcaaaaaa gtcagttata aaaagtgaga 960 
gaataaatgg tggaaagaaa cttttaaatt ctaataaaag tggggcagcc ttcaaccaga 1020 
gcaaatctct tacccttccc cagacttgta atagagagaa aatctataca tgcagtgaat 1080 
gtgggaaagc ctttggcaaa cagtcaatcc tcagtcgcca ctggagaatt catacaggag 1140 
agaagcccta tgaatgtcgt .gaatgtggga agacttttag ccatggttca tcccttacac 1200 
gacatcagat aagccatagt ggagagaaac cttacaaatg cattgaatgt gggaaggcct 12 60 
ttagccatgg ctcatcactt actaaccatc agagcactca cacgggagag aaaccgtatg 1320 
aatgtatgaa ctgtggaaag tcttttagtc gtgtgtccct tctcattcag catctaagaa 1380 
ttcatacgca agaaaaacgc tatgagtgtc gtatatgtgg aaaggccttc attcatagtt 1440 
cgtctctcat tcaccatcag aaaagccata ctggagagaa gccttatgaa tgtagagaat 1500' 
gtgggaaagc tttctgctgt agctcacacc ttactcaaca . tcaaagaatt cacagtatga 1560 
agaaaaaata tgaatgcaac aaatgtctca aggtctttag tagcttctca tttcttgttc 1620 
aacatcagag tattcatact gaagaaaaac cgtttgaagt ttagaaatgc aggaaatcct 1680 
tcaaccagct tgaatcactg aatatgcatt tgagaaatca cattagattg aaaccctacg 1740 
aatgcagtat atgtgggaaa gcctttagtc ataggtcgtc cctgcttcaa catcacagta 1800 
ttcatactgg agagaaacct tacgaatgta ttaaatgtgg gaagaccttc agctgtagtt 1860 
caaaccttac tgtacatcag agaattcata ctggagaaaa gccatataaa tgtagtgagt 192 0 
gtgggaaagc ttttagcaaa ggctcgaatc ttactgccca tcaaagagta cataatggag 1980 
agaaacccaa tagtgtggta agtgtggaaa agcctttaga tcatatgaat ccctatacat 2040 
gtgagaaatc ttacagaaga gaagcagtgt ttatcacggt aaacttcatt catagatcct 2100 
cccttattta acatcagaaa aatgtatact ggggaaaagt tgtatgaagg tggtgaacat 2160 
gggagacttt tagcaatgat gcagattttt ttattagagt ttatactgta gagaaatcat 2220 
atgaagtcaa taaatgtggg aaagcctttg tcagtattaa tcccttaatt gacctaagta 2280 
tactcacact aggaaaaatc tgtgtacatg tagcaaatgt gggaaagact ataggcaata 2340 
ggaatctcct gcaaactcct acaggagaaa agttgtatga atgtggaaac tttagaaatt' 2400 
gaaggaattt ttcagttcca agtgcatccc ttattctata ggaaataaac tggagacaaa 2460 
tctcatttaa gagatgcagc aaagtgttca ctaagagtgt ttatcttgcc agacataaga 2520 
agatgaatgg tagagcaacc tgaaggattt agaaattaca tataaatctt tgcagttatg 2580 
ctatttgtaa acaggattat ataggagagc aaataaacat aagtatgcat ttcttagagc 2640 
agtagcttgc agtttcagtt gagttctact tagaaattct ttttagctag tgggcatgtg 2700 
aagatattta gtcacccaga ggagccagta aatgttataa tgttaaaaat taaagctgca 2760 
aaagaaataa aatggtgtta ataaaaattt ggcatctaat aaaatcattt tgtatatcaa 2820 
aaaaaaaaaa aaaaaa 2836 

<210> 198 

<211> 1434 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__feature 

<223> Incyte ID No: 4585038CB1 

<400> 198 

cggacggtgg gcggacgcgt gggtcttaac taatgtttgc tccaataact aggcactgga 60 

cattatagct ctatgcatgg attaaaagaa gaagtgtcgt ttcccaaaca taaaacagaa 120 

tttgctactt gtgtgctgtt ggggattcat gattattctg tccatagaga gggtactttt 180 
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tcagaaatcc ggaaatagta tggaaccctc aaataaataa gcagctgagg agtttggtgt 240 
tacggagtgt gttgtatttt tacaggtgcc actgattaat gaacttgaat cagcaataca 300 
tcagctgtac aaacagcgag cttcccgcct tgtccaaaga cgacaagatg atattaaaga 3 60 
tgaatcttcg gagttttcaa gccattcaaa caaagctctg atggcaccaa atcttgactc 420 
ctttggacgc gatcgggcac tgtatcaaga gcatgcaaaa cgtcgcattg cagagcggga 480 
ggccaggagg actcgtcgta gacaagccag agaacaaacc ggtaagatgg cagatcacct 540 
tgaaggcctt tccagtgatg atgaagaaac ttctacagat attactaatt tcaatctgga 600 
aaaagatcga atttcaaaag aatccggcaa agtttttgaa gatgtccttg aaagtttcta 660 
ttcaattgac tgtattaaat cacagtttga agcatggcgt tcaaaatact acacatccta 720 
caaagatgct tacattggcc tttgtttgcc aaaattattc aaccccctca tacgacttca 780 
gctcctcact tggactcctc ttgaggcaaa atgtcgtgac tttgagaata tgctgtggtt 840 
tgaatctttg ctgttttatg gttgtgaaga acgagagcaa gaaaaagatg atgtagatgt 900 
tgccctacta cctaccattg tggaaaaggt gattcttcct aaactaacag tgatagctga 960 
aaatatgtgg gacccttttt ctacaacaca gacttcaaga atggtgggaa ttacactaaa 1020 
attaatcaat ggatatcctt cagtagtgaa tgcagaaaat aaaaatacac aggtatacct 1080 
aaaggcactt ttattgagaa tgagaagaac tttagatgat gatgtattta tgcccttata 1140 
tcccaaaaat gtcttagaaa ataaaaattc tgggccttac ttgttttttc aacgacagtt 1200 
ttggtcttca gttaaggtca taaaaccccc attccagaga gggtcctgcc ccatacccag 1260 
aaggaaagaa tgctgctcag agaggccaag aagaatctgg acggacaggc cttgtgttgt 1320 
cttctcttga gcagtagatc ataccttttt gtccagtcat gtttctgcat gcctgtacat 1380 
atttcgttaa acctaaacat agtagacaat ttctcctcca tctttgggtc ttca 1434 

<210> 199 ... 

<211> 2445 . 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID NO: 4674640CB1 

<400> 199 

ctgaaggtaa aattttccag atacggcaga cggctttcag agtacaataa acagggaatg 60 
agaactattt acatggaagt ttctttctca tgatgcggtg gagaagcctc ggccacttgg 120 
ttctgccaga tgttcctggg gttactgtaa atgggaagga caggcagagc taaacaaggt 180 
ttatcattta aaagtgcctg tgtgaagtca cttttgctgg aaaactgcag cttgggagct 240 
ttctttgtat tcacatccca ctcttctgtc aagtacactt taccctgacc ttatgagtgg 300 
atgaagatac ctcagttgtc tgactttgcc aattgcttaa tttcagaatt taaaaagggg 360 
aaagaaaaac atcctgctaa aatatgaaca tctgagtgtc ttattttcca acatcgtcaa 420 
tagctgtgag cgtcagcatt aaatattctc ccaaggagtg ccatgatatt gaagtcactt 480 
tattaataac agctgtatct gcaaaacagt caagagactc ggacgttgaa agccagagat 540 
gacactgagc atgcttttat tgcggcctac catctttaag tgggacatat tgattgatga 600 
gtgattgcct gtccatacac tctctcatca tcctgttcct tggattggac ttcactaagc 660 
aatttatcac tcaccttcag acttacatgt gggagttttc acaacagtag ttttggaatc 720 
attagaactt ggattgattt catcatttaa cagaaacaaa cagcccaaat tactttatca 780 
ccatggcttt gaacgttgcc ccagtcagag atacaaaatg gctgacatta gaagtctgca 840 
gacagtttca aagaggaaca tgctcacgct ctgatgaaga atgcaaattt gctcatcccc 900 
ccaaaagttg t.caggttgaa aatggaagag taattgcctg ctttgattcc ctaaagggcc 960 
gttgttcgag agagaactgc aagtatcttc accctccgac acacttaaaa actcaactag 1020 
aaattaatgg aaggaacaat ttgattcagc aaaaaactgc agcagcaatg cttgcccagc 1080 
agatgcaatt tatgtttcca ggaacaccac ttcatccagt gcccactttc cctgtaggtc 1140 
ccgcgatagg gacaaatacg gctattagct ttgctcctta cctagcacct gtaacccctg 1200 
gagttgggtt ggtcccaacg gaaattctgc ccaccacgcc tgttattgtt cccggaagtc 1260 
caccggtcac tgtcccgggc tcaactgcaa ctcagaaact tctcaggact gacaaactgg 1320 
aggtatgcag ggagttccag cgaggaaact gtgcccgggg agagaccgac tgccgctttg 1380 
cacaccccgc agacagcacc atgatcgaca caagtgacaa caccgtaacc gtttgtatgg 1440 
attacataaa ggggcgttgc atgagggaga aatgcaaata ttttcaccct cctgcacact 1500 
tgcaggccaa aatcaaagct gcgcagcacc aagccaacca agctgcggtg gccgcccagg 1560 
cagccgcggc cgcggccaca gteatggcct -ttccccctgg tgctcttcat cctttaccaa 1620 
agagacaagc acttgaaaaa agcaatggta ccagcgcggt ctttaacccc agcgtcttgc 1680 
actaccagca ggctctcacc agcgcacagt tgcagcaaca cgccgcgttc attccaacag 1740 
ataattctga aataatcagc agaaacggaa tggaatgcca agaatctgca ttgagaataa 1800 
ctaaacattg ttactgtaca tactatcctg tttcctcctc aatagaattg ccacaaactg 1860 
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catgctaaat aaagatgtag ttcttctgga 
tatctcatat atgagtatta aatatggtat 
ctacctgaga ccagctgtga tgtttaaaga 
ttctaaacat agtttctgtc ctaggaatat 
gaaagtccag ccagtttact catttcgatt 
tagcattagt taaaaaagaa acatattcca 
gtcatgtcat ttacccactg gatcaaaggg 
gcagcaaaga tgagaggtga agtaaaaccg 
ggaaattcaa gcacaagtac tggggacaca 
tgccacgttg aatcatgtga ttctagatta 



cagaccacaa ctctaagaag ctagtgctgc 1920 
gcttagtata ttccaaccta agatagttaa 1980 
cataaaggat aaagtttact tttaaagggt 2040 
tgtcttatct ccataactat agctgatgca 2100 
cagaatattt caaatttagc aataaacaat 2160 
agggcaggtt cgattctagc tctaattact 2220 
tatgtttcac ttcttgacaa tataaatgct 2280 
atacctgtcc tgcaggtcta aaatttgaat 2340 
tcaaagtgtg gtgtttggtt tgcctggaga 2400 
acattaaata gattg 2445 



<210> 200 

<211> 2099 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 4676066CB1 



<400> 200 

cttggcgcct ctggccaagg gattttccgt 
cctaggggat ttgcccggaa tccccttttt 
tgggaacagt gatcctcagg acagcttaat 
cacctcccaa cctaactggc ttactctctg 
tcatctgagc aacactgaga ccagcggacg 
gaggcagaca cccagtcagc ctgcacgccc 
gctgcaggca cctctggcat attatgggac 
cagataccac tccccagtca cccccttctc 
gtctgtggcc tctgccagac ctcacactca 
caaagtcctg agcgccgtgg aggaccgcat 
caggcgcaca gtggccctca tcaagagtgc 
gctgtttgca gatgctgcgg ccgccctgca 
cgaggagggg gaagctgcca tgctaggccg 
acagcgcagc cgcctgagcc gagcccgcca 
agtcagcttc ctgcaggagc tgctggcact 
tgggcctgga cccccgaggg agctcagctt 
gagagacatg ctggccgtgg cctgcgtcaa 
caacgaggat gggccacaga agctggactc 
gagtacgaac ctcttggaga gtgaagctcc 
tgtggatttg gacagcgaca cagcagacaa 
caagagggtg ctgtgtccta tcaactaccc 
gcaggtgctg ggcgagggtg ccctggaccg 
cgagggctgg gtcagcatgg gggtcatggc 
ccgcggccgg ctgggccgca acgcccactc 
ctccgtctgg tttcatgggc tggaggctcc 
ggtctgcctg gaatacgctg accgtgcctt 
gagcctcctg cggaggctga aggcctcccg 
cattgacccc ttccagagcc gcctggacag 
caagcctgcc ttcttcctgg agagtgtgga 
gtcctgcata tccgtgctga agaggaggtg 
tctgctccag gaagctgcct cctctgggcc 
agtcccacac acccagcctt ctcatttcta 
tccctctccc aggcaggagg acccccagac 
gacagagcta cagctgggac agctccaagc 
gaatagtgtc tggcatgtag tagatgctca 



ctctcctgcc tggagcagtg actcataaga 60 
tccaggcctg gactgtggat gcaggctctt 120 
gcctccttgt gcagtcaccc ctccgccgcc 180 
cctcttcccc gccggaggaa gttctcaaat 240 
gccctgtact aggcctcctg tcagagaccc 300 
cccaggcgtt caggaaaggc accagcctgg 360 
atcgtggcca ctccagtccc acctgatgca 420 
tcccctgcaa ggcctgggac ccgagtgtag 480 
tggagggtgt tgtccacagg ctgagcagtc 540 
ggacgagctg ggtgctggca ttgcacagtc 600 
agccgtagca gagcgggaga gggtgagccg 660 
gggcttccag acccaggtgc tgggcttcat 720 
ctcccagggt gacctgcggc gacaggagga 780 
gaatctcagc caggtccctg aagctgactc 840 
aaggctggcc ctggaggatg ggtgtggccc 900 
caccaaatca tcccaagctg tccgtgcagt 960 
ccagtgggag cagctgaggg ggccgggtgg 1020 
ggaagctgat gctgagcccc aagacctcga 1080 
cagggactat ttcctcaagt ttgcctatat 1140 
gttcctgcag ctgtttggaa ccaaaggtgt 1200 
cttgtcgccc acccgcttca cccattgtga 1260 
aggcacctac tactgggagg tggagattat 1320 
cgaagacttc tccccacaag agccctacga 1380 
ctgctgcctg cagtggaatg gacgcagctt 1440 
cctgccccac cccttctcgc ccacggttgg 1500 
ggccttctat gctgtacggg acggcaagat 1560 
gccccgccgg ggtggcatcc cggcctcccc 1620 
tcactttgcg gggctcttca cccacagact 1680 
cgcccacttg cagatcgggc ccctcaagaa 1740 
atgccgggca cgggcgctcc tgctgccgtc 1800 
ctctccttcg tctgggaagg caccagcatg 1860 
gaggcttcca cctttttata cactcagcct 1920 
cctgttcccc tgcagacctc acttctggga 1980 
taccctaacc cctcctttcc caggtttcta 2040 
ataaacactt gttgaatgaa aaaaaaaaa 2099 



<210> 201 

<211> 606 - 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> misc_feature 

<223> Incyte ID No: 4830687CB1 

<400> 201 

cgggccgcga ctgtggtcgt ttttatacct 
agggcgggta gggcgagacg gagtttcgtc 
agatatcctc aacgtgaggc tctgctgcca 
tggccacttg gctctgggtg gccaacgatg 
acggatgctg ccctgactgc aaggtgcccg 
gctcccactg cttccacatg cattgcatcc 
agcactgccc catgtgccgc caggaatgga 
cgctggaggg gcatcctgag actccttcct 
cgcccctgag ctgcaacaag gtggaaacaa 
tatgttgaca cttttatcca ataagtgaaa 
aaaaaa 



tcccgcgcgg acgccggcgc tgccaacgga 60 
atgttggcca ggcccatttg agate tttga 120 
tgaaggtgaa gattaagtgc tggaacggcg 180 
agaactgtgg catctgeagg atggcattta 240 
gcgacgactg cccgctggtg tggggccagt 300 
tcaagtggct gcacgcacag caggtgeage 360 
agttcaagga gtgaggcccg acctggctct 420 
catgctggcg ccgatggctg ctggggacag 480 
gggctggagc tgcgtttgtt ttgccatcac 540 
actcattaaa ctactcaaat cttgaaaaaa 600 

606 



<210> 202 
<211> 4674 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 4880891CB1 

<400> 202 

tggacgtgcc agggtcagat ctcgcctccg aggaaggtgc agctgaacct ggtgttttag 60 
aggatacctt ggtcccagag tcatcatgaa ggeccttgat gagcctccct atttgacagt 120 
gggcactgat gtgagtgcta aatacagagg agecttttgt gaagecaaga tcaagacagc 180 
aaaaagactt gtcaaagtca aggtgacatt tagacatgat tcttcaacag tggaagttca 240 
ggatgaccac ataaagggee cactaaaggt aggagctatt gtggaagtga agaatcttga 300 
tggtgcatat caggaagctg ttatcaataa actaacagat gcgagttggt acactgtagt 3 60 
ttttgatgac ggagatgaga agacactgag acgatcttca ctgtgcctga aaggagagag 420 
geattttget gaaagtgaaa cattagacca gctcccactc accaaccctg agcattttgg 480 
cactccagtc ataggaaaga aaacaaatag aggaagaaga tctaatcata taccagagga 540 
agagtcttca tcatcctcca gtgatgaaga tgaggatgat aggaaacaga ttgatgagct 600 
actaggcaaa gttgtatgtg tagattacat tagtttggat aaaaagaaag cactgtggtt 660 
tectgeattg gtggtttgtc ctgattgtag tgatgagatt gctgtaaaaa aggacaatat 720 
tcttgttcga tctttcaaag atggaaaatt tacttcagtt ccaagaaaag atgtccatga 780 
aattactagt gacactgcac caaagectga tgctgtttta aagcaagect ttgaacaggc 840 
acttgaattt cacaaaagta gaactattcc tgctaactgg aagactgaat tgaaagaaga 900 
tagctctagc agtgaagcag aggaagaaga ggaggaggaa gatgatgaaa aagaaaagga 960 
ggataatagc agtgaagaag aggaagaaat agaaccattt ccagaagaaa gggagaactt 1020 
tcttcagcaa ttgtacaaat ttatggaaga tagaggtaca cctattaaca aacgacctgt 1080 
acttggatat cgaaatttga atctctttaa gttattcaga cttgtacaca aacttggagg 1140 
atttgataat attgaaagtg gagctgtttg gaaacaagtc taccaagatc ttggaatccc 1200 
tgtcttaaat teagctgeag gatacaatgt taaatgtgct tataaaaaat acttatatgg 1260 
ttttgaggag tactgtagat cagccaacat tgaatttcag atggcattgc cagagaaagt 1320 
tgttaacaag caatgtaagg agtgtgaaaa tgtaaaagaa ataaaagtta aggaggaaaa 1380 
tgaaacagag atcaaagaaa taaagatgga ggaggagagg aatataatac caagagaaga 1440 
aaagectatt gaggatgaaa ttgaaagaaa agaaaatatt aagccctctc tgggaagtaa 1500 
aaagaattta ttagaatcta tacctacaca ttctgatcag gaaaaagaag ttaacattaa 1560 
aaaaccagaa gacaatgaaa atctggatga caaagatgat gacacaacta gggtagatga 1620 
atccctcaac ataaaggtag aagctgagga agaaaaagca aaatctggag atgaaacgaa 1680 
taaagaagaa gatgaagatg atgaagaagc agaagaggag gaggaggagg aagaagaaga 1740 
agaggatgaa gatgatgatg acaacaatga ggaagaggag tttgagtgct atccaccagg 1800 
catgaaagtc caagtgcggt atggacgagg gaaaaatcaa aaaatgtatg aagctagtat 1860 
taaagattct gatgtcgaag gtggagaggt cctttacttg gtgeattact gcggatggaa 1920 
tgtgagatac gatgaatgga ttaaagcaga taaaatagta agacctgetg ataaaaatgt 1980 
gecaaagata aaacatcgga agaaaataaa gaataaatta gacaaagaaa aagacaaaga 2040 
tgaaaaatac tctccaaaaa actgtaaact teggegcttg tccaaaccac catttcagac 2100 
aaatccatct cctgaaatgg tatccaaact ggatctcact gatgecaaaa actctgatac 2160 
tgctcatatt aagtccatag aaattacttc gatccttaat ggacttcaag cttctgaaag 2220 



180/189 



WO 01/72777 



PCT/US01/08117 



ttctgctgaa gacagtgagc aggaagatga gagaggtgct caagacatgg ataataatgg 2280 
caaagaggaa tctaagattg atcatttgac caacaacaga aatgatctta tttcaaagga 2340 
ggaacagaac agttcatctt tgctagaaga aaacaaagtt catgcagatt tggtaatatc 2400 
caaaccagtg tcaaaatctc cagaaagatt aaggaaagat atagaagtat tatccgaaga 2460 
tactgattat gaagaagatg aagtcacaaa aaagagaaag gatgtcaaga aggacacaac 2520 
agataaatct tcaaaaccac aaataaaacg tggtaaaaga aggtattgca atacagaaga 2580 
gtgtctaaaa actggatcac ctggcaaaaa ggaagagaag gccaagaaca aagaatcact 2640 
ttgcatggaa aacagtagca acagctcttc agatgaagat gaagaagaaa caaaagcaaa 2700 
gatgacacca actaagaaat acaatggttt ggaggaaaaa agaaaatctc tacggacaac 2760 
tggtttctat tcaggatttt cagaagtggc agaaaaaagg attaaacttt taaataactc 2820 
tgatgaaaga cttcaaaaca gcagggccaa agatcgaaaa gatgtctggt caagtattca 2880 
gggacagtgg cctaaaaaaa cgctgaaaga gcttttttca gactctgata ctgaggctgc 2940 
agcttctcca ccgcatcctg ccccagagga gggggtggca gaggagtcac tgcagactgt 3000 
ggctgaagag gagagttgtt cacccagtgt agaactagaa aaaccacctc cagtcaatgt 3060 
cgatagtaaa cccattgaag aaaaaacagt agaggtcaat gacagaaaag cagaatttcc 3120 
aagtagtggc agtaattcag tgctaaatac ccctcctact acacctgaat cgccttcatc 3180 
agtcactgta acagaaggca gccggcagca gtcttctgta acagtatcag aaccactggc 3240 
tccaaaccaa gaagaggttc gaagtatcaa gagtgaaact gatagcacaa ttgaggtgga 3300 
tagtgttgct ggggagctcc aagacctcca gtctgaaggg aatagctcgc cagcaggttt 3360 
tgatgccagt gtgagctcaa gcagtagtaa tcagccagaa ccagaacatc ctgaaaaagc 3420 
ctgtacaggt cagaaaagag tgaaagatgc tcagggagga ggaagttcat caaaaaagca 3480 
gaaaagaagc cataaagcaa cagtggtaaa caacaaaaag aagggaaaag gcacaaatag 3540 
tagtgatagt gaagaacttt cagctggtga aagtataact aagagtcagc cagtcaaatc 3600 
agtttccact ggaatgaagt ctcatagtac caaatctccc gcaaggacgc agtctccagg 3660 
aaaatgtgga aagaatggtg ataaggatcc tgatctcaag gaacccagta atcgattacc 3720 
caaagtttac aaatggagtt ttcagatgtc ggacctggaa aatatgacaa gtgccgaacg 3780 
catcacaatt cttcaagaaa aacttcaaga aatcagaaaa cattatctgt cattaaaatc 3840 
tgaagtagct tccattgatc ggaggagaaa gcgtttaaag aagaaagaga gagaaagtgc 3900 
tgctacatcc tcatcctcct cttcaccttc atccagttcc ataacagctg ctgttatgtt 3960 
aactttagct gaaccgtcaa tgtccagcgc atcacaaaat ggaatgtcag ttgagtgcag 4020 
gtgacagcag gacttgctaa agcactttgc acttaatggc tgttgagggc cacttttttt 4080 
ttatactgca cagtggcaca aaaaaatatc agacaagcac tattttatat ttaaaaattg 4140 
tttcttgaca agctgacttg gcacttaagt gcactttttt atgaagaaaa agtacaatga 4200 
actgcttttc ctcaagcaat aattgtttcc aacttgtctg ggaattgtgt gtctggtaac 4260 
tggaaggcct tccactgtgg caaatggagg cttttcactg cctgtagaga caatacagta 4320 
agcatagtta aggggtgggt cagaacatgt taagataact tactgtatat gtattccctt 4380 
gtattttgtt aaagctggaa catttgatat ttttccattt atttatgaaa aaatatgaac 4440 
ctattttcat ttgtacaagg taattgtttt ttaaagcaag tcaccttagg gtggctttaa 4500 
ttgtataagt caagcacatg taataaattc aaaacctgca gttaacagga tattagacat 4560 
caatcctggt aaccaaatat taaagattct ctttaaaaaa gactgaacat gtttacaggt 4620 
ttgaattagg ctaaaaggtc ttgcagtggc ttttcatggc ccttcaaatt ggaa 4674 

<210> 203 

<211> 1736 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 4909754CB1 

<400> 203 

cgcggttgtg cgggggcgac ggcgaggccg gaagatggcc tgggtgctca agatggacga 60 

ggtgatcgag tccgggctgg tgcacgactt cgacgccagc ctctcgggca tcgggcagga 120 

actgggcgcc ggcgcttaca gcatgagtga tgtcttggca ttgcccattt tcaagcagga 180 

agattccagc cttccattgg atggtgaaac agagcaccca ccctttcagt atgtgatgtg 240 

tgctgcaacg tcaccagcag taaaactgca tgatgaaacg cttacttatt tgaaccaagg 300 

-tcagtcatat gaaattcgga tgctggataa tcggaaaatg ggtgatatgc ctgagatcag 360 

tggaaaatta gtaaagagca tcataagggt tgtattccat _gacagacggc tacaatacac 420 

agagcatcag caacttgaag gatggaagtg gaatcgccca ggagacagac ttcttgattt 480 

agatattcca atgtctgtgg gaataattga cacaaggacg aatccaagcc agttaaatgc 540 

ggttgaattt ctgtgggacc cagcaaaacg cacctctgct ttcattcagg tacactgcat 600 

cagcacagaa tttactccac ggaagcacgg aggtgaaaag ggagtgccct ttaggatcca 660 
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ggttgacacc tttaagcaga atgaaaatgg 
ctgccaaatc aaagttttta agcctaaagg 
gaagatggag aagagaacag ctcatgaaaa 
aatcctcaca gagtgttctc cgtggcccga 
ttccccagcg cccactttca cctccccaca 
ttcttcttcc ccaaatcatc agggagatgg 
gccttcagct acgatccagg aaacacagca 
cacaagactg ttctctaatt tttcaggtgc 
agttcaaatt tgtggtgcag ccgatggaat 
ggttagaccc cgtttaacca tctatgtctg 
agggcagcag caagctgcaa gcagtgcaag 
tcatgcaatc tacttggaag aaatgattgc 
gtttaatatc cctctccacc aaattaatca 
cattcttgtt agtgatcaga tggttcagaa 
cacagtaaaa gctgaaagta gtgatggcat 
gactgaactg tattcagtac caaatagtca 
gaagtcttgg gattggattt taccatatga 
tttctaatga gctgtatgag aggtgaatct 



agaatacaca gatcatctac actcagctag 720 
tgcagacagg aaacaaaaaa ctgaccgaga 780 
agaaaagtat cagccgtcct atgataccac 840 
tgcccccaca gcctatgtga ataacagccc 900 
gcagagcact tgcagtgtcc cagacagcaa 960 
agcttcacag acctctggtg aacaaattca 1020 
atggctgctc aaaaacagat tctcttccta 1080 
cgacttatta aaactgacaa aggaggattt 1140 
tcggctctat aattcactga agtcaaggtc 1200 
ccgggagcag ccaagcagca cagtgctgca 12 60 
cgagaatggc agtggggcac cctatgttta 1320 
ctcagaagtt gctcgaaaac ttgcgctggt 1380 
ggtttacaga cagggtccca ctggtattca 1440 
ttttcaagat gagagttgtt ttttattctc 1500 
ccacataatt ttgaaatgat gtcttatata 1560 
cgcttaaaag tgtgtgaaga ctgaatccaa 1620 
aatgtttcat attgaaaaca caagatgacc 1680 
cctcactgtc actgccatag ccaagc 1736 



<210> 204 

<211> 1393 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 4911931CB1 



<400> 204 

ctcttttcgc ggcgttctcc acctgcgcgg 
ctgaggagtt gatggttact caccgccgtg 
aaaccctccg cctgggcccg cgcgacagga 
ccagccccgg tctctttccc tggcggcggc 
gaatggccga atttgggcct gactccggcg 
caatagttta cggtaatgtt gctcggtatt 
ctcatcagtg gacagtatat gtgaaaccat 
agaaaatcca gtttaaatta catgaaagct 
ctccatatga aattactgaa acaggatggg 
tcattgaccc taatgaaaga cctgtaaccc 
acaccaatgc aatgctgggg aaaaagacag 
ttcaagaccc aacagcaatg atgcaacaat 
gagcctataa gcatgaaaca gaatttgcag 
aagctgctaa gaaaaaaaca agctttgaga 
gtcgtgaaac tataaattgt ttaaaaaatg 
caaaagacat ataaacagtt ctcatgagaa 
gggcttcact ggagaaatgg acttactgca 
tatacagctg ttgaccatga atttcttagc 
taatggaaaa tatgtgtgta agaatggatg 
gaaaattcta tgatattaag cacagttttt 
tattaccctt ttgacaggca tcaaaatttc 
acttctttag tggctagaat tagtgaagaa 
tcttacctgc ccccatcctt ttttgtatat 
gtttacagat cct 



gcctgaatgg ccttcaggag cacagtcggc 60 
agcccaagta actcgccctc cttcggctag 120 
gcgcggtctc tgaggggagc ggcgaccccg 180 
ggcttcttcc gtgggacaat atgttcaaga 240 
ggagagtaaa gggtgttact atcgttaaac 300 
ttggaaagaa aagagaagaa gatgggcaca 360 
atagaaatga ggatatgtca gcatatgtga 420 
atggcaatcc tttaagagtt gttactaaac 480 
gtgaattcga aataatcatc aaaatatttt 540 
tgtatcattt gctaaagctg tttcaatcag 600 
tggtttcaga gttctatgat gaaatgatat 660 
tattgacaac atctcgtcag ctaacattag 720 
agcttgaagt gaaaaccaga gaaaaattag 780 
ttgcagagct taaggagaga ttaaaagcaa 840 
aaatcagaaa acttgaagaa gatgaccaag 900 
cttggtagta agctaaactg aaaataaggt 960 
aatgctgtga tgtttcttag aggaacttca 1020 
aataggaatt tgtactattt aagcaatctt 1080 
ctatataggt attttaccaa cccattttaa 1140 
aaaaatgttt attgtagtat atgtatagct 1200 
attataaagt attacttgta caaattttgt 12 60 
acttaatgtg tatatttaat ttcttcaagt 1320 
gatgtgtcca gtaagtattc aataaatgta 1380 

1393 



<210> 205 
<211> 804 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 4920433CB1 
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<400> 205 

agcaagacct gtgagagtgc acagtgccac ttcgccccat ggctgaagat ggtttgccca 60 
aaatttattc tcatcctcca acagaaagca gtaaaacacc aactgcagca accattttct 120 
ttggggctga caatgctatt cccaaatcag aaacaactat tacttcagaa* ggagaccacg 180 
tcacttcagt aaatgaatat atgctagaaa gcgatttttc aacaactaca gacaacaaac 240 
tgacagctaa aaaggaaaaa ctcaaatcag aagatgatat ggggaccgac tttattaagt 300 
caacaactca cctacagaaa gaaattacct ctctgactgg cactacaaac tccataacaa 3 60 
gagactctat taccgaacat ttcatgccag tgaaaattgg gaatatttca tcaccagtta 420 
ctactgtttc tttaatagat ttttccactg acatagcaaa agaagatatc ctcttagcta 480 
ccattgacac aggagatgca gagatctcaa taacctctga agtctctggc acactaaagg 540 
acagcagtgc tggtgttgct gacgctcctg cctttccacg taaaaaggat gaagctgata 600 
tgagcaatta taattcctcc atcaaatcca atgtccctgc tgatgaagct gtccaggtca 660 
ctgattccat tattcctgag gctgaaatcc tcctgctcct gaagaaacct cactactatt 720 
ccagacataa ctgcccttga agaagagaaa ataaccgaaa ttgacctaag tggttttaga 780 
agatgacaca agtgctgtgg ctaa 804 

<210> 206 

<211> 2046 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 5042113CB1 

<400> 206 

cccacgcgtc cgagcggcgg cgctcgggag gaagtgccga tcggctgctg gggcgaaaag 60 
ggggcgccgg gccgctctag ccgccctggt ccagcgcctc cctctctcag catggacgag 120 
gagagcctgg agtcggcctt gcagacctac cgtgcgcagc tgcagcaggt ggagctggcc 180 
ttgggcgccg gcctggattc gtctgagcag gctgacctgc gccagctgca gggggacctg 240 
aaggagctca tcgagctcac cgaggccagc ctggtgtctg tcaggaagag caggttgttg 300 
gccgcgctgg acgaagagcg cccgggccgc caggaagatg ctgagtacca ggctttccgg 360 
gaggccatca ctgaggcggt ggaggcacca gcagcggccc gtgggtccgg atcagagacc 420 
gttcctaaag cagaggcggg gccagaatct gcggcaggtg ggcaggagga ggaagaggga 480 
gaggacgagg aagagctgag tgggacaaag gtgagcgcgc cctactacag ctcctggggc 540 
actctggagt atcacaacgc catggtggtg ggaacggaag aggcggagga tggctcggcg 600 
ggtgtccgtg tgctttacct gtaccccact cacaagtctc tgaagccgtg cccgttcttc 660 
ctggagggaa agtgccgctt taaggagaac tgcaggttct cccatgggca ggtggtctct 72 0 
ctggatgagc tgcgcccctt ccaggaccca gacctgagct ccctgcaggc cggctctgcg 780 
tgtctggcca agcaccagga tggcctctgg cacgcagcac gcatcaccga tgtggacaac 840 
ggctactaca cagtcaagtt tgactcgctg ctgctgaggg aggccgtggt ggagggggac 900 
ggcatcctgc ccccactgcg cacagaggcc acagagtccg actcagacag cgacggtacg 960 
ggtgactcca gctatgccag agtggtgggg tcagatgctg tggactctgg gacctgcagc 1020 
tctgcctttg ctggctggga ggtgcacacg cgaggtatag gctccagact cctcaccaag 1080 
atgggctatg agtttggcaa gggtttgggc cgacacgcgg aaggccgggt ggagcccatc 1140 
catgctgtgg tgttgcctcg agggaagtcg ctggaccagt gtgtggagac cctgcagaag 1200 
cagaccaggg ttggcaaggc tggcaccaac aagcccccca ggtgccgggg aagaggggcc 1260 
aggcctgggg gccgcccagc tcctcggaat gtgtttgact tcctcaatga aaagctgcaa 1320 
ggtcaggctc ctggggccct agaagccggg gcggccccag cggggaggag gagcaaggac 1380 
atgtaccatg ccagcaagag tgccaagcgg gccctgagcc tgcggctctt ccagactgag 1440 
gagaagatcg agcgaaccca gcgggacatc aggagcatcc aggaggctct cgcccgcaac 1500 
gctggccggc atagcgtggc gtcagcccag ctgcaggaga agctggcagg agcccagcgc 1560 
cagctggggc agctccgggc tcaggaagcc ggcctgcagc aggagcagag gaaggcagac 1620 
acccacaaga agatgactga gttctagaga ccccacaagc actatggacg aagcgtggga 1680 
ccccagcacg ggctgccctc aggaagacca gtgttgcccg aggaggggcc ggcctgctgg 1740 
cctggggcgt gcggacactg ctgagtggag acagagctgc ggggtcccat ctggacactt 1800 
acttgcccac ctgccagtgt cttgggcatt tccttggcaa ggacattaaa gtgatttcat 1860 
cacagtgtca ttcagtggag atcagctggc tgcagggtct ctggggagag aagggtctgt 1920 
gcagggctgt ggtgagagac gggctgggct .ggaggggcct aggaggccgc gtctttctcc 1980 
gagaaagacg cggcttcccc gggctccaga gaaggcccgc gtctaaataa acgccagcgc 2040_ 
aggatg 2046 

<210> 207 
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<211> 832 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 5083853CB1 



<400> 207 

ggaaccttgc cggtccgagg cagctctgcg 
cagcgcggcc cgcaccgcca tggaggtgct 
ggaccgcaag ctgagcgagc tgtcagagcc 
gcacttctca gaacttctgg atgagttttc 
tcctttcctc tcagagaaga gtgtgtcaat 
gcctctcatc caggctgagc acagctactc 
cttcacccac attaccagtg acagcttcaa 
cctgtctaca gacttccctt caacatccat 
cccaggactc gttccgtctg tcactctgac 
ggaggaacct cctctggaaa tgaacactgg 
taaaattaag ctggagcctc atgaagtgga 
tctgtctgcc ctccctgtgt ccctttgggt 
ggaatatggc gagagagctg ggatgagttt 
aatagctctg ttcttaaaaa ataaaaattt 

<210> 208 

<211> 1801 

<212> DNA 

<213> Homo sapiens 



cgtcccctcc tgcgcttagc atcctcggcc 60 
ggagagcggg gagcagggcg tgctgcagtg 120 
cggggacggc gaggccctca tgtaccacac 180 
ccagaacgtc ttgggtcagc tcctgaatga 240 
ggaggtggaa ccttccccga cgtccccggc 300 
cctgtgcgag gagcctcggg cccagtcgcc 3 60 
tgacgatgag gtggaaagtg agaaatggta 420 
caagacagag ccaattacag acgaaccacc 480 
catcacagcc atctccaccc cgttggaaaa 540 
ggttgattcc tcgtgccaga ccattattcc 600 
tcagtttcta aacttctctc ctaaagaagg 660 
tatggatatg gtctctgggt ctacagagag 720 
gtaccacaga tgttgtagct ggctttatga 780 
tgcttccaaa taaaaaaaaa aa 832 



<220> 

<221> misc_feature 

<223> Incyte ID No: 5283981CB1 



<400> 208 

aggaggcggg gccgctacta aagcccaaga 
gcgggcgggg acggagctcg gcgtgcttgc 
gggctccgac ctcaccggga gtcgacagcg 
gagcgctgaa cgccggcccc aagcaccccg 
tgacgaagac gtggatctgc tctcgcttta 
gactcctgcg actccgcgcg gaaaaaaaag 
aagctgtgcg cctcgctgcc tggaccgggt 
gcgggagggc tttctctacg tgctgttgtc 
tccggcctct gattcctgga agaaagggtt 
aatggggagc aaggctctgc cagcgcccat 
ttactccttc ctgcaggccg tgaacacctt 
gtacggtctc agcgcggtac agaccatgca 
tgtgcacgag atcacccgct ccaccatcac 
cgcgcgcttc cccttcccgg ccctgccttt 
ggccattgcc cacgtcctcc cagccctgca 
tttggcggtg gctgccacgc aagaggatcc 
cccaggactg ggtagcccca tctcgggcct 
tcgaggaagg ttgccctcca aaacgaaaaa 
ctttaccaaa tcctacaatt tgctcatcca 
cacgtgtgac atctgccaca aggccttccg 
catccattcc aaagaaaaac ccttcaaatg 
tagaactcta gcagttcaca aaactttaca 
cagtgcggca aagtgttcag gcgaaactgt 
ccgcggcagg acttctagag aagcccagga 
cagacacctc tccacgtctc ctac:ccag;gg 
gctcttccct tgctgcagcc gcacctgcag 
ctgagaactg tagaaagcca cacactacta 
cttgtagata ttcacagctc attttagagc 
gttgttttgt ttgctttggg atcttgttgg 



ctcccggcct ggggcagcct ggggagggac 60 
tgctggaggg tgatggccct gcaaggctgt 120 
agaggttcgc cgaagagcga ggttctgggc 180 
ggtctttaca cagtccgcgt ccacagactc 240 
gctgctcgcg gtcctccaga tcatgtccgc 300 
tttgccaggc gtggactcaa tgacctttcc 360 
ctgagcgcgg ctgcccaggt tgacctttct 420 
tcactgggtt tttgtcggag ccccacgccc 480 
ggtcccctca gcacccccag catcccggaa 540 
cccgctccac ccgtcgctgc agctcaccaa 600 
cccggccacg gtggaccacc tgcagggcct 660 
catgaaccac tggacgctgg ggtatcccaa 720 
ggagatggcg gcggcgcagg gcctcgtgga 780 
taccacccac ctattccacc ccaagcaggg 840 
caaggaccgg ccccgttttg actttgccaa 900 
gcctaagatg ggagacctga gcaagctgag 960 
cagtaaattg actccggaca gaaagccctc 1020 
agagtttatc tgcaagtttt gcggcagaca 1080 
tgagaggacc cacacggacg agaggccgta 1140 
gaggcaagat cacctgcggg atcacagata 1200 
tcaggagtgt gggaaaggat tttgtcagtc 1260 
catgcagaca tcaagcccta cagctgcgag 1320 
gatctgcggc ggcacagcct gactcacacc 1380 
tctgtcccgt gccgccgctg ctcccctccc 1440 
ggtcgcatcc ctagcccttc actgacccca 1500 
^ctccagggag ttaactcttc fetctggggga_1560 . 
catcccttca caaagagtat atgctagttt 1620 
tctgtacata atgttgtggg tctttgtttt 1680 
atgcacttag atatggaaaa tggaagccaa 1740 
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<210> 209 

<211> 1596 

<212> DNA 

<213> Homo sapiens 

<220> 



till SStfSTZ. 5510549CB1 

:rar t c ^cccct ~t gggg sss & 

££3S 5SSS SSS sis £*££ JESS 

?aftctcaca tgatgccacg gagactgagc ^ccagagat "^.^ gccctact tc 300 
cccccgccgc ccccacccce acccccacca ^tact t ggacctggac 360 

ctctcgatgc tgccaatgtc ^ccaacagca atggggcc acctggccga g cggctggga 420 
gtggatgatg tggagatgga gaactatgag gcc « agc tcccgtc gtaccgcttt 480 
gatgccaagc cccggggtct caccaaagca 9^agag « tgacttcgag 540 

aacccggaca gccatcagtc gs^cagacg ^gtgtgtgg &caccaa g tg tgttgac 600 
gcgcggcagc tgctccgagt "tcccctgc aaccatgag cgaggtgccc 660 

fagtggttga aggccaaccg g^cgtgtccc ^ctgccggg gaagctctgg 720 

agggaggctg agtgaggcca cgcagccgcc tgcccggg g t gccC cttcgc 780 

aaacttgtgg gtggggccca gm^W gg t?agcccl gcgaggagtc cctgcaataa 840 
tcctgcctgc atttccagag ctggtgccag 93tcag ctgcctgccc gcccgcccgc 900 
acccctgcat ttgccaagct ccaaagactc cctcccwa fc aggtccctcc 960 

Sggagctg cctgagtgtc -tgatcggg tctccctcct Jg^^ tggagatcct 1020 
ttttcctgct ggcactgagt sccaggggtc tctcat gctctgaaat 1080 

tggccccagg atgggcagac ^gagcaccat « cagacggtgt cacgagccat 1140 
ggcgtgccct ctgcccaggt ggcactgcca ^gcgc g tcaggcagct 1200 

?tcctgagcc ccagggctga atcccccctc °ttgaccccg tcatcccagg 1260 

ggctc?g?gt tggctgctgt = ? aggg gtccc agcc?aatcc cgagctgggg 
aacaacattc cagccccacc ctcaggctgg aggg 9 ag0 cctgtgt tcccggtggt 1380 

ssss sis fii S£ sss- SSSK 

5=S5 ffl IEEE 55ST- °™ MMM S ° 



SSE2S ££3 5=— «- 

<210> 210 
<211> 2374 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc^feature - 
<223> incyte ID No: 5544862CB1 



gSggaacac ag t g t caggg aagaagatga = tc cacttctgga caa.att.cc 60 
attclgatgt ggattacaga SS^caaaga atccaagc s tctagtcatt 180 

cactacctcc tcgactgcag ^atccttcag Qagtaagac fcagc cggacaC ctt 240 

cttcagggtc acagtctcag «^tctcca Jjjjgj^ ttttgat cac caagtcgaga 300 
cacagatcat aaggtaacct gatcgtgaaa 3agccy aa gcta tagaagaatc 360 

a tctaactat ttcggccttt ccccagaaga ^gcagagag JJ^J^ tttccagct c 420 
ccgtttactc tatgagattc agaacagaga tgaacagg aatcatcaca 480 

" atcagtcaat cagtcagctt ctcagagtag ^atccacg « aagacaaaga -540 

tgtSgtgat agaaaaggaa 9-ggcggag ^ggataca %*J^ t tggagaatat 600 
ctctattcat ggacatagtc asttggataa aaga a tcaaagaagt tagagtgccc 660 
tactgatgat aaatatgcaa «gtttoatc tcaaatccag ctccccttct 720 

ttctcctgcg gaacaaaagc cagcagaaca cgw 



185/189 



PCTAJS01/08117 

WO 01/72777 

M ™ .«*— • -ss r.ss sssss s» is 

S5K£ SSSSS 5*-* £g5! SSSSS 0 

IcSSSc. gttcctgtgt »"«|||| SSSK ccttgtaatg ^ 
„„ w ctttatcaag acccactcta "™»» ,,ggacctac ctaaagataa loau 
SgtgoI.lt gt»co.«« JttcKtjW t M«"|f l ao ag«,tc =t,tgt|g»c 1140 

SSSSS SSSSS ™| g-5-g 5-sSS SSSS- S 
SSSSS SSSS SjSSS belts SSSSS SJSSS S. 

SS SSSSS Si ssss ssss ssss sss 

M .„cc=ct ggg»g=ttc tgc.tgctga ttatt^J ««0 
attcccccag ccatccttLy y» t-t-ttcaaqga ttcatagaaa ciLt^ay 

sssss ssss ™s sssss sssss sssss sss 
ISIS rSi S= = IssE sills a 

gSaSacd aaagaagaga Sttcagaaga tgaaatgaa aaagtgattg 2160 

SSSSS SSSS SSSSS S£ SSSSS SSSSS 

ssss sg sjsss set-' *" 3 

gttgttgccg aagtattttc taacagaa 



<210> 211 

<211> 2598 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature - 
<223> incyte ID No: 5573394CB1 



3= ssss -3 IS SS i« | 
Si SIS 5s ssjss S= sssss a 

aaactclggg atttttcagt tccctctgaa "tgtgtaca g acct ggtgag 420 

ccgggtSS ttgcaaggga agecaatgat ^gatttg J^^^ taggg aagag 480 

mmmmmmi 

Sgaaalcg gaatttcttg c=»»"»° SSSSac oatgtaotgt gg»"f«» ™° 

SSSS 1SSSSS S SS = -SSSS SSSSS 

goaaaatat. acttcc.ttt »=«Wotgc ^JgJ^, ttt g c c.»g »«SSSt 1020 

SSSS SSSSS SSSS Jg-g «ssS5 SSSSS U 

Ssss: ssss ssss s sss ssss ssss 

SSaSttg tctc.gcttc agaaaacttc ' c toattgagg tggttatgaa 1380 

SSSS SSSSS SSSS SSSSS. — — - 1140 
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™* jg- ss SS gg 

aaatatcata tttctgaaat gcctgtg g aagatagaca «Wg 1680 

135 Sp§ =51 SEE 5S SIS a 
33= £3 5= 2S 35 == 2 

iss is =s ssi §= s= i| 

tctgataaaa aaaaaaaa 



<210> 212 

<211> 2495 

<212> DNA 

<213> Homo sapiens 

<220> 



281 SS^SS- 5850840CB1 

<400> 212 aaccccagcg gacccgcggc ccagccttga "ecccaaoc 60^ 

ctcgcaggag Q^gaacgcgc ^ccccag g | cacc gtggg 8ogatB8»9t ^cctccg 
ccgggggctg ^gagcgg cccctcgg^ cgccaaccga ggcggaccgc ggagtgtg g ^ 
tgatccccgg cctgtcgccc ^ agatcacgca ccccagctcc gg » 300 

=5 SSI SB SiS BSS === 2 

gattaggaat taagatcgtg cacaaaagtt cttagfcggga aaagtaggat ^attttta ^ 
tgggggaaaa agtacgtgat *£tt tagatcttgt tattgc ^ 

tgtaaagcct tgacccaatg g cagctgtatt tgtttaaatt 999 108Q 

gtacatagga attgtgtaaa gtg^ cctaaatgaa ataactttct 1140 

aagattagga aaaagatagt gttattttt fctgg gtcaaggttt ^attaaaagc ^ 

ttccccaccc gaattctttt «B»B^ agtagtttta agcttgtttg cacag 
tacattttat aacactggca ^cacaaaaa g taaatagtgt attattatcg 

tttttccatt ggaaatggaa "cattgcct J9 ttataa cctgttataa ^gctatatt l 
ttggggctgg ctctatgctt ^aaaccag tcc tagct tgtaa ^actgag 

otatttgcag ttaggaaatg cagaactca« ^aatatgtc aagaaaccaa ctccacuaau 

s~s ass Ss sss 11 1 Is 

gtgataatgg aaagtcaagt taaattcc cg tggtgagacc taatgagaa 

5S2K 2E2K SS5 < ~ ft «~ £S2 1|r 
3S2K S5SS S5ESS «— • -— » 
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t ccttWt« Mt. S « r «„«- gg 

SSgSS S5SSS = Ss 53SSS 5S32K 
SSSSS £355 5KS 5SSS SSKK 

gtcatgaagg. ttattcataa ttgcattata aatttcct ta tgagccccat 2340 

—4 HSS is ssss =£=s sss bs 

£5S£ SS3SS 2— — 



<210> 213 

<211> H53 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> — 

<223> Incyte ID Ho: 



<221> miscfeature 5942936CBl 



Stgfagc gcccctgcga ggagacgacc tjjgj «f g fiS So 

5s= 5=S 35= SsSE SS55S =5K 

cgtcgggatg ggauuw |«g.Lwt tgc«»tg.c .1 W« 300 

SESSS 3 ™E SSKj ss*- SSSSS £552 f 
SfiSS SSSSS SKSS fi- SS" 
SSSSS KSK ?S | SI? SEES SSSS 
SSSS S55S5SS ~ HESS 3=22 SS gS 

ssss S5SSS SSS 25555 SSSS 

'tgwsttog egggggea" «=»wctt «|=» acg » c „ glcct c. g»|««J|= »„$„ 

532= SEE ™S 3SS3 SS5S5 iSS 
ESSE S25S SSSS 3«~ — — — iiS 

tttgagacac aaa 



<210> 214 

<211> 2194 

<212> DNA 

<213> Homo sapiens 

<220> 



SS SSfSS. 5951431CB1 

tgggaaggag agaaaatggc ggcggagccg aacaa f tceagac tctttttjjj 60 

ggcttcgcg cagttccaac c-cjjBge tjttttgact J^W"^ gcaccgctcc 180 
tgggecagea teaegtaegg tgttttcttg cgc « at tccaactg gaactggttc 24U 

3SSS SSSS5 SS&i SSSSS 

gacaacatga gtagtgccgt tcctaatcac tccccag g ttc a gggacccag 540 

acaaaacaca ctcaaccccc tgcctgggat 9°9"~» eggagcatgg ccccaacaca 600 
clgccagccc cgtctacaga gagcagtggc ctgjcacagc agctaaag gg 660 

gaectgettg gcacctcacc caaagcctca ctggagc 
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ssss sss= IS IS ?H 

=5SS SSS — ; -SIS SSg. SS S 0 

gccaagaagc *0^«£" ggaaaagaag ctacagaatc tgga say ctccgt g C tg 1020 
cagattgatc gtaagaaaga ggaa « tccC gaagct ctgtctccc g 108 0 

caggcagaaa SBttgggcat ^ttgg agtgagt g caaaatcctc teg ^ 114Q 
tetgagatge aggtgattga S^aaa tggac ccccaaagta ca gg ^ 

ctggacttgt ttgacgatgt ^gctcc 9 gctgggata cagatgetge ctwo^ 
cccttttcct taggggaaag g t«S9 accat ctcaa 9catccggcc cg 1320 

5352 SS '-s-ss SSS2 gs ssss s 

catcagaaat tegcaggage c ^^c cagct ct caggcagcag a 15Q0 

S5S5S ^ Sgg ESSE SSSj »«; 
SSSSS SSSj SSSS MS !g?atc|cta jg-g- ^ 

Laltggctg tgctggccaa JggJ tggtgacggc aacaagaact c a 

tgatccgagc tctgtgactc tggggaggat "gttacttc g cagc ^00 

caggctgggg atgetttgee tcgtga actcct gtga 9gS9aacgg 186 q 

tgtgtgtgtg 999*99"" Sgagccctt tattccctct «caccaccc * * „ 1920 

ccttgtcctc tgcctgtgga m g Ctgc tgctc acttatcctg c i 98 0 

=258 s Si tes ssss | f i» ssss 

2S5ES S~«» S55SS SSSS S3U. gS 
SS SSSS U«— — 



'i 
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